Stamp Results 09/05/08

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 153 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign
Multiple Alignment=IR, Tree=sUPGMA, Matching against: ALL
Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,
complete".
Download results as a PDF

Click here to run STAMP again.

Multiple Alignment
(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
6_bp_motif 1: = - AGGTCG——————————————————
6_bp_motif 2: = —————————————————— GGGTCA-—————————————————
6_bp_motif 3: = = GTTCGC———————————————————
6_bp_motif 4: - CAGGGC———————————————————
6_bp_motif 5: = - CCAGGC———————————————————
6_bp_motif_6: = - TCGGGA-———————————————————
6_bp_motif 7: = GMGNCA-—————————————————
6_bp_motif 8: = CGGGTG——————————————————
6_bp_motif 9: = ——————————————————— GGAACG————————————————
6_bp_motif 10: = - CNGTGC———————————————————
6_bp_motif 11: = —-—————————————————— CCAGCT-—————————————————
6_bp_motif 12: -—————————————————— TCGTGC———————————————————
6_bp_motif 13:  —————————————————— GTTTAC———————————————————
6_bp_motif 14: = -——————————————————— CGGACA-—————————————————
6_bp_motif 15: @ —-——mm——————————————— CGICTT-————————————————
6_bp_motif 16: = ———————————————————— GTTCGT-————————————————
6_bp_motif 17: @ —————————— GCAAGT———————————————
6_bp_motif 18: @ -——————————————————— GGACTS—————————————————
6_bp_motif 19: @ -7 —————— GGYATG————————————————
6_bp_motif 20: -———m————————————— TCKIGG————————————————————
6_bp_motif_pair_l: —————————————————— CAGGGCNNCGGG————————————-—
6_bp_motif_pair_2: —————————————————— CCAGGCNNCGGG—————————————
6_bp_motif_pair_3: ——————————- GCGNNSNNCGGG————————————————————


http://www.benoslab.pitt.edu/stamp/
http://www.benoslab.pitt.edu/stamp/results/41106131_input.motifs
http://www.benoslab.pitt.edu/stamp/results/41106131.pdf

Stamp Results 09/05/08

6_bp_motif pair_4: —————————————————— CAGGGCNCCAGGC————————————
6_bp_motif_pair 5: -———-—-————- GCGNNSNCCAGGC—————————— e —
6_bp_motif pair_6: —————————————————— CAGGGCNCACCCG-———————————
6_bp_motif_pair 7: ——————————- GCGNNSNCAGGGC—————————— e —
6_bp_motif pair 8: -————————————— CGTCTTNSNNCGC—————————————————
6_bp_motif pair 9: ——--—-———————————— NCGGGNNCACCCG————————————
6_bp_motif pair 10: —————-————————= CGGGTGNGCCTGG———————————————
6_bp_motif pair 11: —--——-—---——-——————- NCGGGNNAGCTGG-———————————
6_bp_motif pair 12: ———---—-——-——————— CCAGGCNAGCTGG————————————
6_bp_motif_pair 13: -————————————————- CAGGGCNGCACGA-————————————
6_bp_motif pair 14: -————————————————— CCAGGCNAAGACG————————————
6_bp_motif pair 15: —————-———————————— CAGGGCNAAGACG————————————
6_bp_motif pair 16: —————-————-——————— CCAGGCNGCACGA————————————
6_bp_motif pair 17: —--———---——-——————- TCGGGANGCACGA————————————
6_bp_motif pair_18: -—--—-——-————————- GCACNGNGCCTGG-——————————————
6_bp_motif pair 19: -————————————————— TCGGGANCNGTGC————————————
6_bp_motif pair 20: —-————-———————————— TCGGGRNAAGACG————————————
8_bp_motif_1:  ——————————————————— AGGTCA———
8_bp_motif_2: = ——m————————————— CYGTTTGC—————— e
8_bp_motif_3: = ——m—————————— CCTGCGGES———————mmm e
8_bp_motif_4: = —————— CYKGGCWS - m e
8_bp_motif_5: = —————————————— CAGAGCARA—— ———
8_bp_motif_6: = 0——————— CTGGAATG-——— e
8_bp_motif_7: @ @ ——mm———————— ———— ACAGCTGC————————— e
8_bp_motif_8: = —————————————— ———— CTGGTTTGo——— e
8_bp_motif_9: = —————————————— CTTGGAGG-——— e
8_bp_motif_10:  ——————————————————— TCAGCAGRA—————— e
8_bp_motif_11: ——————————————— ACAGTGAG-————— e
8_bp_motif_12: = ——————————————— ———— TGANTCAT——————
8_bp_motif_13: = ———m——— e ————— GGAAGAGG-———————
8_bp_motif_pair 1: ————————- CCTGCGGSNCYKGGCWS —————————————————
8_bp_motif pair_2: —————————————————- CYKGGCWSNCCTCNNCC————————
8_bp_motif pair_3: ———————————————- CCTGCGGSNACAGCTGC——————————
8_bp_motif pair_4: -——————————————————- AGGKCAGNCCTGCGGS————————
8_bp_motif_pair 5: ————————- CYKGGCWSNCAGRGCAR—————————————————
8_bp_motif pair_6: —————————————- CTTGGAGGNSCCGCAGG————————————
8_bp_motif_pair_7: ———————————————— CCTGNNGSNCCTCTTCC——————————
8_bp_motif_pair 8: ————————- CCTGCGGSNCAGAGCAR—————————————————
8_bp_motif_pair 9: —————-———- AGGTCANNCYKGGCWS—————————————————
8_bp_motif pair_10: --————————————————- CYKGGCWSNACAGCTGC———————~—
8_bp_motif pair 1l: —————————————————— CYKGGCWSNCCTCCAAG————————
8_bp_motif pair_12: --————————————————- NAGGKCAGNMCAGCTGC————————
8_bp_motif_pair 13: -—————-———- AGGTCASNCAGRGCMR—————————————————
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8_bp_motif pair_14: —-————————————————— CTKGGCWGNNCAGCARR-———————
8_bp_motif pair_15: —-————————————————— CAGAGCNNNNCAGCARR-———————
8_bp_motif pair_16: --————————————————— CARRGCMRNCCTCCAAG-———————
8_bp_motif pair_ 17: --——-———-—————————- CCTGCGGSNACAGTGAG——————————
8_bp_motif_pair 18: -—-————————- TCTGCTGANGCAGCTGT————————————————
8_bp_motif_pair 19: -—-———————————- GGAAGAGGNGCAGCTGT—————————————
8_bp_motif pair_20: —-————————————————— CYKGGCWSNCATTCCAG————————
10_bp_motif_1: —-—————————————— ————— GGTCANNSTG-——m— e —
10_bp_motif_2: ——————————————————— TRAGYAAACA—————— e
10_bp_motif_3: @ ——————————————— CCYCAGGS ——— e
10_bp_motif_4: @ ——————————————————— TCASTCAN-—————— e
10_bp_motif_5: @ ————————————————— SCWGWGC TGN ——— — e
10_bp_motif_6: ———m———————————————— CARRCWGGAR-—————————————
10_bp_motif_7: ———m——————————————— CCTGGSANNG-——————————————
10_bp_motif_8: ———— CTGRCMTKTS——————————————
10_bp_motif_9: @ ———————————————— GGAGGCGCAG— —————
10_bp_motif_10: - ———— TGACAKCAG- ———— e
10_bp_motif_11: W  ————————————— CMNTSYTGGS ———————
10_bp_motif_12:  —————————— RACTKGTTT—————————————
10_bp_motif_13: W  ——————————————— CCARGGAGCT——————————
10_bp_motif_14: —————————————— GATNNTNATC——————
10_bp_motif_15:  ——————————————————— GMNGCAGACA——————————————
10_bp_motif_16: =  ———————————————————— TGGAATGTNA— ————————————
10_bp_motif_17: ———————— CAGKYTNTNT——————————————
10_bp_motif_18: =  —————————————— AGATAANATC——— e
10_bp_motif_19: = —————————————————— CTGGGAAAAC ———— o
10_bp_motif_20: ————————————— AGAACAAGGT———— e
10_bp_motif_pair 1: —--——-----———————- GGAGGGGNAGNSCTGGSANNS——————
10_bp_motif_pair 2: —-—-—-—-----———————- GGAGGGGNAGNNCCYCAGGS———————
10_bp_motif_pair_3: —-———-——-————————- SCCTGRGGNNCNNTSCCAGS————————
10_bp_motif_pair_4: —-———-—--—————————- GGAGGGGCAGNNCWGWSCTGN——————
10_bp_motif pair 5: -—————————————————— SCTGGSANNGNSCWGWSCTGN————
10_bp_motif_pair_6: —-———-——————————- SCCTGRGGNNNCAGSWCWGN————————
10_bp_motif_pair_7: —-———-——————————- SCCTGNRGNNNCTSMNSYCA-———————
10_bp_motif pair_ 8: -—-————- TGRNNKCAGNNSCWGWGCTGN————————————————
10_bp_motif pair_ 9: --—-——- TGRNNKSAGNNGGAGGGGCAG—————————————————
10_bp_motif pair_ 10: ———————————————- GGAGGGGNAGNYTCCWGCYTG——————
10_bp_motif_ pair_ 11: -———--—-—--——————- SCCTGRGGNNCMNTSYKGRS————————
10_bp_motif_pair_ 12: ——————————————- CMARGRAGCTNSCTGGSANNG-——————
10_bp_motif pair 13: ————-———- SCCAGSARKGNGGTCANNNTG-————————————
10_bp_motif_pair 14: ————--————- YTCCWGYYTGNNCWGWSCTGN——————————~—
10_bp_motif pair_ 15: ————- SYCMRSANKGNGGAGGGGMAG—————————————————
10_bp_motif _pair_ 16: ——————————————- SCCTGRGGNNCARRCWGGAR————————
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10_bp_motif _pair 17: -—————-- TKTCTGCNKCNSCTGGSANNG———————————————
10_bp_motif pair_18: —————————————————— SCTGGSANNNNYYSCWGNYKG————
10_bp_motif_pair_19: ———CTGMNSTCANCCYTCCTGGS————————————————————
10_bp_motif_pair 20: ————————- SCTGGSARNGNGGTCANNSTG—————————————
12_bp_motif_1: = ———————————————————— GGTCANNNTGAC———————————
12_bp_motif_2: = —————————————mm— CWNWGYAAAYA——————————————
12_bp_motif_3: ————————————— TGCCCCAGGGCA———————————
12_bp_motif 4: ——————————————— NRRNTGASTCAN————————————————
12_bp_motif_5: —————————————————— CWGGKCAGGKCA-—————————————
12_bp_motif _6: = —————————————————— CAGRNCARMCAG-————————————
12_bp_motif_7: = ———————————————— CCAGRGGNCWGS———————————————
12_bp_motif_8: W —————————————— CCAGCTKGGCTG—————————————————
12_bp_motif_9: = ——————————————- GGSTGGGGCWGG————————————————
12_bp_motif_10: ————————————————— RNGTGGCTCTGC——————————————
12_bp_motif_11: = —————————————— CAGGSWGNCAGN————————————————
12_bp_motif_12: = -—————————————- CTGTGAGGTCAG—————————————————
12_bp_motif_13: - ————— CCAGGTCWSCA-————— e
12_bp_motif_14: —————————————— ANNNAAGGTCA———— e
12_bp_motif 15: = —————————————————— RARGSCTGKNTG—————————————
12_bp_motif_16: = ———————————————— CTNTGGAATGTG———————————————
12_bp_motif_17: —————————————— GCTGCTGGGAG——— ———
12_bp_motif_18: =  ————————————————— CCTGGGSTKKG-———————————————
12_bp_motif 19: =  ————-———————mmm AGGTGACWKCTG-——————————
12_bp_motif_20: ——————————————— GSCAGRWGCAAA————————————————
12_bp_motif pair_1: --RGCCNNGSCNNGNGGSTGGGGSWGG-————————————————
12_bp_motif pair_2: --YCTGCCWSCCTGNGGSTGGGGSWGG-————————————————
12_bp_motif_pair_3: CCAGRGGNCWGSNCNNGSCNNGGCY-—————————————————
12_bp_motif_pair_ 4: —-—————————————— GGSTGGGGSWGGNCCWGCTKGGCTG———
12_bp_motif pair_ 5: -————————--————-— NCYCTGNGCTCCNSCWGNNCYCWGG———
12_bp_motif_pair 6: —-—————————————— GGSTGGGGSWGGNSCWGNCCYCTGG———
12_bp_motif_pair_7: ---—- CCWSCCCCASCCNCAGGGCTGGRAN—————————————
12_bp_motif_pair_8: --SASAGGCCMCAGNGGSTGGGGSWGG————————————————
12_bp_motif_pair_9: --GCAGAGCCASNYNGGSTGGGGSWGG————————————————
12_bp_motif pair 10: ——————-—————~ CMNGSCNKGGCYNCCWGTNCCCWSM—————

12_bp_motif pair_11: -CCCAGCCCAGNNCNNGSCNNGGCY—-—————————————————
12_bp_motif_ pair_12: CCWSCCCCASCCNRGNAGNAGGGSA-——————————————————
12_bp_motif_ pair_13: ——TGGMAGGAKGMCNGGSTGGGGSWGG————————————————
12_bp_motif_ pair_14: ——KSWGGGNRCWGGNGGSWGGGGSWGG————————————————

12_bp_motif pair_15: - —————-—---—-——~ CCWGGGGSCWGSNCAGNSWGNCAGN——
12_bp_motif pair_16: ——————————————— GGSTGGGGCWGGNCTGKYTIGNYCTG———
12_bp_motif_pair_17: ——————————----———— CWGGGCAGGKCANCCWSCCCCASCC
12_bp_motif_pair_18: ————————————— TGCCYCAGGGCANCCAGRGGNCWGS—————
12_bp_motif_pair_19: ————- CAGNSWGNCAGNNCAGGGCTGNRAM—————————————
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12_bp_motif_pair_20:

—NCTGSCWSCCTGNCCWGCTKGGCTG

09/05/08

5 FEP
Familial Profile: £1
(click for matrix) C
0 = — = = _
Motif Tree
Input Motif Best match in ALL

QELEMENTZMZMI3

Tree (drawn by Phylip)

Click here for Newick-format tree (viewable with MEGA)
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CF1_MO00112
_p— N
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http://www.benoslab.pitt.edu/stamp/results/41106131FBP.txt
http://www.benoslab.pitt.edu/stamp/results/41106131FBP.txt
http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/41106131.tree
http://www.megasoftware.net
http://www.benoslab.pitt.edu/stamp/results/41106131_tree.jpeg
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10_hp_motif. §

nnnnnnnnnn

PPAR, MOO762

o

PPAR, M00762
(E val: 1.0368e-06)

uu T e e P e o

ATFI_ V00691

CGCCAC 10A

ATF1_MO00691
(E val: 6.6765¢-07)

10_bp_modif pair 19

runTeoroeeriaNherTDE

10 _bp motif pair 1

Td-2 V678

AT

Tel-2_MO00678
(E val: 2.0976e-04)

12_bp_modif_19

‘nscloaleCrt

uuuuuuuuuuuu

12 bp motif 19

T

ALF2NTPARB
(E val: 3.2161e-07)

6_bp_moti 14

C<GACa

6 _bp motif 14

NRSE_M00256

.

NRSF_MO00256
(E val: 6.4603e-06)

¢
X

e

2

6_bpmoti 13

SACTCC

6 bp motif 18

GCN4OSGLUBL

TACTC

GCN40SGLUB1
(E val: 1.2242¢-04)

6 by modf 7

% _ii’nzz(;45j

Jille

RTG3

6 bp motif 7 (E val: 1.1596e-07)
}AT AATCA AT ACTCAT
b o 1o GLMHVCHORD

8 bp motif 12

(E val: 8.9669¢-12)
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]AT ASTCA AT_ACIQA
0 bp motif 4 GCN4
(E val: 9.8410e-13)
L’:‘f‘% | A‘ETCAZ AT ACTCAT
GLMHVCHORD

12 bp motif 4

(E val: 1.7434e-11)

A4GACGTAGATACLL

bo motif 1 AAGACGTAGATACLI12
6 bp motif 15
(E val: 1.3539¢-08)

% c & éAcéc

wwwwwwwwwwwww

ACAGETH

AAGACGTAGATACLI12
(E val: 5.0338e-04)

mmmmmmmmmmm

6 bp motif pair 14

ALEC)

LA

AtLEC2
(E val: 3.3987e-04)

6 bp_moti paic 15

(el

mmmmmmmmmmm

6 bp motif pair 15

PacC_Mo0247

¢l ..

PacC_MO00247

6 bp_moti pai 20

W, e

mmmmmmmmmmm

[
5t

(E val: 1.1559e-04)
cHiTe

b s
flhCD

(E val: 6.6855e-06)

6_bp_motif. 17

aCTx

<=
6 bp motif 17

C

{10 W

MarR_ec
(E val: 6.3613e-06)
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W NE VAT CA
6 bp motif 20 RbsR_SX
(E val: 1.7536¢-05)
. SBOXATRBCS
8 bp motif 9 (E val: 1.2177¢-06)
L REGION10SOSEM
8 bp motif pair 6 | '\ 13 5374¢.06)
- it 4 MNF1ZMPPC1
6 _bp mout 4 (E val: 1.8833e-05)

6_bp_mod.pir L

AMMORESVDCRNLAL

e

" IAMMORESVDCRNIA

(E val: 9.1538e-08)

AMMORESVDCRNAL

6 bp motif air—4 AMMORESVDCRNIA1
0 _Op motl pair 4
(E val: 1.1915e-05)
i %A
}CAAAC—AI— CCA*“ S C-IA- <

uuuuuuuuuuuu

CAC-binding_MO00720
(E val: 6.8153e-07)

mmmmmmmmmmmmmmmmmmmmmmmmm
----------------

12 bp motif pair 2

UFIH3BETA_MO1063
[
i T

TC $A Q

UF1H3BETA_MO01068
(E val: 5.8780e-07)
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12_bp mod.pic L5

%EC%Aégﬁéfché $CA2

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

09/05/08
A

CAC-binding_MO00720
(E val: 1.1027e-05)

}%‘gcggnclcﬂ%ﬁecﬂqé CC# CT
. HEB_MO00698

12 bp motif pair 20 -

12-bp motlf pait 20| 1. 1,1389¢-06)
12 by, ot pae 19 CAC-binding M00T20

# U ¢ A ﬂ A

}CA LGt $CA 5 QTA:—I -rxéAé - CA L -

ronTweNROO-dRINONGAO- AT TN
NNNNNNNNNNNNNNNN

12 bp motif pair 19

CAC-binding_MO00720
(E val: 3.9732e-06)

10_hp_wiit 3

(0T

10 bp motif 3

L~
[ TAT

AP-alphat_MOIGSS
.
= clffipx (:szﬁég

AP-2alphaA_MO01045
(E val: 1.3359¢-07)

Mt o
o TFAP2A

1V bp moul pair 2

10 bp motif pair 2 (E val: 9.5223e-05)
o TFAP2A

10 bp mott pair 6

10 _bp motif pair 6 (E val: 9.5223e-05)

10_bp mtf pir 7

%CCCI 9 $CTcézQ°CA
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———————————

HENI_MO00S8

ol

HEN1_MO00058
(E val: 1.6821e-04)

¢ (.

