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Figure S1. Representative mass spectra of reverse formaldehyde labeling of two extract samples
from the pericardial organs. (a) The first sample was labeled with H,-formaldehyde, and the
second sample was labeled with D,-formadehyde. Then the two samples were mixed and
analyzed using MALDI-FTMS. (b) The isotopic labeling reagent for each sample was reversed.
Similar ratios of peptide peaks were observed. Peaks labeled with H,-formaldehyde were

indicated with open circles, and peaks labeled with D,-formadehyde were indicated with closed

circles.
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Figure S2. Abundance ratios of 25 neuropeptides in fed crab brain versus unfed crab brain based

on five groups of feeding experiments. The masses of each neuropeptide are labeled on the X

axis and they are grouped in peptide families. Y axis shows the abundance ratios of each

neuropeptide between fed and unfed crabs. The error bars indicate standard deviation of four MS

measurements for each sample.
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