SUPPLEMENTARY MATERIAL

The sequences that were used for single molecule assays are the following: al: biotin-5'-
TGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGA
ATTTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACA-3'; 21a2:
5-TGTTTACGAATTAAATCGAAG-3'; 50a2 :5'- TGTTTACGAATTAAATCGAAGT
GGACTGCTGGCGGAAAATGAGAAA ATTC-3; 70a2: 5-TGTTTACGAATTAAAT
CGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTATCCTTGCGCAGC
TC-3'; 21SR: TAMRA-5-TGGCTTCAGCAGA GCGCAGAT-3'; 50SR: TAMRA-5-TG
GCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGTTCA-3;
70SR: TAMRA-5-TGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAG
TGTAGTTCAAGTCATGTGAGTGCCAACCT-3'; HOMO: TAMRA-5-TGTTTACGA
ATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTC-3Y HOM15:
TAMRA-5- TGACTTTAACAGAGCGTAGATACCAAATACTGTCCAAAATGAGA
AAATTC-3; HOM26: TAMRA-5-TGACTTTAACAGAGCGTAGATACCACTGCTG
GCGGAAAATGAGAAAATTC-3'; HOM35: TAMRA-5-TGACTTTAACAGAGCTCG
AAGTGGACTGCTGGCGGAAAATGAGAAAATTC-3'; HOMS50: TAMRA-5-TGTTT
ACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTC-3,
SHOM26: TAMRA-5-TGTTTACGAATTAAATCGAAGTGGACATACTGTTCTTCT
AGTGTAGTTCA-3'; 5HOM36: TAMRA-5-TGTTTACGAATTAAATCGAAGTGGA
CTGCTGGCGGATCTAGTGTAGTTCA-3'; MM1: TAMRA-5-TGTTTACGAATTAA
ATCGAAGTGGACTGCTGGCGGAAAATGAGAAAAATC-3'; MM3: TAMRA-5-TG

TTTACGAATTAAATCGAAGTGGTCAGGTGGCGGAAAATGAGAAAATTC-3'.

The sequences that were used for FRET experiments are the following:

Phi60: Cy5-5'-AAACTATTATTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAA



TTCGTAAACAGATCT-3' Phis0: 5-TGTTTACGAATTAAATCGAAGTGGACTGCT
GGCGGAAAATGAGAAAATTA-3-TAMRA; PhiH50: 5'-ATTATTTCTCATTTTCCG
CCAGCAGTCCACTTCGATTTAATTCGTAAACA-3'; COMS: 5-GATTTTGGGGGA
GGCGTTGAAGTCGGGGTTCGTTTTGTGGTTTCGTTCGGTTCGCGTTTGTTA-3" ;

COMAS: 5-TAACAAACGCGAACCGAACGAAACCACAAAACGAACCCCGACT

TCAACGCCTCCCCCAAAATC-3.
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Supplementary Figure S1. Dependence of synapse lifetime on the length of
homologous sequences at the 5 end of incoming DNAs. Normalized histograms of
lifetimes for four values of X, the length of homologous tracts (blue) at the 5' end of the
incoming strand whose sequence is shown (sequences HOMO, 5HOM26, 5HOM36 and
HOMS50, Materials and Methods). Heterologies are shown in red. The last column in the

histogram includes also all events with lifetimes longer than 800 sec.