Tl _xave

ramToer@egc-NOTRELOGQ

10 bp motif pair 3

BT

RNFG20S
(E val: 1.3046e-07)
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cCT e |
10 _bp _motif pair 11 |RNFG20S

(E val: 1.4185e-07)

S AP-2_MO00915

6_bp motif 5

(E val: 8.6298e-07)

" |AMMORESVDCRNIAI

6 _bp motif pair 2

(E val: 4.6282¢-09)

Ze MOL0B

AA%’;\% v WTTTEN AATQTIA TT Q
' Zec_M01081
12 bp motif 15 ?
12 bp motif 15 (E val: 1.1421¢-07)

12_by_moif_I8

ceeh Cell

mmmmmmmmmmm

- VCA <
CAC-binding_MO00720
(E val: 1.6676e-07)

il

mmmmmmmmmmmmmmmmmmmmmmmm
———————————————

12 _bp motif pair 11

CAC:binding MOUTX0

[
El

¢l A

- VCA <
CAC-binding_MO00720
(E val: 2.8114e-06)

= %%e‘?‘?ic.% 4 SN
. AMMORESVDCRNIA 1
12 bp motif 7
12 bp motif 7 (E val: 2.1744¢-06)
H c i
]CC$°A¢ESc¢ c C% CC% v CT
AMMORESVDCRNIA1

12 bp motif pair 3

(E val: 6.4637e-05)

10
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12_bpmtf. pi

M b
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NNNNNNNNNNNNNNNN

09/05/08

AMYB-84 M009T0

“
ﬁ‘ TA
A= =
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(E val: 4.6032e-05)
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12 _bp motif pair
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[
5t T

TC $A Q
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(E val: 5.0526e-08)

12_bp_modif pair 10
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mmmmmmmmmmmmmmmmmmmmmmmmm
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ABFI_M003%

lcé :TAACAC Tngéﬁ:
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(E val: 7.8154e-07)
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12 _bp _motif pair 14
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Ley gJCAC TC cihe.
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(E val: 3.0672e-06)

8 by_modf 4
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bp_motif 4 RIMI01
S bp ol 4 (E val: 3.2352¢-08)
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8 _bp motif pair 9
8 bp motil_puir (E val: 3.3174e-07)
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12 bp motif 8 .
12 o motit 8 (E val: 1.4505¢-10)
il bl CC%
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12 bp motif pair 4

HEB_MO00698
(E val: 1.6500e-06)
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8 bp_motif_pair 2 RIMLOI

8 bp motif pair 2 RIM101
(E val: 2.3339e-05)
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8 bp motif pair 14 (E val: 2.3310e-06)
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10 bp motif pair 5 (E val: 4.1058e-05)
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10 bp motif 19 (E val: 4.0042e-09)
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CTCCQA Calc A CA C
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12 bp motif 17 (E val: 1.8588e-07)
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10_bp_motif_13

]A CIQC Tc CIAE CCC%AA b B

mmmmmmmm OIf-1_M00261
1Y Dbp moll 15
10 _bp motif 13 (E val: 4.6381e-06)
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10 bp motif pair 12 [MAZ_MO00649
(E val: 5.4899¢-05)
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8 bp motif 5
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XPF-1_MO00684
(E val: 6.2916e-06)
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8 bp motif pair 15
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T

HEB_MO00698
(E val: 1.6251e-04)

3_bp_motif pair_I6
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(E val: 6.1242e-05)
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12 bp motif 5
12 bp motif 5 (E val: 4.1080e-07)

13_bp mod.pic 17

i bl

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

12 _bp _motif pair 17

ngATEQA ECA Ql

SMAD4_MO00733
(E val: 1.4426e-06)

8 bp mod pie 3
&1

s e

mmmmmmmmmmmmmmm

8 bp motif pair 5

Jh C CICICME“C S MVJ

%‘Ign hgr m
g iy
rhaS

(E val: 3.3835e-07)

3_bp_motif pair_I3

mmmmmmmmmmmmmmmm

8 bp motif pair 13

[
3‘A

QELEMENTZMZMI3

CA

QELEMENTZMZM13
(E val: 1.0747e-06)

13




Stamp Results

12bp_ it 6

Qg abel

uuuuuuuuuuuuu

09/05/08

{ITH Okt

12 bp motif 6 MarR_ec
(E val: 1.5630e-06)

13.bp mod pie 16

Wil e

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

12 bp motif pair 16

A T

-— 1 CA L e
CAC-binding_MO00720
(E val: 6.8703e-06)

TFAPIA

1 13_bp_metif 3 cc
TFAP2A
12 bp mout S
12 bp_motif 3 (E val: 2.3702e-06)
JII%CICA LK) efe ncc%ﬁ 2% 'C% ‘?
AMMORESVDCRNIA 1

12 bp motif pair 18

(E val: 6. 4637e 05)

10_by_modf_I7

A AN Cx

clcel |

+
L L R e P ACTTCCTAC
) grh
LU Op moll 1/
10 _bp motif 17 (E val: 6.7987e-07)
] YQATACTQT c A CCAC
SORLIP1
1< DD molil 1Y
12 bp motif 10 (E val: 3.9455e-07)
%‘A
]CTCCQCCACCC VCA CTI TVICAVIVIC

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

12 _bp motif pair 9

CAC-binding_MO00720
(E val: 8.4158e-06)

6_bp_motif. 11

AGCTC

6 bp motif 11

HEB M00Gs3

00

HEB_MO00698
(E val: 7.5905¢e-09)

14




Stamp Results

mmmmmmmmmmm

09/05/08

AMYB-84 M009T0

A
A= = Lc

AtMYB-84_MO00970
(E val: 2.9306e-07)

oA AN =
™ B

b g 2 CLEG[MDlaOmGAJ
T
}&ﬂ,“%ugwg il
b oie 1, [LEGUMINBOXLEGAS
6_bp motif pair 12

MOLL_DalL (E val: 2.6417¢-06)

" Cale|le

4
3

1

A A TWONDOOrNDTBBD N

; AP-4 _MO00927

o _bp motif / :

8 bp motif 7 (E val: 2,037 16-09)
3_bp_matif_pair_L0 L MOOTI2

Q. T

myogenin_MO00712
(E val: 6.4628e-07)

fadR

by ot paic 12
H T CT H c A;r: T T
]?An « mCA?méﬂQN????% AA cA 99 < ‘T:A;Al
. . fadR
p_motif pair 12 .
8 bp motif pair 12| 1\ 1. ¢ 3766¢-07)
%‘ T T %1 A C c C
. Eve_MO00629
10 bp motif 5 .

10 bp motif 5 (E val: 2.5169¢-06)
Mt e dl ace Lol
. . Eve_MO00629

10 bp motif pair 8 .
10 bp motif pair 8 | g 1y g556e-04)

g
3

10_bp_motif_pair_14

(i b b

------------

10 bp motif pair 14

a0

= =T
Eve_M00629
(E val: 2.2152e-04)

15




Stamp Results

09/05/08
]CC TC#CCA T Ac T CC
mmmmmm ~ 0 G e ¢ AA AA
12 bp motif 13 bZIP911_1
(E val: 3.6010e-07)
bp motif 1 LMAF_M01139
8 _bp_motif 10
(E val: 4.8101e-10)
3 _bp_motf pair 13 L Mo032

mmmmmmmmmmmmmmmmm

bp_motif pair 18

Bel—l_MOO312
(E val: 6.8351e-09)

10_bp_modif_1§

] éXTCAéA(A:

nnnnnnnnnn

10 bp_motif 15

SMADS_ V00733

reirCAl A ¢l

SMAD4_M00733
(E val: 6.8940e-06)

10_bp_motif_pair 17

,,,,,,,,,,,,

10 bp_motif pair 17

MAZ M00649

MAZ_MO00649
(E val: 5.4899¢-05)

13_bp_motif_0

uuuuuuuuuuuu

12 _bp _motif 20

\ CAGETG

(E val: 3.2668¢-05)

10_bp_mwtif §

}CAA CA AA :

wwwwwwwwww

10 _bp motif 6

Barhie M00138

L

TE@

Barbie_M00238
(E val: 2.9175e-05)

CEP S N ¥

10_bp_motif_pair_1§

s o CéAéc%ACAA

rumqmwr\mau,.“nv“‘ohmmﬁ

10 _bp_motif pair 16

TFAR2A

o .

TFAP2A
(E val: 9.5223e-05)

16




Stamp Results 09/05/08

10_bp_motif_pair 10 MAZ M00649

%Cééﬁ@i,@g@@&c "UGA

———————————— -
TR e =

-|<_>

10 bp motif pair 10 [MAZ_MO00649
(E val: 9.9365e-05)

MAZMOOG)
10.bp modf poie 13

f e M UGGAU

o tf ’ alr '1' " IMAZ_M00649
10 bp motif pair 18
moti (E val: 6.1165e-05)

Nef-3 M0010§

Qererrol <M.

Nrf-2_MO00108

8 bp motif 13
8 bp _motif 13 (E val: 2. 45326 08)

]CCT CCIQIIQC C

‘ Efﬁﬂz&‘-’tNrszOOlOS
© Dp moll pair / B
8 bp motif pair 7 | g 1 5 5746¢-05)

npogenn MOOTL2

s Ml éCATgT

D myogenin_MO00712
8 bp motif pair 19
8 bp motif pair 19| ' 16 7044e-07)

UFLHSBETA Molies
10 hp_metity

. oCoerc| g

UF1H3BETA_MO01068

10 bp motif 9 e
10 bp motif (E val: 3.9237e-08)

ol e ] S

mmmmmmm ‘E:SEZ‘”CEHE UF1H3BETA M01068
10 bp mout pair J e
10 bp motif pair 9 (E val: 1.9055e-07)

Lt AR

LU bp motf pair 1
1 (E val: 8.9793e-06)

17




Stamp Results

09/05/08
CCA VI T Cccmc C
}TN-[“7A“A??:§2?C€§%%?EE Tjéiziézllgg Vla
10 bp motif pair 4 GAL4
(E val: 7.6524e-07)
cCT?CTTWT?cc La o Ullests
Alfinl_MO00479
12 _bp motif 9 ~
12 bp motif (E val: 3.5246¢-08)
R UFIH3BETA_MO1068

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

o A Q

7C TA
UF1H3BETA_MO01068
(E val: 8.8664¢e-06)

v—nnvmnhmmo—nmvmwhmmo—??w‘ﬁ
,,,,,,,,,,,,,,,,

12 bp motif pair 7

UFLH3BETA_MO1063
[}
H T

TC $A Q

UF1H3BETA_MO01068
(E val: 7.2530e-07)

12_bpmtf pir §

JCJ@CCACCC ﬂ T

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

CAC-binding MOUTX

- VCA <
CAC-binding_MO00720
(E val: 8.4158e-06)

mmmmmmmmmmmmmmmmmmmmmmmmmmm
————————————————

CAC:binding MOUTX0

A
— VA <
CAC-binding_MO00720

(E val: 1.0578e-05)

12 bp motif pair 12

il L

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

12 bp motif pair 13

CAC-binding MOUTH

A
-— VCA L e
CAC-binding_M00720

(E val: 9.3693e-06)

10_bp_modif_11

mmmmmmmmmm

10 bp motif 11

LMaF_Mo1%

TOACAe

LMAF_MO01139
(E val: 7.0766e-05)

18




Stamp Results

10_bp_mod.pie L5

Millrd e et

-RmYeTRoGorNaTRoN0D g o

10_bp_motif pair 15

09/05/08

UFLH3BETA_MO01063
EL
s T

TC $A Q

UF1H3BETA_MO01068
(E val: 4.5768e-08)

6 bp motif 6 ANT_MO00501
(E val: 8.1812e-07)
6 _bp_motpai 17 ABRECE3ZMRABIS
. |ABRECE3ZMRAB28

(E val: 1.3223e-04)

6_bp_motif 8

CAccCs

YDRO6C

Acce

6 bp motif 8 YDRO26C
(E val: 3.6408e-06)

mmmmmmmmmmm

6_bp_motif pair 6

GCBP2ZMGAPC4
(E val: 1.9908e-06)

6 bp_moti_paic 10

ok Glcl

mmmmmmmmmmm

RYFG208

(LI00

o RNFG20S
©_Dp _motl_pair 1Y
6 bp motif pair 10 (E val: 6.1781e-06)

6 bp mod pie

mmmmmmmmmmm

6_bp_motif pair 9

Zic1_M00448
(E val: 2.9132e-06)

6_bp_motif 12

(3CaclA

6 _bp motif 12

RHERPATEXPAT

€

RHERPATEXPA7
(E val: 2.1035e-06)

D=

19




Stamp Results

09/05/08
6 bp_moti pai 13 GRATMRARS
i]CA AC A gz@AT Cc CC
6 bp motif pair 13 |GRAZMRAB28
(E val: 6.9807e-05)
T ABREMOTIFITIOSRABIGB
o ot pair '1' " |ABREMOTIFIIIOSRAB16B
6_bp motif pair 16
(E val: 6.2461e-05)
ccTocace CcC
. AP-2_MO00800
6 _Dp _motil > o
8 bp motil 3 (E val: 6.8282¢-07)
QELEMENTZMZMI3

nnnnnnnnnnnnnnnn

8 bp_motif pair 4

< AGGTCA

QELEMENTZMZM13
(E val: 4.3466e-06)

8 bp ot pir 3

g}QQLQEEQ AQA,CLQ

mmmmmmmmmmmmmmm

myagenin MOO712

QAT

myogenin_MO00712
(E val: 6.7044e-07)

SORLIPS

 bp_ ot paie 17

o, dirl CAGTCA
L SORLIPS

8bp motif pair 17 1. 5 1849¢05)
o RIM101

8 bp motif pair 1| g 015 37336 06)

oo Bl G G

mmmmmmmmmmmmmmm

8 bp motif pair 8

SKN7
(E val: 8.3870e-05)

20




Stamp Results

uuuuuuuuuuuu

09/05/08

Mad

rC*AG—Q —CAQ
Mad
(E val: 4.7888e-04)

mmmmmmmmmmm

Mad

"« G.CIcie
rSfAC—.— AT

Mad
(E val: 5.3676e-06)

REST

6_bp_motif’ 10

%‘ T %
}(::45% = (:: -

3} QE & c A c lgéCIcTCC"IAcLC‘LA
. . [REST

©_bp moul pair >

6 _bp motif pair 5 (E val: 1.6156e-04)

A zgézlgi4 gAI;AcC

mmmmmmmmmmm

AGA

. Pax5

O _Dbp mour 1V

6 bp motif 10 (E val: 3.3113¢-05)
st Pars MO

]_&NA qqqqq % 4 l . c Q,—,e;A‘:I lCe-/[ sAIéEQE@ECXEQ
o Pax-5_M00143

6 bp motif pair 18 -

6 bp motif pair 18 | | 1" 3153¢.05)
6_bp_matf, e 19 "

3]£G—-—eé cé T c ACACAxZIQCCSATJ

ANT
(E val: 1.8102e-09)

8 bp matif 1L

}A yAUTCA

8 bp motif 11

T

CIGMAUX28

THETAT

CIGMAUX28
(E val: 5.9954e-11)

10_p_matif. L

mmmmmmmmmm

PRARgammaRXRalpha, MOSL3

AL,

(E val: 3.4102e-11)

21
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Stamp Results

mmmmmmmmmmmmmmmmmmmmm
————————————

09/05/08
TlNcAi © .\I g éc:g ﬁ ZéAf¢=YIACQQ_
12 bp motif 1 ER_MO00191
(E val: 4.6629¢-15)

2 géCA AA ELQIEIS

NERFla_M00531
(E val: 5.0020e-08)

—vamwyxwmornmvmwhwmgf

10 _bp motif pair 20

5| W aa

VDR V0044

AT éAATZQé

VDR_MO00444
(E val: 1.2588e-05)

—

6_bp_motif 3

LCAAAC

AMMORESIVDCRVIAL

CACT

AMMORESIVDCRNIA1

wwwwwwwwww

10 bp motif 2

6 bp motif 3 (E val: 9.1148e-06)
ACAaCAACAAAC
A
o AACACOREOSGLUBI
6 bp motif 16
i (E val: 4.4421¢-06)
FOXDI1
6 bp motif 13
6 bp motif 13 (E val: 3.8041e-09)
}IAAAléAAQ ‘A1 .

Freac-4_M00292
(E val: 2.9218e-12)

12_bp_ i 2

mmmmmmmmmmm

Freac-4 M00292

flIAéATAAACA*I=

Freac-4_M00292
(E val: 1.1626e-09)

22




Stamp Results

8 by_modf3

%QénTlTﬁg

8 bp motif 2

09/05/08
jchggT T|. A
Sn_MO00044

(E val: 2.6878e-07)

8 by mod §

%QAAACCA

B T 9 © ~ B

Grainyhead-EIE.1-NTE-1_Y00931

| VEat TTI

Grainyhead-Elf-1-NTF-1_MO00951

wwwwwwwww

10 _bp motif 12

8 bp motif 8

bp motif (E val: 8.6018e-11)
s Grainvhead-ELE-1-NTE-1_M00931

}Q cAlZe| Mz TTI

10_bp_modif_20

| CeTT0TreT

nnnnnnnnnn

10 bp motif 20

1 A

A=

Grainyhead-Elf-1-NTF-1_MO00951
RORA_1
(E val: 1.2075e-06)

6.by_modf9

C-x1CC

(E val: 2.6976e-09)
ok T

mmmmmmmmmmmmmmm

8 bp motif pair 20

. shn-ZFP1

6 bp motif 9 (E val: 4.7754¢-07)

Carr(Cac WA
) Opaque-2_MO00010

8 bp motif 6 (E val: 2.1242¢-07)
ot RIMIO!

