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Figure S3. Relationships of β-diversity with diversity of DOC resource use and bulk 
DOC uptake. Bacterial β-diversity (i.e., the effective number of communities using an Hill 
exponent q=1) explains (a) the dependence of mass transfer coefficients (mm min-1) on 
relative availability (i.e., relative peak intensity, rIinflow) in the inflow DOC pool, (b) the 
diversity of resource use (i.e., the standard deviation of the mass transfer coefficients from 
361 individual compounds, and (c) mass transfer coefficient of bulk DOC. 


