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Supplementary Table1:

5'-CCAACGAGTACTCATCCAAGTATGAGAAACAACATGCCATG-3'DralΔLim2-F

5'-CATGGCATGTTGTTTCTCATACTTGGATGAGTACTCGTTGG-3'DralΔLim2-R

5'-GCACCATGGGGAGTAGCAAGAGCAAGCCTAAGGACCCCAGCCAGCGCGGACCGTGTCCTG-3'Ptc-myr7IC-F

5'-AAGGAAATGCGGCCGCTTAAGCGTAATCTGGAACATCGTATGGGTAGTTGGAGCTGCTCCC-3'Ptc-7IC-HA-R

5'-AATTCTCGAGATGACTGAGCGTTTCGACTGCCAC-3'pCAGGS-Chick-DRAL-XhoI-F

5'-AATTAGATCTTTAGATATCCTTTCCACATTCAGG-3'pCAGGS-Chick-DRAL-BglII-R

5'-AATTAAAAAAGATGCCTGCATATGTAAATTCTCTTGAAATTTACATATGCAGGCATCGGCC-3'scramble DRAL1-R

5'-CACCATGGTAGCTGCATCAGCCCCTCCT-3'TUCANΔNterm-F

5'-TTACAGATCCTCTTCAGAGATGAGTTTCTGTTCCAAATTCTGCTGTCTAAGATAG-3'TUCANΔNterm-Myc-R

5'-CACCATGACTGAGCGTTTCGACTGCCAC-3'Chick-DRAL-F

5'-TTAAGCGTAATCTGGAACATCGTATGGGTAGATATCCTTTCCACATTCAGG-3’Chick-DRAL-R

5-AGCTACCCTGAGACTGATTAAGGGGTATTTGAG-3mPtc1-1393StopQC-F

5-CTCAAATACCCCTTAATCAGTCTCAGGGTAGCT-3mPtc1-1393StopQC-R

5'-GAGGCCGAATTCGGACCGTGTCCTGAGGTG-3'mPtc1-Eco-7IC-F

5'-TAGCTTGGCTGCAGGTCAGTTGGAGCTGCT-3'mPtc1-Pst-7IC-R

5'-GATGCCTGCATATGTAAATTTCAAGAGAATTTACATATGCAGGCATCTTTTTT-3'scramble DRAL1-F

5'-AATTAAAAAAGGCACAATGATTGCTTTAATCTCTTGAATTAAAGCAATCATTGTGCCGGCC-3'shDRAL1-R

5'-GGCACAATGATTGCTTTAATTCAAGAGATTAAAGCAATCATTGTGCCTTTTTT-3'shDRAL1-F

5'-CTCAGGACACGGTTAAAAGAAGGATAAGAGGAC-3'mPtc1-Δ7IC-R

5'-GTCCTCTTATCCTTCTTTTAACCGTGTCCTGAG-3'mPtc1-Δ7IC-F
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