{or e Gndl " TCOCAA

RIM101
(E val: 1.9865e-05)

10_bp_motif_16

A

mmmmmmmmmm

10 bp motif 16

QACA TCCIE g

TEADI1
(E val: 9.1279e-08)

23




Stamp Results 09/05/08

13.by ot 16

ol AT <

12 bp motif 16 TEAD]
(E val: 2.2411e-08)

GRAZMRAB28

CAT-CC CAT(C (0

GRAZMRAB28

6 bp motif 19 (E val: 4.9478¢-07)
TAT.a. ATCATA:MATCM

wwwwwwwwww

) BOX1PSGS2
10 bp motif 14
10 bp motif 14 (E val: 2.3721e-08)

GIN3
10_bp_modif_18

AATA TG AT,

mmmmmmmmmm

. GLN3
LU Dp moufl Io
10 b ol I8 (E val: 9.7500e-13)
Motif Similarity Matches
6_bp_motif 1 - N
forward reverse compliment
Name E value Alignment Motif
QELEMENTZMZMI3
CGACCT ,
QELEMENTZMZM13 5.9379¢-07 TGACCT H A TC A
. AGGTCG-——- ,
DREBI1B_twoSite 7.2123e-06 AKCTCGCYMER e cc AcX
A
DREBIC_twaSite -
. AGGTCG-——- ,
DREBI1C_twoSite 7.2123e-06 AKGTCOGYMR : -IC—I-Ac cX

24



OBF4_5

OBF5ATGST6

Stamp Results

——AGGTCG
GGAGGTCGTCATCAATGACATAAGAT

7.4322e-06

——AGGTCG
GGAGGTCGTCATCAATGACATAAGAT

7.4322e-06

_________________ e

iy

09/05/08

OBF4S

OBFSATGSTG

6_bp_motif 2

Name

CF1_MO00112

CF1_MO00111

usp

LF-A1_MO00646

Hr46

6_bp_noti 2

SGETCA TCACCS

forward

E value

7.0080e-09

1.8889¢e-08

4.6742e-08

1.4653e-07

3.9703e-07

6_bp_motif 2_rev

reverse compliment

Alignment

-—TGACCC
NGTGACCC

GGGTCA-—
GGGTCANN

-GGGTCA———
GGGGTCACNN

—-TGACCC
YWGASCC

————GGGTCA
AATTGGGTCA

Motif

. CFLMO0LL2

Gl Che..

o

. CF1_Mo0LLL

(GTea_

=

r

sp
AL QAQE

N LF-A1_M00G46

i TCA
L Tla=AVITA

Hredg

R e

12_bp_motif_12

Name

12_bp_motif 12

mmmmmmmmmmmmmm

12.bp_modif_12_rev

A *Clerehale

mmmmmmmmmmmm

reverse compliment

Alignment

Motif

25



Stamp Results 09/05/08

QELEMENTZMZMI3

QELEMENTZMZMI3  2.0490e-07 CTGACCICACAG A TC A
-TGACCT————-—

PALINDROMICCBORGM

PALINDROMICCBOXGM 5.4993e-06 Crencaron ‘T Ac TCA
—-TGACGTCA———

ATF1_MoG31

CTGTGAGGTCAG— .
ATF1_M00691 7.4686¢-06  encoTeang T AC TCA
TJT====C Lo AXY

WBOSNICIT

WBOXNTCHNA48 7.6054e-06 CTCACCTCACAG
CTGACY-—-——- ;E;

PXR_MO1153

PXR_MO1153 1.1835¢-05 CTGTGAGGTCAG A TC A
————NAGTTCA- T

8_bp_motif_L 8 bp_motif |_rev

8_bp_m0tif_1 JA W C : nI e CCCC
forward reverse compliment
Name E value Alignment Motif
. QELEMENTZMZMI3
TGACCT .
QELEMENTZMZM13 5.4849¢-11 TGACCT H A T A
RORA_1 2.8358¢-08 i
TGACCTNNWW AT
m—I—A‘:e
----TGACCT .
ER_MO00959 3.0117¢-08 NNNTOA T n TC A
SR
N ROBalphal _M0LS6 .
RORalphal_MO00156 9.4815¢-08 _TGACCT -~~~ A A
NTGACCTNNWWN
vEIA:‘?# =
RORalpha2 MO0LET
] [ |
~TGACCT-———- .
RORalpha2_MO00157 9.9510e-08 NTGACCTANTTH : - A A A
mA Tg —




Stamp Results 09/05/08
) 12_bp_modif_14 ) 12_bp_modf_14_rev
12_bp_motif 14 L‘T\I=CAT TC }T y ACQ FETEA
forward reverse compliment
Name E value Alignment Motif
RORA_1 2.0705¢-08 TGACCTINNNT
TGACCTNNWW— 4Ig¢
ERR_MO00511 8.8586e-08 ANNNAAGGTCA™~ A TCA
NNNNAAGGTCANN
;gé{ A= =
QELEMENTZMZMI3
QELEMENTZMZMI13 2.0905¢-07 TGACCTINNNT
TGACCT————-
RORalphal M00156  4.5323¢-07 ~TGACCTINNNT A T
NTGACCTNNWWN T
ml-éA:‘—"+‘ =
TGACCTTNNNT- .
PPAR,_MO00762 1.6958¢-06 TeACCTTTENCE : CAAA TCA

10 bp_aiit 3

10 b p_motif_s e Rl A LA

Name E value

PPAR,_M00762 1.0368e-06

HNF4alphal _MO00411 5.4272e-06

10_hp_motif 8 rev

PP “® % o & ~ ® & ©

reverse compliment

Alignment Motif
. PPAR, MOO0T62
CTGRCMTKTS-—— .
~TGACCTTTGNCC : CAAA TCA
:'A_AH_N;_M(IIIBLMWH o
————SAMAKGYCAG
RGGNCAAAGGTCAN TCA



NR1H2-RXRA

HNF4A

HNF4_MO01031

5.8201e-06

6.0873e-06

1.1832e-05

Stamp Results

—————— SAMAKGYCAG-
AAAGGTCAAAGGTCAAS

CTGRCMTKTS———--
—TGNMCTTTGNNCY

CTGRCMTKTS———
NTGRMCTTTGNNC

09/05/08

NRIH2RERA

mAAA A ke

HNF44

%Aff chAG...c.

HNF4_Mo1031

0. CAAd=.A

10_bp_motif_10

Name

ATF1_M00691

ATF3_MO00513

10_bp_nodif_10

forward

E value

6.6765¢e-07

1.0192e-06

PALINDROMICCBOXGM 1.6003e-06

OBF4_5

OBF5ATGST6

2.9107e-06

2.9107e-06

10_bp_modf_10_rev

tT AT TCA ﬂ ACATCA

mmmmmmm

mmmmmmmmmmm

reverse compliment

Alignment

TGACAKCAG-
TGACGTCANR

—CTGMTGTCA———
NSTGACGTCANCS

TGACAKCAG
TGACGTCA-

——————————————— TGACAKCAG—-
GGAGGTCGTCATCAATGACATAAGAT

——————————————— TGACAKCAG—-
GGAGGTCGTCATCAATGACATAAGAT

ik

Motif

ATF1_Mog1

AC TCA

ATF3 Mo0313

CCCC

ETETTA TCAQc

N PALINDROMICCBOXGM

TCACICA

OBF4S

OBFSATGSTS

b

10_bp_motif_pair_19

Z1

10_bp_notif_pair_19

:CTcéxchA (e TCCT B

mmmmmmmmmmm

vamor\mmg

10_bp_naodif_pair_19_rev

E%CA oAﬁL, T AséICA

Fe- 1}
FNmTseRIsO-AATRNORNOQ

b3

28



forward
Name E value
Tel-2_MO00678 2.0976e-04

AMMORESIIUDCRNIAT1 2.4286e-04

Skn-1_MO00229 2.8809e-04
AhR_MO00139 3.9921e-04
Spzl 5.4892e-04

Stamp Results 09/05/08
reverse compliment
Alignment Motif
Tel-2 MOOG8
CTGMNSTCANCCYTCCTGGS .
————————— TACTTCCTG-- ’ T T
AMMORESIIUDCRNIAL
CTGMNSTCANCCYTCCTGGS .
———————— ACCCTWCC---- ’ T
. A
N Ska-1_MO0229
SCCAGGARGGNTGASNKCAG
——————— NNNATGACAWN-— AT
ATA Cgé
. AHR_M001%
~SCCAGGARGGNTGASNKCAG .
CYCNRNSTNGCGTGASA———— 0 C C A
TR AL AT

iAQATlﬁégAlQ

CTGMNSTCANCCYTCCTGGS
——GCTGWTACCCT

12_bp_modif_19

Tl

mmmmmmmmmmm

12_bp_motif_19

Name E value

ALF2NTPARB 3.2161e-07
GLUTEBOX10SGT?2 3.7897e-05

WBOXHVISO1 1.0335e-04

CGF1ATCAB2 1.3249e-04

GTAACGTTTGTTATATCTGAAGTAATCTTTATC

12_bp_modf 19_rev

e, mckoer

mmmmmmmmmmmmm

reverse compliment

Alignment Motif

ALFINTPARB

————CAGMWGTCACCT—-
ACCTCACAAGTCTCCTCA

————CAGMWGTCACCT—-
ATATCATGAGTCACTTCA

iy

WBOXHVISO1

TCA
AL

29

CAGMWGTCACCT
-———-AGTCA---



RBCSGBOXPS

1.4691e-04

Stamp Results

CAGMWGTCACCT
CACATGGCACT-

09/05/08

. RBCSGBOXPS

CRGAT K

6_bp_motif 14

Name

NRSF_M00256

NRSF_M01028

TGIF_MO00418

AUXREPSIAA4

6_bp_motif’ 14

6_bp_motif_ 14_rev

> >
%‘C ACA %‘7T TCC
W AW TR WA

forward

E value

6.4603e-06

3.2919e-05

6.2899¢-05

8.2349e-05

REBETALGLHCB21 8.5096e-05

reverse compliment

Alignment

TCAGCACCACGGACAGCRSC

---TGTCCG-———--——-
YNCTGTCCRYGGTGCTGA

——CGGACA——
WNNTGACAGC

TGTCCG——
KGTCCCAT

TGTCCG
TATCCG

il
el

Motif

5¢
»~ NRSF_M00256

%
. NRSF_M01028

A

. TGIF MoodL3

%;Q CA _A

S

AUXREPSIAA4

= T00CA

REBETALGLHCB2

CGGATA

6_bp_motif. 13

6_bp_motif_ 18_rev

6_bp_motif 18 CA : TCC - NN ACTC

Name

GCN40OSGLUB1

forward

E value

1.2242e-04

reverse compliment

Alignment

GGACTS—
TGACTCA

Motif

GCNADSGLUBL

oI
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NF-kappaB_M00208 2.0445¢-04

PALBOXAPC

ARGS1

HNF4,_M00967

2.5272e-04

3.1250e-04

3.3510e-04

Stamp Results

————SAGTCC-
NGGAAARTCCC

SAGTCC
CCGTCC

—-SAGTCC-
NGAGTCAN

SAGTCC——
ARGTCCAN

09/05/08

NF-kapaB MO0

(kT

. PALBOSAPC

CCaTCC

ARG3L

- TeACTC.

TINE4, V00967

%AAAIQQA

p——

6_bp_motif 7

Name

RTG3

GCN40OSGLUB1

Bach2_M00490

ARGS1

GCN4

6_bp_motif 7

forward

E value

1.1596e-07

4.1637e-07

1.2403e-06

1.8686e-06

2.2593e-06

6_bp_motif.7_rer

(=0-0a 70.C:C

reverse compliment

Alignment

—GMGNCA-
NGMGTCAT

—GMGNCA
TGAGTCA

——TGNCKC--
NNTGACTCAY

—GMGNCA-
NGAGTCAN

—GMGNCA-
TGAGTCAT

{AT KCTQ-

Motif

GCNADSGLUBL

TOACTC

Bach?_h00490

 TalTeA .

ARGHL

- TeACTC.

N GN

'a| ACIQA

>

=

31



Sta

8_bp_matif 12

mp Results

8_bp_motif_ 12_rev

sommos ' NTGATOATCATCAT

Name

GLMHVCHORD

GCN4

Sforward

E value

8.9669¢-12

2.2985e-11

minus300MOTIFZMZEIN 9.6750e-11

NF-E2_MO00037

AP-1_M00199

4.4288e-09

5.5423e-09

reverse compliment

Alignment

ATGANTCA-
ATGASTCAY

TGANTCAT
TGAGTCAT

—-TGANTCAT
RTGAGTCAT

ATGANTCA--
RTGACTCAGC

—-TGANTCAT
NTGASTCA-

o TohToA

09/05/08

Motif

GLMHYCHORD

A OhelCAT

GCN

‘A ACIQA

mins00MOTIFZMZEN

<1 GAGTCAT

SEE2 Mow3?

AP1LMNLSY

TedTch.

10_bp_motif 4

Name

GCN4

. 10_b_ ot 4
i
=N <
L A T R e B
Sforward

E value

9.8410e-13

minus300MOTIFZMZEIN 1.1107e-11

10_hp_motif 4_rev

reverse compliment

Alignment

TGASTCAN
TGAGTCAT

NTGASTCA-
ATGACTCAY

Motif

. GCN

' ACIgA

— |

. minns)00MOTIFZMZEN

<1 GAGTCAT

32



GLMHVCHORD

GCN40OSGLUB1

Nrf-2_MO00821

1.2949e-11

7.8854e-11

8.1284e-11

Stamp Results

NTGASTCA-
ATGASTCAY

NTGASTCA
—-TGACTCA

-NTGASTCA——-
NNTGACTCAGCA

09/05/08

GLMHYCHORD

< helCAT

GUNADSGLUBL

TOAGTCA

Nef-2 M00821

12_bp_motif 4

Name

GLMHVCHORD

12_bp_motif 4

forward

E value

1.7434e-11

minus300MOTIFZMZEIN 1.3206e-09

NF-E2_MO00037

GCN4

Fos

2.1445e-09

2.8144e-09

6.3829e-09

12_hp_motif 4_rev

GO 1 R

wwwwwwwwwwww

wwwwwwwwwwww

reverse compliment

Alignment

NRRNTGASTCAN
—-——ATGASTCAY

NTGASTCANYYN
ATGACTCAY——-—

NTGASTCANYYN
RTGACTCAGC—--

NRRNTGASTCAN
————-TGAGTCAT

NRRNTGASTCAN
————TGANTCAC

A CAT
<TGAGTCAT

Motif

GLMHYCHORD

minnsX00MOTIFZMZEN

NEE2 MW

001 UReTCA

GCN

"] UACTca
| GA_Teh

6_bp_motif 15

6_bp_motif 15

6_bp_motif. 1S_rev

AG.CG Cl.CT,
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Name

forward

E value

AAGACGTAGATACL12 1.3539e-08

BIpR_PN

ABREBZMRAB?28

PEND_MO01015

CDA1ATCAB2

1.0736e-06

7.4257e-05

1.3418e-04

2.4447e-04

Stamp Results

reverse compliment

Alignment

—-——CGICTT
CTACGICTT

———————————————— CGTCTT---- ,
ATCTTGAATWGTCATCGAAACNTCTTGAAT

AAGACG———-—
GAGACGTGGA

—-CGTICTT
ACTTCTT

-CGTCTT-
GCGTTTTG

ACAGETH

09/05/08

Motif

A4GACGTAGATACLL2

e

ABREBZMBAB2S

TIRACCTCTC

PEND_MO10L5

AAGARST

CDALATCAB?

CAMACEC

6_bp_motif pair_8 -

Name

E value

AAGACGTAGATACLI12 5.0338e-04

LS5

LS7ATPRI1

STE11_MO01005

2.3295e-03

2.3295e-03

2.5639¢e-03

rrr T 0 o hN® 0 B

rrrrrr “m T B 8 N D B 8 r a0

reverse compliment

Alignment

GCGNNSNAAGACG———
——————— AAGACGTAG

GCGNNSNAAGACG—
—-———TCTATGACGT

GCGNNSNAAGACG—
—-———-TCTATGACGT

CGTICTINSNNCGC
TTICTITGITC—-

HETCATH

Motif

A4GACGTAGATACLL

AGACCTA
JTATHA
|

LSTATPRI

STEL1_MO1003

A

4

w



Stamp Results 09/05/08

P JERECRSTR
———————————— GCGNNSNAAGACG .
JERECRSTR 27998e-03 . CAAMGAAGGCGGTCTAAGAG- H m
’ 6_bp_motif_pair_14 : 6_hp_motif_pair_14._rev
el e (e, (T
6_bp_m0tlf_palr_14 SO Shert, Y Tes LYY I,
orward reverse compliment
/4
Name E value Alignment Motif
. o
AILEC2 3.3987¢-04 CGICTINGCCTGG
———-TTTGCATGNN
Ie V-V-N
. lﬁGLOS
CCAGGCNAAGACG—-—
RNFG2 4. -04 £
NFG20S 5838e-0 CCAGGGGCACACTGG A
AAGACGTAGATACLI2 5.0338¢-04 CCAGGCNAAGACG——~ AA AC TA
——————— AAGACGTAG
CGTCTTNGCCTGG .
SOK2 7.5902¢-04 000 TTROCTRN " e A A A
= g A N Ps=iATe
CGTCTTNGCCTGG———— .
ALFINTPARC 8.9819¢-04 TGTCATTGOTTGOGTAR H TT
’ 6_bp_motif_pair 15 ) 6_bp_motif_pair_I5_rey
L “m c oA AC K: T+ CCCT
6_bp_motif pair_15 ¥<.--¥. FEToie e v we s YTy
forward reverse compliment
Name E value Alignment Motif
PacC_M00247 1.1559¢-04 ~ T CGICTINGCCCIG
NNNNNNKCYTGGCNGN- AIC. __.
= As 5S¢



Stamp Results 09/05/08

A4GACGTAGATACLL2

AAGACGTAGATACLI2  5.0338e-04 e orac AA AC TA
——————— AAGACGTAG

Eehusp

CAGGGCNAAGACG-- )
EcRusp 1.6221e-03 RAGGTCAATGACCYC A Tc AT AQCTC
y2GUT ITH=="=AACT

RIVLOE

RIM101 2.3171e-03 CETCTTNGCCCTG T CCAA
———CTTGGCA---

PROLAMINBOXOSGLUBL

PROLAMINBOXOSGLUBI 2.3171e-03 CAGGGCNAAGACG T C A A A
~——TGCAAAG———

) 6_bp_motif_pair X0 6_hp_motif_paic_20.rev

. . ch ,A:\,A AC m ICTT TCC A
6_bp_m0tlf_pa]r_20 YT EL S0V W Tes SEXYVS
forward reverse compliment
Name E value Alignment Motif
. fhCD
—————————————————— CGTCTTNYCCCGA
flhCD . - e
¢ 0-0855¢-06 |\ oNAAGCCCCARATNCCGCCTCTTTTCCCCC Il AITT CITC
,CHITCINITC k TETIACATTIC AT
. E2FF_oneSite
CGTICTTNYCCCGA—-
E2Ff i 1.6747¢- 3
_oneSite 6747e-05 e TTTTCCCGCG cc c

- BF
TCGGGRNAAGACG '
E2F 1.0837¢-04 GCGGGAAA————— 3 chc C
- B2 DP
TCGGGRNAAGACG 5
E2F_DP 1.0837e-04 GCGGGARA-————— 3 CCC C

CGTCTINYCCCGA .
E2FIOSPCNA  1.0837¢-04 TTTeCCee ; C AA A

36



Stamp Results 09/05/08

6_bp_motif’ 17 6_bp_motif. 17_rev
6_bp_motif 17
Sforward reverse compliment
Name E value Alignment Motif
. MarR_ec I
~——ACTTGC————————————— .
MarR_ec 6.3613¢-06 ATTACTTGCCNGGGCAACCATT . Am CC CMCC T
o X TIHA
ACTTGC - IDE2HVIDS2 ﬁ I
IDEZHVIDS2 7.4322¢-06 AGTGACAGCGTGAAACTTGCCGTTCAA " Mc CM CACC UAC
—————————————— GCAAGT-—-- .
marR 7:4322¢-06 MWWWWRTTGCCCWGGCAAGTAWWW T ACH m CM TITTIT
AR CAAAR
~ACTTGC .
Nkx2-5_M00240 5.5626e-05 CACTTR- o T
L —
——ACTTGC-
pS3_MO00761 6.8288e-05 3
NGNCWIGYC Al
A QA% _C—
. 6_bp_motif 20 . 6_bp_motif’ 20_rev
6_bp_motif 20 ¥ " “A LANS A 4=
Sforward reverse compliment
Name E value Alignment Motif
TCKTGG—————————————-— |
RbsR_SX 1.7536¢-05 TCGTGGAATCGATTACAYSG SCCA M c A CCAC A
————— CCAMGA--—————~ .
YY1_MO00069 8.7095e-05 HNSANNCAAGATGGCNGNN : C mA CTT .

