Supplemental data 1:
Known or predicted (fgenesh++) neuropeptide precursors. For the predicted
genes that have expression evidence, the EST identifier is included in the
description line.
xxx shows the signal peptide (SignalP 3)

shows the neuropeptides characterized by mass spectrometry

shows the flanking (di)basic cleavage patterns

>gi1]115944736|ref|XP_001176287.1| PREDICTED: hypothetical protein
[Strongylocentrotus purpuratus]

MYVNALTFPLAVAIFLVGLAILPGML S
WSPLRNSKQCIGDKCRYAW GAPAWATSQFSNGGCSGSSCLTGW,

>gi| 72008820 |ref |XP_785647.1| PREDICTED: similar to pedal peptide precursor
protein [Strongylocentrotus purpuratus]
MKFSGNGRGAFLVVNLIFVLCLVDHMAECRPARKTRDVDEDLEKEEDSLINALEKVLADEEVIDNAENDS
DDETGITDRELSLMLSMLRDDVSPSRLRGYFGGKWRPAYYPSESLHVGALEPLATGFLPSRYSGQ

>gi 115839524 |ref |XP_001175944.1| PREDICTED: hypothetical protein
[Strongylocentrotus purpuratus]
MOPNSIISVAVVMTLATLE TOAVC SRR . " DKKDHPVDTDFF TVRANDAEEVLDCEV
EVCIADFVNCAKKCLFYENGNTCLPTCRHTRSICSVQCFKRYDVDVSDSVH

>gi| 72007133 |ref |XP_799858.1| PREDICTED: hypothetical protein
[Strongylocentrotus purpuratus]
MWYVILSMLLLGALASSEYSGMSLRDRIALRNLLMNSNYYDFPLAPSQRDLENTATNSKVVIPPLTFIAG
GAGEGVQHLGAEGDIPNRONPIPEVSSQYDNPPNPCPPGGELTGKVKVYSKVHRHQVCACEKGWEAGERR

DCSSAPKCCLPNMPNDAEFVNQYQLSE SVGDKRSDHMAKKSPVY KRN
B s~ v IRTYVNPYTYNQPHLKSVVA

>gi1]1115933326|ref |XP_001199000.1| PREDICTED: similar to arginine/serine-rich
splicing factor 4 [Strongylocentrotus purpuratus]
MSRNAYLWAGLLLGALCLLITTTS

DEPDAALVPDDDLSEDKR
DDPDAAMLPGDWDEEKRANMERSRL
DDPDAAEALVPGDDLSEEKRANMEFRSRLRGK

RGKGKRDEPDAAEALVPGDWEEE
GKRDDPDAAEALVPGDDLSEE

DDPDAAEALVPGDWDEE

NYFRGRGRRPGKRDEPDA

ALVEDEKRANFRARQRPKLGK

>XP_001175555 PREDICTED: hypothetical protein [Strongylocentrotus
purpuratus].
MKSTVIVTLTICCLLYQTTRAASLTNRDGLSRQDILDLLOL NEEERE S KGCGS
FSGCMQOMEVAKNRVAALLRNSNAHLFGLNGPGKRRRSVDDLPQVNDAETE

>gi 185134999 |ref |NP_001116993.1| GnRH-like tetrapeptide [Strongylocentrotus
purpuratus]



MWACILGYVIWGGAALPTILGKELVLSENDGPEIADWVQGKEIPLRNQYWGDVAEEEEEEELGMLSPDSE
KRQYPGGKRQYPGGKROYPGGKRQYPGGKRQFPAG OWPGGKRQWPGGKRQWPGG
KRQYPGGKRQYPGGKRQWPEVKRQYPGG QYPGGKROWPGGKRQYPGGKRQYPGGK
ROF PGCRR O SINIRR = 2. P DD TMDFFRLSQLYDTNDNIVADEGELALEDLLDDIMVDTRP
EFEDPRDLLLGNVDQEDVLALDLSALLGDRNPNNGW

>gi|3328383|gb|AAC26833.1] thymosin beta [Strongylocentrotus purpuratus]

MADKPDVSAVSSFDKTKLKKTE TEEKN s

>gi 115666438 |ref|XP_001175484.1| PREDICTED: hypothetical protein
[Strongylocentrotus purpuratus]

MNSLILVVMGLLLLTAELIPA N DR S PM1,OK SC TY TCLACSKNTOM

TMPECIYGCQSAGRDPSQARAYNACHKYLHSGR

>gi 115963204 |ref|XP_001186882.1| PREDICTED: similar to LFRFa precursor
[Strongylocentrotus purpuratus]

MRVLVALALCLCF IAPSPVLSF TMPEEKFVENKMADVGEEGTGONNINSIAKSLIREVFGAAEEREMEAE
NEAEDEAELSLSKRTTGSTRPOQREIRARAQYAARRPPVTTRSKETFGKRSSPTPVISRPLAEQLLEELQR
NAEMSDDWRESDKLALLNDAALYDSLVDSHQVQKDAY SAF SFCRREMMSERE . 0P SFAF GKRGLMPS

FAF GRS OSSN D1 7. F AT GKREDQ

>gi 115936357 |ref |XP_001175691.1| PREDICTED: hypothetical protein
[Strongylocentrotus purpuratus]

MKSVYQVVLAFLAVLVCVAWTCQAYGLDODE Y KR s KR G s VKHLGLAN

VDNWRMMKNVNRLRNLLNSGKRSDQQLDSQ

>New_Precursor_GSTPEDIA (3 exons, 112 aa), EST(BM322032)
MGALVFANKREFDVGKAPLAYLIRLFDLKHEANSHREWL I TF PO - BRR N - cN

DFFLDSLAQDFCMERN SRR = TV DEMT DME

>New_Precursor_FGGANEPM 184 aa),

MNNYAFLECLACAIGQVWT

(2 exons, EST (CD294941)

FGGAMEPMSSGEY]
FGSGSLEPMSSGFYKKNEGGSLDAMQSGEYKRSQEETD

>New_Precursor_GYPRNSVV (2 exons, 135 aa), No EST
MVTDTTRLLLLAAIFSVFLACLPSLGQCFVVYEEDVDEDSENDGE VR S T Y sM
SKYLQGLASRRFVRDPQMDKRQVNVGLRLVSMDATRNHINQLADSRSRQKLRHNQNLMDRVGRRR

>New_Precursor_DAGPAWYG (2 exons, 235 aa), No EST
MALNRLKVACCVVFVYLCLALLTSAKEFSPLTGDDFAKNYDPQPWGVDNPAPMNLQDPQONTFYNEADVGK
ELDEKRGTKNDRLRGLRRLSRLYGELGLDRLRPVKKTPETADDMY SLDDKRNDAGMP KD ag

TDENRGRWRIRSPRPQPYRVGLFGKRDFETVDMNELAQI IEATREQQKQQOMQKPCTILSLLISHP
YCYYFKYYNDDGDDDEDDNILVQLC

>New_Precursor_LPANLARE (2 exons, 44 aa), EST(EC439560)
MELRLFLLVVLFCALAT S EENMRERE 1 TNPVLRDKDPTNNSL

>New_Precursor_LYDALKNA (3 exons, 98 aa), No EST
MYHKTTTVALAVLLIALVSLSDASNYWRIKNKGRNARYTARSPREIDEIENRR Y 2C I EDVEAAEEPY
DTWLRDWVISNRNFIRGTLEDDTYTNEV