==

37



Stamp Results

RIM101 1.2242e-04
BOXIIPCCHS 1.2242e-04
IRO20S 1.2242e-04

09/05/08

RIVLOL

TCKTGG—— .
—~CTTGGCA :

: BOXIIPCCHS -
~CCAMGA .
GCCACGT £

: TRO30S
CCAMGA-— N
CCACGTG :

§_bp_motif 9

8_bp_motif 9

forward
Name E value
SBOXATRBCS 1.2177e-06
ACAAT_MO00309 1.9806e-05
E2F-1_M00430 1.9826e-05
RBENTGA3 2.6591e-05

NONAMERMOTIFTAH3H4 4.2744e-05

8_bp_motif 9_rev

CeTeCAAG "CTTCAAGC

reverse compliment

Alignment Motif
. SBOXATRBCS
——CCTCCAAG N
CACCTCCA—— :
: ACAAT M00X09
CCTCCAAG .
CCACCAAT :
N <
. E2F-1 00430
CCTCCAAG .
CCGCSAA- :
N Cc —
» RBENTGAY
CCTCCAAG-———— .
——TCCAAGTTGGA :
: NONAMERMOTIFTAH3H4
~CTTGGAGG .
CGTTGGATG :

3_bp_motif_pair_6

8_bp_motif pair 6 °

mmmmmmmmmmmmmmmmm

itQI:Q::C QQLQQAA;

8_bp ot paic_6 res

%tTI-:sz cCC_CA::

---- THagc-amSB ok

38



forward

Name E value

REGION10SOSEM 3.5374e-06

SBOXATRBCS 8.7571e-06

IDRSZMFER1 2.2810e-04

ABRECE3HVA1  2.4160e-04

GCBP2ZMGAPC4 2.9716e-04

Stamp Results

reverse compliment

Alignment

CCTGCGGSNCCTCCAAG
—CGGCGGCCTCGCCACG

CCTGCGGSNCCTCCAAG
——————— CACCTCCA—-

CCTGCGGSNCCTCCAAG
——CACGAGSCCKCCAC—

CCTGCGGSNCCTCCAAG
—-ACGCGTGTICCIC————

CCTGCGGSNCCTCCAAG
————CGGGCCCAC————

>
[
31C
-

*

09/05/08

Motif

REGIONIOSOSEM

A

SBOXATRBCS

CACCTOCA

IDRSZMFERL

Wl

ABRECE3HYAL

JGTTCN

GCBPXZMGAPCA

T

6_bp_motif 4 EA :

forward
Name E value
MNF1ZMPPCl1 1.8833e-05
marR 4.0921e-05

ANAEROSCONSENSUS 4.1712e-05

Ttk_MO00009 1.0615e-04

6_bp_motif 4_rev

€ GCCCT

reverse compliment

Alignment

CAGGGC—-—
AAGGGCAC

MWWWWRTTGCCCWGGCAAGTAWWW

——CAGGGC—
AACAGGGAA

—CAGGGC
GCAGGAC

>

*

»

Motif

MNFIZMPEC]

mark

Wi

ANAFROSCONSENSTS

0T

Ttk Mooy

T0CTCe
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MarR_ec 2.9316e-04

Stamp Results 09/05/08

MarR s

——————— GCCCTG————————~ .
AATGGTTGCCCNGGCAAGTAAT :

mmmmmmmmm

6_bp_motif_pair 1 rev

6_bp_m0tif_pair_1£ cc mc CCCT

forward

Name E value

AMMORESVDCRNIAT1 9.1538e-08

AP-2alpha_MO00469 1.4662e-04

ABI4 6.7828e-04
TFAP2A 7.2791e-04
REI1ASPHYA3 9.5537e-04

nnnnnnnnnnnnnnn

reverse compliment

Alignment Motif

AMMORESVDCRNIAL

CAGGGCNNCGGG
———GGCCCCGGG

AP-2alpha_ MO69

CAGGGCNNCGGG
————SCNNNNGG

CAGGGCNNCGGG .
NGNNGCRSCG—— : T
ACC C=

TESPIA

CAGGGCNNCGGG— .
————8CNNNNGGC :

REIASPHY A}

CCCGNNGCCCTG
—CCGCGCCCATG

6_bp_motif_pair_4

6_bp_moti_pair 4 rov

oot o WD CoAECG HOCTES (O

mmmmmmmm

Name E value

AMMORESVDCRNIAT1 1.1915e-05

——————————————

reverse compliment

Alignment Motif

AMMORESVDCRNIAL

CAGGGCNCCAGGC
———GGCCCCGGG—-
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Stamp Results

brk 2.5673e-05
MNF1ZMPPC1 6.8275e-05
SZF1-1_M01109

7.1448e-05

GBOXIONT 1.6285e-04

CAGGGCNCCAGGC
———RGCGCCRS—-

CAGGGCNCCAGGC
AAGGGCAC————-

—GCCTGGNGCCCTG
CNGCTGWTACCCTG

CAGGGCNCCAGGC
———GGCACGTGGC

09/05/08

'L CA,Q$

MNFIZMPRC]

GTCO0CTT

SZF1-1.M0L1®

O maretCe

GBOXLONT

e

12 bp_modif 11

12_bp_motif_11 AJCAAQCIECA-Q .

rrrrrrrrrrrr

forward reverse compliment
Name E value Alignment
.. NCTGNCWSCCTG
CAC-binding_M00720 6.8153e-07 CCeASCOY-—
~——NCTGNCWSCCTG-—————————=—-~

PSREGIONZMZM13 3.9562¢-05 _

SZF1-1_MO01109 5.6895e-05
Med 1.7322e-04
ABRECE1HVA22 2.3737e-04

12 bp_modit 11_rer

rrrrrrrrr @ 9 r W

——NCTGNCWSCCTG
CNGCTGWTACCCTG

CAGGSWGNCAGN
GCGNCNGKSNNT

CAGGSWGNCAGN
—-CCGGTGGCA——

Motif

. CAC-binding MOOT20

' A T

m—rCA L &=

N PSREGIONZMZMI3

TTTIGTCTGGCTGCCCGTAGAAATAGTGGCCGA -

SZF1-1.M0L10

Wit

Med

) c _ ITTCfAT

Ly o =

ABRECEIHVA%

TACCACE

41



12_hp_motif_pair 2

Stamp Results

12_bp_motif_pair 2. rev

Sl i, el

12_bp_motif_pair_2 RS ehiriad oSG
forward reverse compliment
Name E value Alignment
UF1H3BETA_MO01068 5.8780e-07 YCTGCCWSCCTGNGGSTGGGGSWGG

CAC-binding_ M00720  1.1830e-05
GBF_M00633 2.1535e-05
Sp3_MO00665 3.0378e-05

CACCC-binding_M00721 3.8824e-05

————————— GYGGGGGAGGGGC———

CCWSCCCCASCCNCAGGSWGGCAGR
—————————————— RGGSTGGG———

CCWSCCCCASCCNCAGGSWGGCAGR
~NACCCCNA————————————————

CCWSCCCCASCCNCAGGSWGGCAGR

YCTGCCWSCCTGNGGSTGGGGSWGG

09/05/08
Motif
1 T Q
,TC $A

CAC-binding MOUT20

A T

f
i

GTviCA c
N GBE_Mo0g33
AT =
. $p3 W0G6S

c
SAA=~CT BN

N CACCC-binding MOOF

______ ANCMNNWGGGTGNGG—-—- [} 0 T T
- FA= A —ArAC
) 12_bp_modif_pair_LS_rev
N 12_bp_motif_pair_L3
. . cc# A cc% Cc CA C% CA "%CIQngﬁnfur?n%me»%%%l—-wewm
12_bp_m0tlf_palr_15 AL EE A
forward .
reverse compliment
Name E value Alignment Motif

CAC-binding_M00720 1.1027e-05

AMMORESVDCRNIAT 6.1940e-05

NCTGNCWSNCTGNSCWGSCCCCWGG
———CCCASCCY——————————————

CCWGGGGSCWGSNCAGNSWGNCAGN
CCCGGGGCC————————————————

. CAC-binding MOUT20

He A T

?TCA

AMMORESYDCRNIAL

42



Stamp Results 09/05/08

. Bor_MOOS07

NCTGNCWSNCTGNSCWGSCCCCWGG

Egr_ M00807 3.3475¢e-04 NYYGCSCOCA—— ;:w—_l_ C
L= @ V. § = ZAAS
NCTGNCWSNCTGNSCWGSCCCCWGG .
Tra-1_MO01048 1.8579¢-03 e ACCWOCC H T
i —.# —
NCTGNCWSNCTGNSCWGSCCCCWGG .
SITEIOSPCNA 3.2500e-03 "~ COACCTGA H
i i N 12_bp_motif_pair_20_rev
12_bp_motif_pair_20 -l iatlsly TR
forward .
reverse compliment
Name E value Alignment Motif
CAGCCMAGCWGGNCAGGSWGSCAGN
HEB_Mi 1.1 - i
_MO00698 38%-06 - CAGCHGG e __ A
. T
NCTGSCWSCCTGNCCWGCTKGGCTG—— .
YY1_MO00069 3.0764e-06 "~ NNCNGCCATCTTGNNTSNW c CTT :
p=—ZA SEAC. ,%ég.I
.1 NCTGSCWSCCTGNCCWGCTKGGCTG .
CAC-binding_M00720 1.1719e-05 o CCCASCCY A T
R CcA <

RIVLOL

RIMI01 178490.04  NCTGSCWSCCTGNCCWGCTKGGCTG T CCAA
————————————————— CTTGGCA-

myogenin_MO00S6

: -NCTGSCWSCCTGNCCWGCTKGGCTG——
myogenin_ M00056 — 1.8035¢-04 o coensneToccanaN NACAGST ACCT ILT Tﬂ (e CCAA i
Coriiiezd pat

AR eET AFIEYZCTA

12_bp_motif_pair_19

12_bp_motif_pair_19 °
z: CA xc'lA' $CA = QAA¢TCIT-QAQ

rrrrrrrrrrrrrrrr
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forward g

Name E value

CAC-binding_M00720 3.9732e-06

E2FAT 3.1598e-05
E2F 1.7928e-04
E2F_DP 1.7928e-04
E2F10SPCNA 1.7928e-04

Stamp Results

12_bp_modif_pair_19_rev

{1 ST

ﬂnIIl-CA cch g

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

reverse compliment

Alignment

KTYNCAGCCCTGNNCTGNCWSNCTG
———————————————— CCCASCCY-

KTYNCAGCCCTGNNCTGNCWSNCTG
TYTCCCGCC————————————————

CAGNSWGNCAGNNCAGGGCTGNRAM
————————————————— GCGGGAAA

CAGNSWGNCAGNNCAGGGCTGNRAM
————————————————— GCGGGAAA

KTYNCAGCCCTGNNCTGNCWSNCTG
TTTCCCGC—————————————————

09/05/08

Motif

. CAC-binding MOOT20

Hy A T

m—-—CA

EIFAT

T
TITOCC
TITOCCC

EIFI0SPCNA

(GCGGGAMN

10 bp_wiit 3

10_bp_motif 3 CCCT s

Sforward

Name E value

AP-2alphaA_M01045 1.3359e-07

AP-2_MO00915 1.6905e-06

10_hp_motif 3 rev
reverse compliment

Alignment

---SCCTGRGG—--
NNNSCCTNAGGCNN

———CCYCAGGS-
NNNCCNCNGGCN

Motif

AP-2alphad MOI045

~WI A .

= C=n ==

AP2_M91E

~ Lee il

=
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Stamp Results 09/05/08
. AP-Jalphad_Mo1047
---SCCTGRGG——- .
AP-2alphaA_M01047 3.8056e-06 ANMGCCTNAGGCKN : . T A
-4l | ESREL | L
. AP-2alpha_MOKEY
SCCTGRGG .
AP-2alpha_MO00469 5.6738e-06 SONNNNGG :
——————— SCCTGRGG-————— .
OIf-1_M00261 1.5368e-05 NCMNNYTCCCNRGGGANTNGN : A cC
—AAE | YYYT2AA Tgcf
| HCT (1 CCCCTCC hioaco e CCTCA
10_bp_motif_pair_2 %755 R e B it A
forward reverse compliment
Name E value Alignment Motif
TFAP2A 9.5223¢-05 SCCTGRGGNNCTNCCCCTCC .
' SCNNNNGGC—————=——=~~ ’
SCCTGRGGNNCTNCCCCTCC— .
MAZ_M00649 1.3023e-04 "~ ceCTOCC :
p o e—e= =

UF1H3BETA_MO01068 2.1169¢-04
Dde_M00304

2.8946e-04

AP-2alphaA_MO01047 3.2616e-04

————— GGAGGGGNAGNNCCYCAGGS
GYGGGGGAGGGGC————————————

SCCTGRGGNNCTNCCCCTCC

GGAGGGGNAGNNCCYCAGGS——
———————— ANMGCCTNAGGCKN

T AA Q

Dde_MOONM

c|CaCe

mAﬁ— N

AP-2alphad_MOI047

&
b4 L& T

10_hp_motif_pair 6

10_bp_motif_pair6._rev

10_bp_motif_pair_6
ELLCCI 3C4 TCT ‘“LC% %CCI e CA ;

mmmmmmmmmm

mmmmmmmm
rrrrrrrrrr

—vammhmuo-wmvmwhmmg
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Name

TFAP2A

Pax-5_M00144

AP-2alphaA_MO01045 4.4591e-04

Eve_M00629

Myf

forward

E value

9.5223e-05

NCWGWSCTGNNNCCYCAGGS
NNNRYNGTYMCGCTYNANNNNNCNNNY

1.0641e-04

4.5758e-04

1.6832e-03

Stamp Results

reverse compliment

Alignment

SCCTGRGGNNNCAGSWCWGN
SCNNNNGGC———————————

———SCCTGRGGNNNCAGSWCWGN
NNNSCCTNAGGCNN

NCWGWSCTGNNNCCYCAGGS
GCNGNSSWN-——————————

NCWGWSCTGNNNCCYCAGGS
———CAGCAGYTGCYK—————

"t ol AT

09/05/08

Motif

TEAP2A

Pax.5_ MO0L

1

LACAAT AGTe ATVECC
AP-Jalphad M0I045

cc
SR

>

i

WL Al =

[ —
>

Ere_W00629

P ALC (: C
—Tol=VWELT

ol

10_bp_motif_pair_7

Name

HEN1_MO00058

TFAP2A

AP-4_MO00005

HSF_MO00641

10_bp_motif_pair 7

E value

1.6821e-04

2.3207e-04

4.5096e-04

7.4432e-04

10_bp_motif_pair_7_rev

T BT

wwwwwwwwwwwwww

mmmmmmmmmmmmmmmmmmmmmmmmmm

_________________

reverse compliment

Alignment

SCCTGNRGNNNCTSMNSYCA—
NNNGGNCGCAGCTGCGNCCNN

SCCTGNRGNNNCTSMNSYCA
SCNNNNGGC———————————

—TGRSNKSAGNNNCYNCAGGS
MNGNCNNCAGCTGNNNN————

TGRSNKSAGNNNCYNCAGGS
———————— GAARCYNCKNGA

;I G Ad ¢; (i

Motif

HENL_MO00S8

ol B -5, PN

TEAP2A

AP4_M0000S

AT T o c

TREAK CEAV_A_

HSF 00641

%17 TTT
) gé AAVC
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Stamp Results 09/05/08
. AP-2alphad_MOI1045
AP-2alphaA_MO1045 8.4277¢-04 ~—SCCIGNRGNNNCTSMNSYCA
NNNSCCTNAGGCNN-———————— T A
. < C=Cn Cz:g
ol e i B
10_bp_motif_pair_3 Y:ehe msG ey SAS ARG
forward reverse compliment
Name E value Alignment Motif
SCCTGRGGNNCNNTSCCAGS
RNFG2 1.3046e-
NFG208 3046e-07 —CCAGGGGCACACTGG-———
SCCTGRGGNNCNNTSCCAGS
ANT 3-3016e-05 RCNTNGGGAWNTGTGC———— C c Ur
TEAPIA 9.59236.05 SCCTGRGGNNCNNTSCCAGS
' SCNNNNGGC————==——==— ’
SCCTGRGGNNCNNTSCCAGS .
MAZ_M00649  9.9123e-05 -~ 7T e :
R = =P
SCCTGRGGNNCNNTSCCAGS——————
NRSE_MO0325  2217le04  — GGCRCTCTCCGNGGTGCTGA TC CAC A A i C
Lo HIVXTTYXVITCeTIA
2 R ) 10_bp_naocif_pair_L1_rev
LTl
) ] i CCCT gc C$T 1S ,M%QJTB.@(I:?.,QMQ
10_bp_m0t1f_pa1r_11 vew "QW%A%%E Tedivereeg oo
forward .
reverse compllment
Name E value Alignment Motif
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RNFG20S

SE1PVGRP18

TFAP2A

1.4185e-07

1.1974e-06

2.8999¢e-05

AP-2alphaA_MO01045 4.5518e-04

AP-2alpha_MO00469 6.9137e-04

Stamp Results

SCCTGRGGNNCMNTSYKGRS

—CCAGGGGCACAC

———SYCMRSANKGNNCCYCAGGS—
ATGCCCCACAGTGTGGCCCATTAT

SCCTGRGGNNCMN
SCNNNNGGC———-

———SCCTGRGGNNCMNTSYKGRS
NNNSCCTNAGGCNN-—————————

SCCTGRGGNNCMN
SCNNNNGG—————

TGG———-

TSYKGRS

TSYKGRS

09/05/08

. RNEG20S

I
AN

SEIPYGRPIS

TEAPIA

W .

AP-Jelphiad MOIOS

T A

AP 2alpha MOBSED

H0

v

6_bp_motif 5

Name

AP-2_MO00915

SITEIOSPCNA

marR

RFX1_MO00280

MarR_ec

6_bp_motif 5

Cchl

forward

E value

8.6298e-07

1.8811e-05

2.7644e-05

9.2631e-05

1.2847e-04

6_bp_motif 3_rev

€ GCCTcl

reverse compliment

Alignment

-GCCTGG——-
NGCCNGNGGN

—-—GCCTGG
CCACCTGG

NN

MWWWWRTTGCCCWGGCAAGTAWWW

—————— CCAGGC

NNGTTRCYWNGYNACN

AATGGTTGCCCNGGCAAGTAAT

T i

Motif

AP2 MO91E

CCcC

SITEIOSPCNA

T
A

P |

REX1_Mo280

Miw
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Stamp Results 09/05/08
Zh 6_bp_motif_pair_2 t 6_bp_motif_pair 2 rev
6_bp_motif pair_2 -NAvwckime. .chmuhCCT.g
orwar reverse compliment
J d pli
Name E value Alignment Motif
AMMORESVDCRNIA 4.6282¢-09 CCAGGCNNCEEG
———GGCCCCGGG
i AP-Dalpha MOO6Y
CCAGGCNNCGGG .
AP-2alpha_M00469  9.6236¢-05 L eNNNee j
E12_M00693 1.9144e-04 CCCONNGCCTCG
——NNNCACCTGY
A = —==
TFAP2A 4.4692¢-04 —CCCGNNGCCTEE
SCNNNNGGC————
NERF1a_M00531 7.4285¢-04 ———~CCCENNGCCTEGE-
SNNASNYRCTTCCTGNY T
A_ LA clesC
N 12_bp_modif L3 12_bp_modf 15_rev
g TT o Lile
12_bp_motif 15 A o 2s¥2 TTls SUIEAVE SYee]
forward reverse compliment
Name E value Alignment Motif
Zec_M01081 1.1421e-07 ~CANMCAGSCYTY AA T c
GCAACCAACCTT- T
N e = =
CAC-binding_M00720 1.1715¢-05 RARGSCIGRNTG
~-RGGSTGGG—— A T

?TCA L &=
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Stamp Results 09/05/08

RARGSCTGKNTG————— .
SMAD4_MO00733 3.7054e-04 o RGNTGKCTGNMYSN : c A o A
SZCAT=Z20AYT 2C
IDEIHVIDS2 4.7555¢-04 T RARGSCIGRNTG—— C C
GCAAGAAGCATGCTTGAT
RARGSCTGKNTG——— .
MTF-1_MO00650 5.5027e-04 o GGGCCGNGTGCAN : A R CCC
12_bp_modif 1§ 12_bp_modf I8 _rev
ot Gl 0Tt
12 bp motif 18 ~FNMISTAVLIA T L. 'TWZrWIFT?
forward reverse compliment
Name E value Alignment Motif
. CMMASCCCAGG .
CAC-binding_M00720 1.6676e-07 CCCASCOY——— A T
P CA L &=
CMMASCCCAGG ,
CP2_MO00072 1.3826e-06 CNCNAMCCAG- : C A A
$A—r <
CCTGGGSTKKG .
SITEHATCYTC 3.3757e-05 ey ; e
SREBP-1_M00749  1.5976e-04 CCTEGESTRKG
——TGGSGT——-- —
N -
CMMASCCCAGG—— .
Sp3_MO00665 1.8043e-04 CCCYSCCCARGKS : CTI' R

c
SAA=~ACT cEAc

12_bp_metif_pair_11

’ 12_bp_motif_pair_LL 12_bp_modif_pair_L1_rev
2t

it bk e 0 el

mmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmmm
rrrrrrrrrrrrrrrrrrrrrrrrrrrrrr
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Name

forward

E value

CAC-binding M00720 2.8114e-06

Stamp Results

reverse compliment

Alignment

CCCAGCCCAGNNCNNGSCNNGGCY
CCCASCCY————————————————

RGCCNNGSCNNGNNCTGGGCTGGG

09/05/08

Motif

. CAC-binding MOUT20

m—I—C:A L @

53
. P3MONY

p53_M00034 38528¢-06 Ll e eatoten A (.
A T 2 TG
N TP}
CCCAGCCCAGNNCNNGSCNNGGCY—— . L ]
P33 1.2026e-04  _____~ ACATGCCCGGGCATGTCCNN A CCC CA T
==AA TﬁIIA TATS
CCCAGCCCAGNNCNNGSCNNGGCY .
SITEHHATCYTC 1.4423e-04 o RGOCCA— : T
, C
CP2_M00072 2.79226-04 RGCCNNGSCNNGNNCTGGGCTGGG : C A
—————————————— CTGGKTNGNG
5?Ar— SVA
. 12_hp_motif 7 . 12_hp_motif 7_rev
. f“OCA CA c (T
12_bp_nunﬂl7 FNTTA?%TNT:T'rt mmmmm TTTDFN
forward reverse compliment
Name E value Alignment Motif
CCAGRGGNCWGS
AMMORESVDCRNIAT1 2.1744e- H
ORESVDCRN 744e-06 CCCGEEGCC———
: Bor WOR07
CCAGRGGNCWGS
Egr M A514e- 3
gr_MO00807 3.4514e-05  TGGGSGCRRN = C
=@ [P Q = ZAAS
CCAGRGGNCWGS———-—
shn 1:5434¢-04 ——WGGGKGSASCCAMT T cc ¢
. clic
CCAGRGGNCWGS——-
RNFG20S 1.8675e-04 CCAGGGECACACTGG | CC
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Stamp Results 09/05/08
E12_M00693 2.3359¢-04 SCWENCEYCTEE
——NNNCACCTGY
A F=N —==
Wbkl s B
. . XOg! e VOyssE b=l P cc-r
12_bp_m0tlf_palr_3 "’“I%eﬁ“-l:::ﬁz?’ﬁge'ﬁ?mm.lﬁ- AN e
forward reverse compliment
Name E value Alignment Motif
CCAGRGGNCWGSNCNNGSCNNGGCY
AMMORESVDCRNIAL1 6.4 - S
ORESVDCRN 6.4637e-05 CCCEEEEE o

RGCCNNGSCNNGNSCWGNCCYCTGG

53_M00034 2.2341e-04 3
p>-- © RGACATGCCCGGGCATGTC————— A TCT
A TV VdYe
IS shn
CCAGRGGNCWGSNCNNGSCNNGGCY
shn 8.4280e-04 i
- -WGGGKGSASCCAMT————————- T T (&
A clic
IS Eor_¥00807
CCAGRGGNCWGSNCNNGSCNNGGCY
Egr_MO00807 8.5401e-04 &
~~TGGGSGCRRN————————=———— T C
1= Vias= ﬁ—AAE
. SITEIATCYTC
RGCCNNGSCNNGNSCWGNCCYCTGG
ITEHATCYT 1.0490e- 5
S CYTC 0490e-03 RECCCRA— oo T
, C
) 12_hp_motif_pair_3 ) 12_bp_motif_pair §_rey
Mk ol sl
12 bp motif pair 5 ﬂ[CIﬁAﬁ;mI-:g?%fﬁ?%u-N%%% n,g%q“%E%QM%QAK%E;T—NAJ
forward reverse compliment
Name E value Alignment Motif
AMYB-84_M00970

AtMYB-84_MO00970 4.6032e-05

NCYCTGNGCTCCNSCWGNNCYCWGG

—————————— SCACCTACCNCC—-—

r
4
A= e Nl =]
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CAC-binding_MO00720

GBF_MO00633

Alfin1_MO00479

CCAGRGGNCWGSNCCWSCCCCASCC-
—————————————————— CCCASCCY

9.9149e-06

1.5634e-05

4.1222e-05

AMMORESVDCRNIAT1 6.4637e-05

—————————— GCCCCTCCCCCRC——

GGSTGGGGSWGGNSCWGNCCYCTGG
———TNGGGGTN-—————————————

CCAGRGGNCWGSNCCWSCCCCASCC
———————— MNNCCCCACNYNYN———

CCAGRGGNCWGSNCCWSCCCCASCC
CCCGGGGCC————————————————

Stamp Results 09/05/08
AtMYBS84 1.7757e-04 NCYCTGNGCTCCNSCWGNNCYCWGG .
E i SCACCTACCNCCN--  °~
A= = il -]
AMMORESVDCRNIAIL 1.8225¢-04 CCWGRGNNCWGSNGGAGCNCAGRGN .
' CCCGGGGCC—————————m = —— ’
CCWGRGNNCWGSNGGAGCNCAGRGN .
SITEITATCYTC 1.9894e-04 "~ RGCCCA———— H T
, C
. ACTIPYPALY
ACIIPVPAL? 4.0754e-04 CCWGRGNNCWGSNGGAGCNCAGRGN .
' -——GGGGGTTGGTGG—————————— ’
) 12_bp_motif pair_ ) 12 _bp_medf_pai 6_rev
Tk i i i
12 bp motif pair 6 ntCke%C%EQCTgﬁxécgg “ﬁszﬁ%&g:?n%eét%%%%‘ngﬂ
forward reverse compliment
Name E value Alignment Motif
UFIH3BETA MO1068 5.0526¢-08 CCAGRGGNCWGSNCCWSCCCCASCC

T A Q

TA

CAC-binding MOOT20

Hy A T

GTviCA c
» GBE_M00633
» 1 X AT =
. Alfinl_MOM7Y

A A

Al

== y
. T

AMMORESVDCRNIAL
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12_bp_motif_pair_10

ABF1_MO00399

SITEITATCYTC

ABRETAEM

ACIIPVPAL2

¥

1

E value

7.8154e-07

3.8402e-04

AtMYB-84_MO00970 5.7979e-04

7.2966e-04

1.2457e-03

12_bp_nwotif_pait_10

Lo e itk

mmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

mmmmmmm

Stamp Results

: 12_bp_modif_pair_10_rev

reverse compliment

Alignment

—KSWGGGNACWGGNRGCCMNGSCNKG
WNNNNGGGACACGTGGCNNGANN——-

KSWGGGNACWGGNRGCCMNGSCNKG

KSWGGGNACWGGNRGCCMNGSCNKG
———GGNGGTAGGTGS——————————

CMNGSCNKGGCYNCCWGTNCCCWSM

CMNGSCNKGGCYNCCWGTNCCCWSM
—————————— CCACCAACCCCC—-—

Ha
ICT =T Al CEAAC‘

09/05/08

Motif

ABFI_MO3%

re=c =

SITENATCYTC

TG

AMYB-84 M0T0

6. TA

ABRETAEM

ACIIPYPAL2

12_bp_motif_pair_14

ABF1_MO00399

AtMYB-84_MO00970

b2

forward .
reverse compliment
E value Alignment
W W NCCWGYN WSM—
3.0672¢-06 CCWSCCCCWSCCNCCWGYNCCCWS
———NNTCNNGCCACGTGTCCCNNNNW
CCWSCCCCWSCCNCCWGYNCCCWSM
1.0984¢-05 ° ° © °

12_bp_motif_pair_14

T T
CA cc CCA CCCCCACC A CACELERE L R TR E VAN

mmmmmmmmmmmmmm
----------------

e

mmmmmmm

) 12_bp_modif_pair_L4_rev

JTCAVA AAC$ T chI 2A CA <

—————————— SCACCTACCNCC———

Motif

ABF1_MO3%

ICT C C AGA

ro=c =1V ITA =2e=2

AMYB-81 00970

icAT TA
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MAF_MO00648 1.7847e-05

CAC-binding_MO00720 2.6707e-05

UF1H3BETA_MO01068 2.9403e-05

Stamp Results

09/05/08

MAF_M00648

>

CCWSCCCCWSCCNCCWGYNCCCWSM .

———————— NSNMMACTTCCYYCN--  ° A
AAGA

CCWSCCCCWSCCNCCWGYNCCCWSM
————— CCCASCCY———————————— A

TTS;CI

CAC-binding MOOT20

-

VTCA L

CCWSCCCCWSCCNCCWGYNCCCWSM

———GCCCCTCCCCCRC——=—————— ch T
,TC

UFLH3BETA_Mo01068

A

3 bp_not4

8_bp_motif 4_rev

‘%‘ETT CA LT CCAA
8_bp_m0tif_4 n—?wqmqun—Amqmcwhm

orward reverse compliment
J p
Name E value Alignment Motif
SWGCCMRG |
RIM101 3.2352¢-08 CTGOCAAG : T CCAA
. YYiIIlIﬂ
————————— CYKGGCWS-— .
YY1_MO00069 5.1233e-06 NNCNGCCATCTTGNNT SN : ¢ A CTT T
p=—ZA LanC Sac A
. ~CYKGGCWS——————————————————— . '
myogenin_MO0056  4.2945¢-05 v raGensNGTGCCARANNNNACAGST ACCT ILT TT O CCAA .
P ASRCeCr ACLT RS ECcTAT 2R
———————— CYKGGCWS—— .
Y 8.5762¢-05 CCCACTCACTNGGCANAA “CCLAL [LACT 11CA KA
VeV I VIITC=TCTelle
CYKGGCWS .
SEBFCONSSTPR10A 2.4416e-04 CYTGTOWC : TT TCTC
G A
. bp_motit it 9 3_tp_motf pair 9 rev

8_bp_motif pair_9 ; Y
Wi

mmmmmmmmmmmmmmmmm R
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Stamp Results 09/05/08
forward reverse compliment
Name E value Alignment Motif
. QELEMENTZMZMI3
QELEMENTZMZMI13 3.3174¢-07 SWECCMRGNNTGACCT A TC A
—————————— TGACCT
RIM101 4.2516¢-06 SWECCHRONNTEACCT T CC A A
~TGCCAAG-——————~—
WBOXNTCITNS
AGGTCANNCYKGGCWS .
WBOXNTCHN48 1.9787e-05 RGTCAG- - : T
AGGTCANNCYKGGCWS .
YMLO8IW 2.7564e-05 A TOAGACTGG———— i CC c A
pCHA =I1TIiC
————SWGCCMRGNNTGACCT———
ABFI1_M00399 1.9066¢-04 NNTCNNGCCACGTGTCCCNNNNW 317-|- C A
LASL =Tal TY Siden
. 12_hp_motif § . 12_hp_motif §_rev
‘eaccad il cCallTriccr
12_bp_m0tif_8 - T?T 0 w o N o a %‘?;E —~ & T‘TT © ﬁ?T r CE:
forward reverse compliment
Name E value Alignment Motif
——CAGCCMAGCTGG————— .
YY1_MO00069 1.4505e-10 HNSANNCAAGATGGCNGNN i C CTT T .
CCAGCTKGGCTG .
HEB_MO00698 1.2534e-07 COHGOTG————— : CC A CT
. T
—CCAGCTKGGCTG .
RBENTGA3 9.6838e-06 TCCAACTTGGA—— :
CAGCCMAGCTGG .
RIM101 2.0594e-05 CTGCCAAG———— : T CCAA
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Stamp Results 09/05/08
CCAGCTKGGCTG .
SITEIOSPCNA  2.3403e-05 COACCTGG———— : CCA
vl i "t il
12_bp_motif_pair_4 ]CACCCAXT”*ACC mmmmmm A=EQT%G*IJ=CIQ
forward reverse compliment
Name E value Alignment Motif
CAGCCMAGCWGGNCCWSCCCCASCC .
HEB_MO00698 1.6500e-06  ~ "~ CAGCHGG - : 4 CT

CAC-binding M00720 8.4158¢-06 CAGCCMAGCWGGNCCWSCCCCASCC—

CAC-binding MOUT20

—————————————————— CCCASCCY
R CA L &=
——CAGCCMAGCWGGNCCWSCCCCASCC .
YY1_M00069 8.5183e06 S ANNCAAGATGGCNGNN-——————- ) CrT .
= REA CaAC C _A
GGSTGGGGSWGGNCCWGCTKGGCTG .
GBF_M00633 9.5902e-06 e TNGGGGTN— oo :
A=AV =
CAGCCMAGCWGGNCCWSCCCCASCC .
UF1H3BETA_MO01068 2.2835¢-05 =~~~ "~~~ CCCCCTCCCCORC—— o A Q
,TC TA
. $_bp_moti pair 2 . 3_tp_motf pair 2 rov
o 00 0 G ol
8_bp_motif_pair_2 ~F -Gy e emerea s TreiTat
forward reverse compliment
Name E value Alignment Motif
RIM101 2.3339¢-05 CYKGGCWSNCCTCNNCC .
' CTTGGCA-————————~ ’
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Stamp Results 09/05/08
CYKGGCWSNCCTCNNCC .
shn 1.0992¢-03 AKTGGSTSCMCCCH——— T ¢
A CliC
———-CYKGGCWSNCCTCNNCC- .
GAL4_M00049  1.1061e-03 NNCGGNNNACWNTNSTCCGAAS ’ C AC '|' AAC
r2LEATC=== A cCCT T =
Yeiw L62216-03 ——~GGNNGAGGNSWGCCMRG— %
CNGTGGGAGCGCTCCCANNA C
Axm c TA ASA
ETF_ 00635
ETE_M00695  2.0792e-03 CYKGGCWSNCCTCNNCE
————————— CCGCCN-— C
- A=
) 8_bp_motif_ paic_11 ) 8 hp_motif_pair_11_rey
(o Ot St el
8_bp_motif_pair_11 Y& VI TR0 Seemier GAUNNG
forward reverse compliment
Name E value Alignment Motif
—CYKGGCWSNCCTCCAAG-——————————

myogenin_MO00056 4.0010e-06

RIM101 5.3733e-06
SBOXATRBCS  7.4658¢-06
GAL4_M00049  9.0459¢-05
YcjW_EC 9.9494¢-05

NNYTGGCNSNGTGCCAAANNNNACAGST

CTTGGAGGNSWGCCMRG
—————————— TGCCAAG

CTTGGAGGNSWGCCMRG
~—TGGAGGTG-—————-

—CTTGGAGGNSWGCCMRG————
STTCGGASNANWGTNNNCCGNN

——CTTGGAGGNSWGCCMRG—
WMNTGGKAGCGSTCCCAYRA

%@ W 5 ﬂ (s CCA

AvEElzc

SBOXATRBCS

fCACCTC

GALA_ MO0

>

YW EC
%"T A
vc%\— E ;I$
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b3

8_bp_motif_pair_14 -*¢-..¥"

Stamp Results

8_bp_motif_pair: 14 8 bp_motif_pair_14_rev

il Sk, T, sl

mmmmmmmmmmmmmmmmmmmmmmmmmmm

forward reverse compliment

Name E value

ABF1_MO00401 2.3310e-06

RIM101 1.3440e-05

LMAF_MO01139  2.2791e-05

SMb20667 2.9473e-05

myogenin_MO00056 1.3140e-04

Alignment

————— CTKGGCWGNNCAGCARR————
GYCNCNNKGCCACGTCANCNANNMGA

CTKGGCWGNNCAGCARR
CTTGGCA-——————————

CTKGGCWGNNCAGCARR
———————— STCAGCAG-

—CTKGGCWGNNCAGCARR—-—
GGTTGGCAGCGCTGCCAAAA

—CTKGGCWGNNCAGCARR-——————————
NNYTGGCNSNGTGCCAAANNNNACAGST

09/05/08
Motif
mIC.JIICL T gggeécﬁg

RIVLO

TECCA

LMaF Mo1L%

T0ACA

SMbgET

b
N

T ACC
T

C

-

. myogenin_MO00S6

EASQEQIIT%IHT b CCA&&

AvZEbzcTAl

10_bp_m0tif_7 T e e e 6

10_hp_motif 7_rev

%QEQTCQCATQ%CCT ACA e

= - S—w—.
nnnnnnnnnnnnnn

Sforward reverse compliment
Name E value Alignment
CCTGGSANNG
MAZ_M00649 8.8708e-06 GGGAGGG
TGIF_M00418  1.1810e-05 CNNTSCCAGS
WNNTGACAGC

Motif

MAZ_M00649

* L = 2 =N

TGIF M43

iQQ CA _A
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Stamp Results

09/05/08

Lyt M00141

CNNTSCCAGG .
Lyf-1._MO00141 1.7915e-05 R——— ! TI A A
o= V. 9@ P -\
CCTGGSANNG o
BOXCPSAS1_3  6.0222¢-05 P : TCCC AC
CCTGGSANNG .
RIM101 2.3195e-04 CTTGGCA——— ST CCAA

10_bp_motif_pair_5

Name

FACB_MO00389

MAZ_M00649

Lyf-1_MO00141

Eve_M00629

MTF-1_MO00650

E value

4.1058e-05

8.7642¢-05

2.2747e-04

3.0981e-04

4.6558e-04

mmmmmmmmm

S-nmeweorDODO L

mmmmmmmmmmmmmmmmmmmmmmm

rrrrrrrrrrrr

reverse compliment

Alignment

SCTGGSANNGNSCWGWSCTGN————
ANNNGCNRNGMNAAAMNCTGCNNNN

NCAGSWCWGSNCNNTSCCAGS
——————————— CCCTCCC——-

NCAGSWCWGSNCNNTSCCAGS
———————————— YCTCCCAA-

SCTGGSANNGNSCWGWSCTGN
——————————— GCNGNSSWN-

SCTGGSANNGNSCWGWSCTGN
——GGGCCGNGTGCAN-——————

%FT Tr A cTTTT

Motif

. FACB_M003%

]

SiskiNeaz CAAETR=TLINEE A

g
Ha

. MAZ V00649
- = =N
. Lyt-1 M00141

)

i‘iTI A
o2 AN T IA

Ere_W00629

EL.JT‘QCEC&C

MTE-1_ M00630

A a ¢TCQC

= FV==_000

10_bp_motif_19

= P
mmmmmm

1A\
mmmmmmmmmmmmmmm
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Name

Ik-3_MO00088

dl

E2Ff oneSite

dl_MO00120

dl_MO00043

forward

E value

4.0042e-09

3.0991e-07

5.8588e-07

6.3839¢-07

5.3707e-06

Stamp Results

reverse compliment

Alignment

—CTGGGAAAAC—
NYNGGGAATACC

CTGGGAAAAC——
——NGGAAAAYCC

GTTTTCCCAG—
—TTTTCCCGCG

——GTTTTCCCAG
NGNTTITTCYC——

CTGGGAAAAC—
—NGGAAAAACC

09/05/08

Motif

T3 M000s3

AATACC

. AAAATCC

N E2Ff ousSite

IO

A0

o.M .

dLM00o3

160

Name

12_bp_modif 17

mmmmmmmm

forward

E value

ANAERO2CONSENSUS 1.8588e-07

HEB_MO00698

TAL1_MO00993

PE3ASPHYA3

7.9932e-06

1.8067e-05

1.8685e-05

muv—

12_bp_modf I7_rev

reverse compliment

Alignment

GCTGCTGGGAG
GCTGCT—————

GCTGCTGGGAG
—CAGCWGG———

—GCTGCTGGGAG
RNCAGNTGG——-

ACCGGCGCGGATGGGAGAGCCATGGGAGCTG

mmmmmmmmmmm

Motif

ANAFRO2CONSENSUS

ACCAGE

HEB _M006s3

(T

TALIL_M3

(CLCTE =
il
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Stamp Results

09/05/08

BOXCPSASI_3

GCTGCTGGGAG .
BOXCPSAS1_3 2.2854e-05 o GTGGGAG H CTCCCAC
10 bp_modf 13 10 bp it 13 rev
}A CTCC T }CCAA GA CT
10 bp motif 13 AMVTSTICSTST ST TTLa5 T T,
orward reverse compliment
Je p
Name E value Alignment Motif
~—-AGCTCCYTGG-—-————~

Olf-1_M00261 4.6381¢-06 NCMNNYTCCCNRGGGANTNGN

VSFIPVGRPI8  1.0736¢-05 S
LUN-1_M00480  1.6897¢-05 ;;;E;ﬁig?igg;gg
REST 2.1974e-05 S ——
alpha-CP1_MO00687 5.8885¢-05 A enmracor

ke
o C 1l

e c$ Aer TO

- TaAAVeAS Ca

VSFIPYGRPIS

LUN-1_MO%80

(=

N alpha-CPI_MO0GST

PR E

10_bp_naodif_pair_12_rev

—vamvrxwwov—wmvmwhwmg;

10_bp_motif _pair_12 } TCCA ¢ AL?G TTc AAACTCTA*C

reverse compliment

Name E value Alignment

Motif

62



MAZ_MO00649

IDE1THVIDS2

SFL1

Lyf-1_MO00141

c-Ets-1_MO00743

5.4899e-05

5.6658e-05

1.0766e-04

1.0823e-04

1.3911e-04

Stamp Results

CNNTSCCAGSNAGCTYCYTKG
CCCTCCC— e

CMARGRAGCTNSCTGGSANNG
GCAAGAAGCATGCTTGAT———

CNNTSCCAGSNAGCTYCYTKG
————————— GAAGCTTC—-—-

CNNTSCCAGSNAGCTYCYTKG
~YCTCCCAA-———————————

CNNTSCCAGSNAGCTYCYTKG
———————————— GCTTCCK--

09/05/08

MAZ_M00649

- .= =X

VIDS3
. IEIHVIDS?

bits

ot

GACCTTC

Lyt-L M00141

;:TI A A

cEts-|_ MOOT43

Alc

8_bp_motif 5

Name

XPF-1_M00684

SPIB

dTCF_M00362

GAGA_MO00723

Eve_M00629

8_bp_motif_3

3

[}

5 ‘t‘*\
L o

forward

E value

6.2916e-06

5.3064e-05

7.7097e-05

9.5163e-05

1.6344e-04

§_bp_motif 3 rev

\0an TTlCrerG

reverse compliment

Alignment

-TTGCICIG
GKTSNYCNG

TTGCTCTG
TTCCKST-

CAGAGCAA—-
AAGATCAAAG

TTGCTCTG——
TYNCKCTCWS

—CAGAGCAA
GCNGNSSWN

T

Motif

N XPE-1_M00G34

AC

A AC

‘2. GCAA

ATCF_ V0362

[
) A

-

)
N GAGA_MO0TS3

%chA g A

=]

A
Ere M00G20
-
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Stamp Results 09/05/08
’ 8_bp_motif_pair 15 ) 8§ bp_motif_pair_I5_rev
8_bp_motif_pair_15 m A cg . CA CAAA %I-i e CTCT :
forward reverse compliment
Name E value Alignment Motif
HEB MO0G08 L6251e-04 CAGAGCNNNNCAGCARR .
- I CAGCWGG : A
. o
LMAF_M01139 2.6943¢-04 Y TOCTONINNGCTETE : T
- ’ ~CTGCTGAS———————~— ’
=V _N - . L~
s . fadR
——CAGAGCNNNNCAGCARR .
fadR 4.0132¢-04 WANWNRTCNGACCAGYT—~— ) C AE T TT
AVl cAlATIECRAzA2
CP2-LBP-1¢-LSF_M00947 5.5934¢-04 ~CAGAGCNNNNCAGCARR CT c
CNRGNNNNANCCAG———-— T
AT e = EIC
SMb20537 1.1700-03 ——YYTGCTGNNNNGCTCTG-

TTCTTGCAAATTTGCATTGT

e

8_bp_motif pair_16

8_bp_motif_pair 16

EAA (o (0]

mmmmmmmmm

forward
Name E value
SMb20537 6.1242e-05
SBOXATRBCS 2.3164e-04

ol g;tIL_L /{ie]

T e N

reverse compliment

Alignment

——CTTGGAGGNYKGCYYTG—
TTCTTGCAAATTTGCATTGT

CTTGGAGGNYKGCYYTG
--TGGAGGTG-——-——-

Motif

SMBASYT

AT

SBOXATRBCS

CACCTOCA
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Stamp Results 09/05/08
CTTGGAGGNYKGCYYTG— .
PR2GCNT 8.0193e-04 77 CGCGGOTYTTA H
. A
CTTGGAGGNYKGCYYTG .
E2F-1_MO00430 1.0160e-03 TTSGOGG H C
N Cc— <
CTTGGAGGNYKGCYYTG— .
ERE 1.5300e-03 "~ GGCGGCTCTTA H c c
. 12_hp_motif 3 . 12_hp_motif §_rev
.. s CA b T ACc <(
12_bp_nunﬂL5 AT AN TV 1SS T Rass
orward reverse compliment
fe p
Name E value Alignment Motif
. QELEMENTZMZMI13
QELEMENTZMZMI13 4.1080e-07 TEMCCTEMECWG
TGACCT——————
E2A_MO00973 4.7104¢-06 TEMCCTGHMCCNG A CT
——ANCTGNY———
=3 4 — =
CWGGKCAGGKCA—— .
L1DCPALI1 8.8197e-05 o GGGTAGGTGAAT H TT
XBP-1_M00251 1.7425¢-04 ~CWEGKCAGGRCA=~~
NWNNNMCACGTCANCN A
e L) 551;§§§E1TI
—TGMCCTGMCCWG .
bZIP911_MO00358 1.7861e-04 RTGACGTGECC— — H Cc
A AY
12_bp_motif_pair 17 12_bp_modif_pair_17_rev

12_bp_meotif_pair_17 °

b3

il il

rrrrrrrrrrrrrrrr

2AYGA Ve
FrinTno "WoOrAMNTRNONROORNBEY

rrrrrrrrrrrrrrrr
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Name

rhaS

RIM101

Name

SMAD4_MO00733

forward

E value

1.4426e-06

PPARgamma-RXRalpha,_M00515 2.1745e-06

CAC-binding_MO00720

GBF_MO00633

PPARG

8.4158e-06

9.5902e-06

9.9465e-06

Stamp Results

reverse compliment

Alignment

GGSTGGGGSWGGNTGMCCTGCCCWG

CWGGGCAGGKCANCCWSCCCCASCC
——AANTAGGTCACNGTGACCTAST-

CWGGGCAGGKCANCCWSCCCCASCC— |
—————— CCCASCCY

GGSTGGGGSWGGNTGMCCTGCCCWG
———TNGGGGTN-—————————————

CWGGGCAGGKCANCCWSCCCCASCC
———ANTRGGTCACNNTGACCTAN—-—

i

lgATECA

H JA%

(M

-— VA

09/05/08

Motif

SMADY_M00733

gCA el

PPARgammaRXRalphs, MOSI3

T=AA

CAC-biuding MOOTH

-

0

GBF_Mo0g33

X

8_bp_motif pair_5 -

E value

3.3835e-07

1.9865e-05

PSREGIONZMZM13 3.6899¢-05

RFX1

1.2147e-04

2

YTGCYCTGNSWGCCMRG

el Wil Tl el

mmmmmmmmmmmmmmm

° R

mmmmmmmmm

nnnnnnnn

reverse compliment

Alignment

CYKGGCWSNCAG
CTIGGCA-—————

RGCAR

TTTGTCTGGCTGCCCGTAGAAATAGTGGCCGA

—YTGCYCTGNSWGCCMRG
GTTNCCATGRCAAC————

CYKGGCWSNCAGRGCAR——— |
MCYTTCKCSTKWYKSMSMSGWWRWYGRKYYAYTGGCAAYCASGGMAWKAW

Motif

ﬂ | H AH “A Aﬁ% AMECTJCSAH

RIMI01

TCOCAL

PSREGIONZMZML3

gl i

REX1

66
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Stamp Results 09/05/08

TGIE_ V418

TGIF_M00418 1.9063¢-04 TIGCYCTGNSWECCHRG CA
———WNNTGACAGC———-
’ 8_bp_motif_pair: 13 : 8 bp_motif_pair_I3_rev
VRN [ i
8_bp_m0tif_pair_13 R R :ee s(e:% LECYTYLY Sy rETreT
forward reverse compliment
Name E value Alignment Motif
- QELEMENTZMZMI3
QELEMENTZMZMI3 1.0747¢-06 AGGTCASNCAGRGCHMR A T
AGGTCA-—-——————~
YKGCYCTGNSTGACCT-————————————————
PSREGIONZMZM1 . - .
SREGION 3 55893605ITTGTCTGGCTGCCCGTAGAAATAGTGGCCGA Aa “ A “&MA

-
- WBOXNICHN

YKGCYCTGNSTGACCT N
WBOXNTCHN48 ~ 1.1324e-04 =~ 7770 Cromcy. CT ACE

YKGCYCTGNSTGACCT--
ESR1 1.2763e-04 S
NNGGYCANNGTGACCTNN
CCA TCACCAT A
MYB1_twoSite 1.6552¢-04 TRECYCTGNSTGACCT %
-———YCTAACTGM--- Ei
12_hp_motif 6 12_hp_motif 6_rev
CA QA CA CT Tc cCT
12_bp_m0tlf_6 YyorasAdASYTY  VATET ] TiTSTI Y
forward reverse compliment
Name E value Alignment Motif
MarR _ec 1.5630e-06 CTGRYTONYCIG ~— ===~ A A H M A
AATGGTTGCCCNGGCAAGTAAT
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Stamp Results 09/05/08

PSREGIONZMZMI3

PSREGIONZMZMI3 6.8940e-06 TCGGCCACTATTTCTACGGGCAGCCAGACAAA ©

-

~—CTGKYTGNYCTG )
SMAD4_M00733 2.2637e-05 RENTGKCTCNMY SN i A CT
VICAT'r c
~—CTGKYTGNYCTG— .
Poly_MO00317 2.7338e-05 NNSTGTKTNYYMWTN i T T T
,C TCCT
Kvent-1_M004d5
Xvent-1_M00445  6.7518e-05 e . A
~~RSRC G CT Tch
) 13 bp_modif_paic_L6_rev
) 12_bp_motif_pair_L6
‘ ¢ Cﬂ
. . CA A&AA&CA CC$CCQCCACCQ “Tscl:‘;ﬁTCIECIHTq 14
12_bp_motif_pair_16 =55t
forward .
reverse compliment
Name E value Alignment Motif
- CAGRNCARMCAGNCCWGCCCCASCC— .
CAC-binding_M00720 6.8703e-06 ~ ~ ~— — ~ "~ "~ CCCASCOY A T
e CA L &=
GGSTGGGGCWGGNCTGKYTGNYCTG .
GBF_MO00633 L038Se-05  CTC e :
N =AV =
Alfinl MOO479 43747005 ~—~ CGSTGGGGCWGGNCTGKYTGNYCTG
- ' NRNRNGTGGGGNNK—————————————— ’ A A
RREBI 1301704  ~GGSTGGGGCWGGNCTGKYTGNYCTG
' NGKKKGKGGGTGKTTTGGGG—————— “Q Ac CC e 0
AA1A
~——GGSTGGGGCWGGNCTGKYTGNYCTG .
Bel-1_M00312 34916e-04 ) NCTGCTGAYRCWGMGNKNACTNY CNM- EA& C (7 d
. L 2ATW I [F *ngAizéTA;T-éé
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Stamp Results

12bp_aiit 3

wwwwwwwwwwww

12_bp_motif_3

Sforward
Name E value
TFAP2A 2.3702e-06
EBF_MO00977 6.5711e-06

AMMORESVDCRNIAT 1.6370e-05

RNFG20S

3.9118e-05

MNF1ZMPPC1 6.8460e-05

TGCCCTGGGGCA
———CCAGGGGCACACTGG

12_hp_motif 3 rev

ATACCCA CA T CCCT 1VG IQA

wwwwwwwwwwww

reverse compliment

Alignment

TGCCCCAGGGCA
——SCNNNNGGC-

TGCCCCAGGGCA
——NCYCWRGGGA

TGCCCCAGGGCA
—-——CCCGGGGCC

—TGCCCTGGGGCA
GTGCCCTT—————

09/05/08

1N
CAXAVA

AMMORESVDCRNIAL
RSEGIOS

MNFIZMPEC]

GTCO0CTT

12_bp_motif_pair_L5

b2
21

: LQCQCA <l CC%

12_bp_motif_pair_18 === Siiirribiiraih

Name E value

AMMORESVDCRNIAT1 6.4637e-05

RNFG20S 7.4941e-05

7C$ ¢

HE
[

) 12_bp_modif_pair_L8 rev

reverse compliment

Alignment

TGCCYCAGGGCANCCAGRGGNCWGS
CCCGGGGCC———

TGCCYCAGGGCANCCAGRGGNCWGS
———CCAGGGGCACACTGG

C I

mmmmmmmmmmmmmmmmmmmmmmmmm
NNNNNNNNNNNNNNNN

Motif

AMMORESVDCRNIAL

RNEG20S
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Stamp Results 09/05/08

TEAP2A

TGCCYCAGGGCANCCAGRGGNCWGS

TFAP2A 9.7120e-05 S ONNNNGGC o £
TGCCYCAGGGCANCCAGRGGNCWGS .
EBF_MO00977 2.3643e-04 NCYCHRGGGA H 1—r A
N CAAAVI=
GRAZMRABI17 3 23976-04 SCWGNCCYCTGGNTGCCCTGRGGCA n
—————— CACTGGCCGCCC———————
10_bp_nuodif 17 N 10_bp_modf I7_rev
A MM a2l LT
10 bp motif 17 SRS A .TT‘rmon¥g
forward reverse compliment
Name E value Alignment Motif
ANANARMCTG ;
orh 6.7987¢-07 NRAACCAC CT T .
AT Lo CTAC

ICSEP_ MO0G%

ICSBP_M00699 1.7047¢-05 CAGKYTNINT- 5
CAGTTTCAYTT AT
<A

~CAGKYTNTNT-—-— .
GARE2 1.1682e-04 CCRGANTYTGTTAY i )\
VA C
B o m
HSF MOOI6S 27491004 CAGKYTNTNT N AA AA Tc
NGAANNTTCNNTTC
A 1ivE
: I
________ CAGKYTNTNT——=——————————————— 4
rpoE 375304 N T TNNTCAGANTGINTTTTTATCCTNAAGTTCCG M Ll AM M
Tl Tcie CeoR | WIAIgRCTEER

12_bp_modif_10 12_bp_modf_10_rev

o orllelle Bt e

mmmmmmmmmmmmmmmmmmmmmmmm

12_bp_motif_10
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Name

SORLIP1

ERE

EREGCC

SMAD4_MO00733

CRZ1

forward

E value

3.9455e-07

4.4235e-06

4.4235e-06

1.4433e-05

1.9905e-05

Stamp Results

reverse compliment

Alignment

GCAGAGCCACNY
————AGCCAC—-—

RNGTGGCTICTGC
-GGCGGCTCTTA

RNGTGGCTCTGC
—-GGCGGCTCTTA

RNGTGGCTCTGC—-
RGNTGKCTGNMYSN

GCAGAGCCACNY
———CAGCCWC—--

09/05/08

Motif

. SORLIPI

ACC

‘.

: EREGCC

[ |

TCATTCA T QC

>

I

12_bp_motif_pair_ 9

Name

E value

CAC-binding_M00720 8.4158e-06

GBF_MO00633

SORLIP1

Alfin1_MO00479

9.5902e-06

2.6696e-05

8.3938e-05

v—vamwr\mmurnmvnwr\mmuv—wmv’m'

NNNNNNNNNNNNN

mmmmmmmmmmmmmmmmmmmmmmmmm
————————————————

reverse compliment

Alignment

CCWSCCCCASCCNRNSTGGCTCTGC

GCAGAGCCASNYNGGSTGGGGSWGG
———————————————— TNGGGGTN-

CCWSCCCCASCCNRNSTGGCTCTGC
——————————————— GTGGCT-——-

CCWSCCCCASCCNRNSTGGCTCTGC
—MNNCCCCACNYNYN—-—————————

A |

Motif

CAC-binding MOUT20

He A T

0

m—I—C:A

GBE_Mo0633

-

"

SORLIPL

>

AcC

<

Alinl_Mo0d79

w

g
i
A A
2 e
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Roaz

Stamp Results

GCAGAGCCASNYNGGSTGGGGSWGG

1.0029e-04

09/05/08

. Roaz

iécgé %&A TTEQ

>

6_bp_motif 11 A .

6_bp_motif 11

forward
Name E value
HEB_MO00698 7.5905e-09
AP-4 M00176 4.1156e-08
LBP-1_M00644 1.1346e-07
LUN-1_MO00480  2.3287e-07 ;;
TAL1_MO00993 7.7875e-07

6_bp_motif. 11_rev

CCAGCT

reverse compliment

Alignment

—-AGCTGG
CAGCWGG

—CCAGCT——
NNCAGCTGN

CCAGCT
SCAGCN

——————— AGCTGG-
CCAAAGTAGCTGGG

———AGCTGG
RNCAGNTGG

Motif

»~ HEB_M00§%3

iCC% CT

AP4_MO0LTE

O,

LBP.1_M00G644

(Tee

Wil
QLT

TALL V0S92
-

b
e
A
.
b

6_bp_motif pair_11

Name

AtMYB-84_MO00970 2.9

uuuuuuuuuuuuu

E value

306e-07

6_bp_motif_pair_11_rey

uuuuuuuuuuuuu

reverse compliment

Alignment

NCGGGNNAGCTGG
—GGNGGTAGGTGS

Motif

ArMYB-81_M009T0

r
4
A= e Nl =]

72



AtMYBg4 1.0492e-06

HEB_MO00698 2.4358e-05

TAL1_MO00993 2.8594e-05

LBP-1_M00644 4.5927e-05

Stamp Results 09/05/08

ADYBY

NCGGGNNAGCTGG .
NGGNGGTAGGTGS ’ A
e C A= = <

HEB_M006%3

NCGGGNNAGCTGG N
—————— CAGCWGG : A
N T

TALL M®3

NCGGGNNAGCTGG )
————RNCAGNTGG v - 73

LBP-1 M0

CCAGCTNNCCCGN . CT
SCAGCN——————— ’ C
=3 L=

6_bp_motif_pair_12 6_hp_motif_paic_12_rev

I

6_bp_m0tif_pair_12 PR e ¥ e Toar Fr RN e ow T

forward reverse compliment

Name E value

LEGUMINBOXLEGAS 2.6417e-06

LUN-1_MO00480 1.7387e-05
AhR_MO00139 2.3348e-05
HEB_MO00698 2.4358e-05
PE3ASPHYA3 3.4402e-05

Alignment Motif

LEGUMDNBOXLEGAS

———————— CCAGCTNGCCTGG-——---=
GACATTCTKCAGYWTGCATGGCTATGGA IA 2

LUN-L_MO080

~—CCAGGCNAGCTGG— .
TCCCAAAGTAGCTGGG : c

L 1=A

|
i

AbR MOI®

~—CCAGGCNAGCTGG- - 5
TSTCACGCNASNYNGRG Ccc C A
T AGl_ A

CCAGGCNAGCTGG 5

—————— CAGCWGG : A

B
CCAGCTNGCCTGG-—————————————————— )
~CAGCTCCCATGGCTCTCCCATCCGCGCCGGT
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Stamp Results 09/05/08

8_bp_motifT L 8_bp_motif 7 rev
8_bp_motif 7 g A C T*
forward reverse compliment
Name E value Alignment Motif
AP-4_M00927  2.0371e-09 CeAGCTGT
RCAGCTGN A C
. ACAGCTGC ,
myogenin_MO00712 2.5841e-09 CCASCTGN & C T
= —.—C
~—GCAGCTGT-- ,
NHLHI 5.2790e-08 e i A C
. AT Cy_
N LBP-1_M0d64
GCAGCTGT .
LBP-1_MO00644 6.2764e-08 SCAGON—— : e C
= .
~GCAGCTGT w
TAL1_MO00993 1.4780e-07 RNCAGNTGG : a T
. = _C
) §_bp_motif_pair: 10 ) 8 bp_motif_pair_10._rev
oo b T el
8_bp_motif _pair_10 -¥¢...¥ 162850 A e CAYYYCSY
forward reverse compliment
Name E value Alignment Motif
. GCAGCTGINSWGCCMRG .
myogenin_MO00712 6.4628e-07 NCAGSTGo e o C T
= =
AP-4_M00927  2.5859%-06 CEACCTCTNSWECCHRG
- ' RCAGCTGN-———————~ ’ C A o

74



Stamp Results

LBP-1_M00644  2.8269¢-06 CCAGCTGINSWGCCMRG
SCAGCN———————————
RIM101 5 3733606 GCAGCTGTNSWGCCMRG
—————————— TGCCAAG
GCAGCTGTINSWGCCMRG
HEB_M00698  6.4936e-05 SOOI oTNSWECMRG

09/05/08

LBP-1_M00G644

P CTTC

RIVLO

TECOAA

HEB M0063%3

(T

’ 8_bp_motif_pair 12 8§ bp_motif_pair_12. rev

il okt s, o1l

8_bp_m0tif_pair_12 A RS s N S S R AR S R A R

forward reverse compliment
Name E value Alignment

fadR 8 37660-07 GCAGCTGKNCTGMCCTN——
’ ——ARCTGGTCNGAYNWNTW

. GCAGCTGKNCTGMCCTN

myogenin_MO00712 9.8346e-07 NCAGSTGo oo —

GCAGCTGKNCTGMCCTN

AP-4_M00927 3.2181e-06 ROAGCTCN e

LBP-1_MO00644 4.1196¢-06 CCAGCTGRNCTGHCCTH

SCAGCN-————=—————~

GCAGCTGKNCTGMCCTN

QELEMENTZMZMI3 1.0424e-05 ~ ~~ ~ ~°~ TOACCT

Motif

. falR

wlsle T,

myogenin_MOOT12

réCA—-—g
b

AP4 M0927

LA 4

' Calc

ST

0

LBP-1_M00G644

P CTTC

QELEMENTZMZMI3

AGETCH

10_hp_motif 3 10_hp_motif §_rev

10_bp_meotif 5 °

 OalerCrte *Cala Lyl

wwwwwwwwwwwwwwwwwwww
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Name

Eve_M00629

Dde_M00304

Sry-beta_MO00666

SMb20667

D4GMAUX28

forward

E value

2.5169e-06

2.4450e-05

3.5655e-05

5.0651e-05

6.2154e-05

Stamp Results

reverse compliment

Alignment

SCWGWGCTGN
GCNGNSSWN—

NCAGCWCWGS—
—-——GCTCAGCC

NCAGCWCWGS
GCATCWCT—-

GGTTGGCAGCGCTGCCAAAA

NCAGCWCWGS
ACAGCACTA-

%*T A

09/05/08

Motif

Ere_W00629

-:TC (a0

Dde_MOON

c|Ca

Sty-heta MOG66

Cc

mAﬁ—

,TA A

N SMb266T

AACC

THGMAUK28

THCTTET

10_bp_motif_pair_8

Name

Eve_M00629

Myt

Dde_M00304

Sry-beta_M00666

E value

1.8556e-04

5.1490e-04

6.8358e-04

9.3272e-04

it

10_hp_motif_pair_§

mmmmmmmmmmmmmmmmmmmmm

10_bp_motif_pair 8. rev

e M Tk, ek,

raPTOONDAD - NKYWORDD QT

___________________

reverse compliment

Alignment

TGRNNKCAGNNSCWGWGCTGN
——————————— GCNGNS SWN-

NCAGCWCWGSNNCTGMNNYCA
—————— CAGCAGYTGCYK———

NCAGCWCWGSNNCTGMNNYCA
---GCTCAGCC————-———--

NCAGCWCWGSNNCTGMNNYCA
GCATCWCT—-————————————

Motif

Eve_W00629

e
%CA CA CT CT

Dde_MOON

o|CalCe

Sty-heta_MO0G66

k(T

76
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LBP-1_M00644

1.2135e-03

Stamp Results

NCAGCWCWGSNNCTGMNNYCA
SCAGCN-——————————————

09/05/08

LBP-1_M00G644

P CTTC

¥

1

10_bp_motif_pair_14 -

10_bp_naotif_pait 14

SC4 CIC%CS

mmmmmmmmmmm

forward

Name E value

Eve_MO00629 2.2152e-04
HEB_MO00698 3.6926e-04
Dde_MO00304 8.2179e-04
CDC5_MO00361  9.5759e-04
LBP-1_M00644  1.2875e-03

10_bp_modif_pair_L4_rev

mmmmmmmm
——————————

reverse compliment

Alignment

YTCCWGYYTGNNCWGWSCTGN
——————————— GCNGNSSWN-

NCAGSWCWGNNCARRCWGGAR
———————————— CAGCWGG--

YTCCWGYYTGNNCWGWSCTGN
—————————— GGCTGAGC——-

YTCCWGYYTGNNCWGWSCTGN
———————— NSCGCTGAGS———

YTCCWGYYTGNNCWGWSCTGN
~—SCAGCN-————————————

Motif

Eve_W00629

i‘Acc C
=T <C=VET

HEB_M006s3

LT

Dde_MOON

e[ CaCo

o ——

CDC3_Mo0%L

Tkt

LBP-1_M00G644

P CTTC

T

12_bp_modif_13

12_bp_modf_13_rev

12_bp_motif 13 }QQA CTc’I"EQ g]IYQIACCTT

mmmmmmmmm

Name

forward

E value

mmmmmmmmm

reverse compliment

Alignment

Motif
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Stamp Results 09/05/08

. b2IPLL_L

TGSWGACCTGG—-— .
bZIP911_1 3.6010e-07 ek : A Cc
VA
QELEMENTZMZMI3
QELEMENTZMZMI3 4.7185¢-07 CCAGGICWSCA A TC A
——AGGTCA——-—
——CCAGGTCWSCA .
bZIP911 5.9518¢-07 IO ; A A T
TraAa
Pax-6 MOKN
Pax-6_M00979 8.1651e-07 CCAGGTCWSCA 5
KAGTTCCAGGTCA——— AC

HBP-1a M009%

HBP-1a_MO00936 8.7844¢-07 CCAGGICWSCA 5 AC TCA
NCACGTCAS—— _C

§_bp_mtif_ 10 §_bp_motif_10_rev

T0ACaca CTCcT A

8_bp_motif 10

Sforward reverse compliment
Name E value Alignment Motif
—~TCAGCAGA ,
LMAF_MO01139 4.8101e-10 STCAGCAG— 3 CA CA
,szz\
~TCTGCTGA-————————=———————— .
Bel-1_MO0312 8:3563¢-06 NCTGCTGAYRCWGMGNKNACTNYCNM A‘C'[ A C C'[ Cc
YA ¥ TATAégT T T

oS 1.1
. ANAFRO2CONSENSTS

ANAERO2CONSENSUS 1.9611¢-05 TCTGCTGA A C A C
GCTGCT—-

N D2IP9L0 MN33T

~-—TCAGCAGA .
bZIP910_MO00357 2.8962e-05 ACGTCAGCAYS i

QAA

HEB Moogs3

TCAGCAGA
HEB_M00698 3.9071e-05 i p— CCA CT
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Stamp Results

09/05/08

8 p_no.paie_13

el hoks 5T S0

8_bp_motif pair_18 ~+.<* ey r ey

8§ bp_motif_pair_I8._rey

mmmmmmmmmmmmmmm

forward reverse compliment
Name E value Alignment Motif
Bel-1_M00312  6.8351e09 L CoTCANGEAGETGI-—-— -~~~
ANCTGCTGAYRCWGMGNKNACTNYCNM Cc
YA G TATA,A:J ATA o éé
LMAF_MO1139  6.8033¢-07 ACAGCTGCNTCAGCAGA i C A C A
———————— STCAGCAG-
mE;ﬁ;
TCTGCTGANGCAGCTGT
E2A_M00804 8.9024e-07  NMNGNGNCAGGTG— ACCT g .
AZa ) U I
. ACAGCTGCNTCAGCAGA .
myogenin_MO00712 9.3465e-07 CASCTON——— H T
- —— <=
ACAGCTGCNTCAGCAGA .
LBP-1_M00644 1.1528e-06  NGCTGS oo : ~ C
= u
N 10_bp_nodif L5 10_bp_modf_15_rev
10_bp_m0tlf_15 R I i e P ‘F e e -
forward reverse compliment
Name E value Alignment Motif
SMAD4_MO00733  6.8940e-06 T TGICTECNKC
RGNTGKCTGNMYSN CT
vICATT c
ARE 1.9934e-04 GHMNGCAGACA T TCTC
————GAGACA
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ARF1

ARFAT

1.9934e-04

1.9934e-04

bZIP910_MO00357 2.4184e-04

Stamp Results

GMNGCAGACA
————GAGACA

GMNGCAGACA
————GAGACA

—TGTCTGCNKC
ACGTCAGCAYS

bits

09/05/08

T
TCICTC

D2IP9L0 MN33T

0

E=-c-l 4

2

21

10_bp_motif_pair_17 -

10_by_mod.paie_ 17

i

mmmmmmmmmmmm

Name E value

MAZ_MO00649  5.4899e-05
EBF_MO00977 6.1580e-05
Lyf-1_M00141 1.0823e-04
DEC_MO00997 2.7212e-04
BOXCPSAS1_3 4.7401e-04

10_bp_naodif_pair_17_rev

Tadadhdlid,

bl T

mmmmmmmmm
—————————

reverse compliment

Alignment

CNNTSCCAGSNGMNGCAGAMA
CCCTCCC— e

TKTCTGCNKCNSCTGGSANNG
———————— TCCCYWGRGN-——

CNNTSCCAGSNGMNGCAGAMA
~YCTCCCAA————————————

TKTCTGCNKCNSCTGGSANNG
————— NNNTCACNTGNN————

TKTCTGCNKCNSCTGGSANNG
———————————— GTGGGAG-—

-qumorxmuo—wmqmmy\mmg;

Motif

MAZ_M00649

R =P

EBF 00977

. CCCCAAA A

Lyf-1_M00141

BOXCPSASI_3

CTeCoAC

12_bp_modif 20

12_bp_modf 20_rev

12-bpmofit-20 } CAA CAAA }TTT cTcTT Cc

mmmmmmmmmmmm

mmmmmmmmmmmm

80



Name

sna

Sn_MO00060

RAV1-B

RAVI1BAT

RNFG20S

forward

E value

3.2668e-05

4.3877e-05

4.6503e-05

4.6503e-05

5.7789¢e-05

Stamp Results

reverse compliment

Alignment

TTTGCWYCTGSC
————CACCTG——

TTTGCWYCTGSC—
—NKRCACCTGTYN

TTTGCWYCTGSC
————CACCTG——

TTTGCWYCTGSC
————CACCTG——

GSCAGRWGCAAA————

—CCAGGGGCACACTGG

bite

09/05/08

Motif

CAGCTG

S _MO00d0

- A

N RAVIB

CACCT:

N RAVIBAT

CACCT

>

A

-

10_bp_motif_6

Name

Barbie_ M00238

HEB_MO00698

RBENTGA3

LBP-1_M00644

. 10 bp_wiit 6

10_hp_motif 6_rev

vaa_Lalcaa TICCIucTT

wwwwwwww

2.9175e-05

3.0153e-05

3.7070e-05

1.7282e-04

I

reverse compliment

Alignment

—-YTCCWGYYTG———
CMNNCNSCTTTNNN

CARRCWGGAR
—CAGCWGG—-

——CARRCWGGAR
TCCAAGTTGGA-

YTCCWGYYTG
——SCAGCN——

wwwwwwwwww

QLT

Motif

i 3
»~ Barhie M00138

ITA T =

HEB_M006s3

RBENTGA3

TITT:A

LBP-1_M00G644

== -
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Stamp Results 09/05/08

KAISO_MO1119

KAISO_MO1119  2.7966e-04 CARRCWGGAR TCCT C A
NTNGCAGGA-
: 10_bp_modif_pair_L6_rev
) 10_bp_nwotif_pait_L6
i b A
10_bp_motif_pair_16 - ¥*=.2%=. 164000, T A
forward .
reverse compliment
Name E value Alignment Motif
TFAP2A 9.5223¢-05 SCCTGRGGNNCARRCWGGAR 5
SCNNNNGGC———————————
: AE{AIIM,MUIME S
AP-2alphaA_MO1045 4.4591e-04 ~___oCC TGRGGNNCARRCWGGAR
NNNSCCTNAGGCNN—-———————— T A
. = Ce=cn Cz:g
SCCTGRGGNNCARRCWGGAR
HEB_M .8862e-04 i
_MO00698 5.8862e-04 T CAGCHGG—— A CT
. T
SCCTGRGGNNCARRCWGGAR .
RNFG20S 6.8632¢-04 CCAGGGGCACACTGG———— :
i AP-2alpha MOM6Y
AP-2alpha_MO0469  1.7270¢-03 SCCTGRGGNNCARRCHGGAR
SCNNNNGG———————=———~
) 10_bp_nodif_pair_10_rev
) 10_by_modif pair_ 10
. . C&AACQ CAA CTCCCCCICC n_%ée%e%‘?%?:cﬁ:gz AF%CT
10_bp_motif_pair_10 <580 2wttt
forward .
reverse compliment
Name E value Alignment Motif
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Stamp Results 09/05/08

MAZ_M00649

CARGCWGGARNCTNCCCCTCC—

MAZ_MO00649 00365¢-05 R CCWEGARNCING .
y T = VA
SMAD4_MO00733  2.3887¢-04 COACCOCNARNYTCONECTTE
——NSRKNCAGMCANCY————— CT
~eirsCh
————— GGAGGGGNAGNYTCCWGCYTG .
UFIH3BETA_MO1068 2.8318¢-04 SRS CosRACKYTCENECHTS 1

HEB Moogs3

HEB_ M00698 5 8854604 GGAGGGGNAGNYTCCWGCYTG . CC CT
————————————— CCWGCTG- A

MAF_M00648

MAF_ MO00648 8 3733604 CARGCWGGARNCTNCCCCTCC
————— NSNMMACTTCCYYCN- A T Cr

AAGA

10_bp_motif_pair_L8 rev

10_bp_motif_pair_ 18 HYCERYIYCEG SEenCyile
reverse compliment

Name E value Alignment Motif

MAZ_M00649

MAZ, M00649 6.1165¢-05 CMRNCWGSRRNNNNTSCCAGS :

——————————— cccTccC-—-
- e ==
. Lyt-1 V00141
CMRNCWGSRRNNNNTSCCAGS
Lyf-1_MO00141 1.1725e-04 H
———————————— YCTCCCAA- TI A
N
]
, ~SCTGGSANNNNYYSCWGNYKG
YcjW_EC 2.7920e-04 i
WMNTGGKAGCGSTCCCAYRA—— .
,CTA 4
N SAVINY
]
CMRNCWGSRRNNNNTSCCAGS—
SAV1329 4.4751e-04 e
~~NACTGTGAGCGCTCACAGTA i A
AT
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BOXCPSAS1_3

Stamp Results

SCTGGSANNNNYYSCWGNYKG
~GTGGGAG—————————————

5.0975e-04

09/05/08

X 3
. BOXCPSASI3

CTCCCAC

8_bp_motif 13

Name

Nrf-2_MO00108

GABPA

NODCON2GM

8_bp_matif 13

CCT

forward

E value

2.4532e-08

8.2304e-08

2.0622e-06

OSE2ROOTNODULE 2.0622¢-06

IXR1

2.3075e-05

T%Ci

8_bp_motif_ 13 rev

AAGAL

reverse compliment

Alignment

——GGAAGAGG
CCGGAAGNS—

———GGAAGAGG
ACCGGAAGNS—

GGAAGAGG
——AAGAG—

GGAAGAGG
——AAGAG-

————— GGAAGAGG—-
AARCCGKAAGCGGTG

Motif

Nef-2_M00108

AN

GABPA

%Acc A

NODCON2GM

CTCTT

(OSE2ROOTNODULE

CTCTT

IRI

%AAAc MG

TSAAAZGTIVALGT

8_bp_motif pair_7

Name

Nrf-2_MO00108

mmmmmmmmmmmmm

NP e e Npan -8 n B 0K

forward reverse compliment
E value Alignment
——GGAAGAGGNSCNNCAGG
5.5746e-05
CCGGAAGNS——————————

Motif

Nef-2_M00108

oSHTAN.

84



ABRECE3ZMRAB28 5.8515e-05

NODCON2GM

6.5958e-05

OSE2ROOTNODULE 6.5958e-05

ERE 1.5383e-04

Stamp Results

GGAAGAGGNSCNNCAGG
—-GAGGAGGCGCGT———-

GGAAGAGGNSCNNCAGG

CCTGNNGSNCCTCTTCC
————— GGCGGCTCTTA-

09/05/08

ABRECEZMRABIS

CTCIT

NODCON2GM

(OSFAROOTNODULE

CTCTT
Wi

-

8_p_motif_ paic 19

selire (e

8_bp_motif pair_19 5.t

Name E value

myogenin_MO00712  6.7044e-07

AP-4_M00927

1.7800e-06

LBP-1_M00644

4.1953e-06

ABRECE3ZMRAB28 1.5908e-05

Nrf-2_M00108 4.5578e-05

T
nnnnn

8 hp_motif_paic_19._rev

reverse compliment

Alignment

ACAGCTGCNCCTCTTCC
~CASCTGN-————————

GGAAGAGGNGCAGCTGT
————————— RCAGCTGN

GGAAGAGGNGCAGCTGT
————————— SCAGCN--

GGAAGAGGNGCAGCTGT
—GAGGAGGCGCGT————

ACAGCTGCNCCTCTTCC—-
—————————— SNCTTCCGG

c J ool CACTT

mmmmmmmmmmmmmmmm

Motif

2
. myogenin_MOOT12

Rl

AP4 M0927

CACQ

ST _N

LBP-1_M00G644

_._

ABRECE3ZMRABIS

%AC B

Nef-2 M00108

="

85



Stamp Results 09/05/08
. 10_hp_motif 9 . 10_hp_motif 9 _rev
.. Cr CCccch UcAcclGea
lﬂ_bp_Inonf_Q e e e w8 e N
Sforward reverse compliment
Name E value Alignment Motif
CTGCCCCTCC————— .
UFIH3BETA_MO01068 3.9237e-08  GCCCCTOCCCCRE T A Q
,TC TA
—GGAGGGGCAG
MAZ_MO00649 2.4440e-06 CCOACCO—— w A
R PN
. CTGCCCCTCC———— .
Alfin1_MO00479 2.1940e-05 MNNCCCCACNYNYN i .
A e — B I
N MZEL Moo
CTGCCCCTCC—-- .
MZF1_MO00084 2.7952e-05 TTNCCCCTONNN { A A
mxezT I—-—QIETé
GGAGGGGCAG————— .
RNFG20S 6.3639¢-05 CCAGGGGCACACTGG H
oo Tl Mol Tk bt
10_bp_motif pair 9 e IRV NN sl e%é%%?%‘;%?
forward reverse compliment
Name E value Alignment Motif
TGRNNKSAGNNGGAGGGGCAG .
UFIH3BETA_MO01068 1.9055¢-07 ~  ~ " CYGGGGOAGGEGC—— Mo A Q
TC TA
CTGCCCCTCCNNCTSMNNYCA .
MAZ_M00649 7.7234e-05 e CCTOCC !
R e
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Stamp Results 09/05/08
TFII-1_M00706 5.3432¢-04 TERNNKSACNNGGAGCEECAG
———————— GANGKAGG-————
. e nlll |}
Alfinl_M00479 8.9603¢-04 CIGCCCCTCCNNCTSMNNYCA
MNNCCCCACNYNYN——————— A A
a2 B VIVEEE T
MNF1ZMPPC1 1.4984¢-03 TGRNNKSAGNNGGAGGGGCAG . T CCCTT
————————————— AAGGGCAC

. To
10_bp_m0tif_pair_1 mmmmmmmmm Trawiesreegg

Name

PE3ASPHYA3

SMb20667

MAZ_M00649

UF1H3BETA_MO01068 2.5424e-04

Eve_M00629

—qumor\mua-‘wmqmonm?ﬁ;

forward reverse compliment
E value Alignment Motif
. PE3ASPHYA3
————————— A NAGNSCTGGSANNS-—
8.9793¢-06 GGAGGGGNAGNSCTGGS S N
ACCGGCGCGGATGGGAGAGCCATGGGAGCTG
: SMb20667
GGAGGGGNAGNSCTGGSANNS
7.4696e-05 i
~GGTTGGCAGCGCTGCCARRA T ACC
c T

MAZ_M00649

SNNTSCCAGSNCTNCCCCTCC-
9.9026e-05 Y

_______________ CCCTCCC
> T e z =1
P UFLH3BETA_MO1068
SNNTSCCAGSNCTNCCCCTCC————— .
————————————— GCCCCTCCCCCRC “I.T A Q
,TC T

Ere_W00629

A
“A.C C C
—T=C=VL¥

GGAGGGGNAGNSCTGGSANNS
6.1766e-04

10_bp_motif_pair_4 °

10_hp_motif_pair 4 10_bp_motif_pair 4. rev

LCA 9XCL<3 CLCCQQI@C

rrrrrrrrrrrr

rawmiBerwaO-NmyweOROOETT
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Stamp Results

forward reverse compliment
Name E value Alignment
MAZ_M00649 0.2056e-05 o ono O CCACTINEHENSCTON
Eve_ M00629 1.0850e-04 GGAGGGGCAGNNCWGWSCTGN

UF1H3BETA_MO01068 2.2099¢-04

Dde_M00304 8.0321e-04

NCAGSWCWGNNCTGCCCCTCC—————
————————————— GCCCCTCCCCCRC

GGAGGGGCAGNNCWGWSCTGN

,TC
iggTQé Cc

09/05/08

Motif

. GaLd

c ééfiﬁé_llg,c A

= -

. MAZ_M00649

[
) A

- e =N

Ere M00G20

UFLH3BETA_MO1068

g‘,.’T°‘QCECgTC
okl

Dde_MOONM

12_bp_motif 9

12_hp_motif 9 _rev

forward
Name E value
Alfinl_MO00479 3.5246e-08

CAC-binding_M00720 2.8952e-07
GBF_MO00633

4.5652e-07

KROX_MO00982 2.2341e-06

@9 r ®

wwwwwwwwwwww

reverse compliment

Alignment

———GGSTGGGGCWGG
NRNRNGTGGGGNNK-

CCWGCCCCASCC-
————— CCCASCCY

GGSTGGGGCWGG
———TNGGGGTN-

—GGSTGGGGCWGG
GNNGNGGGGGCGG

Motif

Allinl_M00479

y
Ha

A A
P2G=C= = I
. CAC:binding MOOT20

‘

51, T
GTviCA c
> GBE_M00633
o 1 AT =

. KROX_Mo0%82

" CilGe C.C

[ T AIAY =
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Stamp Results

09/05/08

GGSTGGGGCWGG——— .
UFIH3BETA_MO1068 3.4296e-06 o GYGGGGGAGGGGE “oT A Q
,TC TA
bl i Il
12_bp_m0tif_pair_1 “F"IC":“:"’I(E::?": zﬁ‘c‘%eg;ww "Pmﬁwﬁ}:‘eeﬁe%ﬁ%ﬁ%ﬁ
forward reverse compliment
Name E value Alignment Motif
CCWSCCCCASCCNCNNGSCNNGGCY
FIH3BETA_MOI .8664e- b
UFIH3BETA_MOT068 8.8664e-06  ___;cccrecceerem—mmmmmmm T A Q
,7C TA
.. CCWSCCCCASCCNCNNGSCNNGGCY .
CAC-binding_MO00720 1.0578e-05 ~ ~~ "~ CCCASCOY e '\ T
R CA L &=
GBE M00633 1.8998¢-05 CCWSCCCCASCCNCNNGSCNNGGCY .
- ' ~NACCCCNA-———==—————————— ’
=AU =
. CCWSCCCCASCCNCNNGSCNNGGCY
Alfin1_MO00479 2.5117e-05 MNNCCCCACNYNY N — — T
KROX MO00982 2.6734e-04 RGCCNNGSCNNGNGGSTGGGGSWGG

GNNGNGGGGGCGG—

mTA

ol c.

A

T2 ot g z 12 o e e
12_bp_motif_pair_7 MTCCQQCTC %o J’é‘é u‘é o LE%CA CQQL IQCI *LCL
forward reverse compliment
Name E value Alignment

UFIH3BETA_MO01068 7.2530e-07

NTYCCAGCCCTGNGGSTGGGGSWGG
GYGGGGGAGGGGC———

>

0T
C

Motif

UFLH3BETA_MO0106§

TA
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Stamp Results 09/05/08

CAC-binding MOOT20

CAC-binding_M00720 1.8086c-05 =~~~ ASCONCAGEECTEORAN

————— CCCASCCY———————————— A T

m—-—CA L @

GBE_M00§33

NTYCCAGCCCTGNGGSTGGGGSWGG

GBF_MO00633 3.3506e-05s "~~~ TNGGGGTN— i
LN A AT =
. CCWSCCCCASCCNCAGGGCTGGRAN .
Alfin1_MO00479 8.8548e-05 MNNCCCCACNYNY N — o ————— i A
EJFaT
E2FAT 1.7683e-04 CCWSCCCCASCCNCAGGGCTGGRAN
R GGCGGGARA
) 12_bp_motif pair_ 3§ ) 13 _bp_modif_pair 8 rev
12 bp motif palr 8 LCTEQ(T}QCIQC?&CIW 3 “CIEIS “Léggﬁ?ggc 8 nﬁﬂﬁ%gﬁ
forward reverse compliment
Name E value Alignment Motif
.. CCWSCCCCASCCNCTGKGGCCTSTS
CAC-binding_MO00720 8.4158e-06 ~ ~~ "~ CCCASCOY oo A T
e CA L &=
SASAGGCCMCAGNGGSTGGGGSWGG
GBF_MO00633 9.5902e-06 ~ "~ "~ TNGGGGTN- T
CCWSCCCCASCCNCTGKGGCCTSTS .
UF1H3BETA_MO01068 1.0834e-05 o GCCCCTOCCCORC— T Q
,TC TA
Alfinl M00479 1.1273¢-05 CCWSCCCCASCCNCTGKGGCCTSTS .
- ' ~MNNCCCCACNYNYN—————————— A A
A = = = I
SASAGGCCMCAGNGGSTGGGGSWGG .
LUN-1_MO00480 37330005 O e ; c AC
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Stamp Results

: 12_bp_modif_pair_L2_rev
) 12_bp_nwotif_pait 12
. R : CC# CQCCACCC A ACA CA An TQQCQLCLCEIQCI“;CIQ
12_bp_motif_pair_12 V5SSt T T
forward

reverse compliment

Name E value Alignment

CAC-binding_ M00720 1.0578¢-05 CCWSCCCCASCCNRGNAGNAGGGSA

09/05/08

Motif

CAC-binding MOOT20

Hy A T

A CcA L @
GBF_MO00633 1.8998¢-05 CCWSCCCCASCCNRGNAGNAGGGSA :
~NACCCCNA————=—=—————————
N XAV =
TAL1_M00993 1.3493¢-04 CCWSCCCCASCCNRGNAGNAGGGSA :
————————————— RNCAGNTGG—-— L T
. = _C
N Alfinl,_Moo479
Alfinl_MO0479 1.7215e-04 CCWSCCCCASCCNRGNAGNAGGGSA :
—MNNCCCCACNYNYN—-——=—————— A A
A — — = I
———CCWSCCCCASCCNRGNAGNAGGGSA
UF1H3BETA_MO1068 3.5286e-04 GCCCCTCCCCORC e T A Q
,TC TA
) 12_bp_modif_pair_L3 rev
N 12_bp_motif_pair_13
G cC¢CCQQCQCCQ TTCQTCJTCCA TA’“TEI
12_bp_motif_pair_13 50w
forward .
reverse compliment
Name E value Alignment Motif
. CCWSCCCCASCCNGKCMTCCTKCCA
AC- MO00720 9. - i
CAC-binding_MO00720 9.3693e-06 ~ ~~ "~ CCCASCOY oo __ A T
RS o o CA L &=
GBF_MO00633 9.3929¢-06 TGGMAGGAKGMCNGGSTGGGGSWGG 5
———————————————— TNGGGGTN-
M XAV =

91



Alfin1_MO00479

UFIH3BETA_MO01068 1.1231e-04

KROX_MO00982

1.1001e-04

2.5091e-04

Stamp Results

TGGMAGGAKGMCNGGSTGGGGSWGG
—————————— NRNRNGTGGGGNNK—

CCWSCCCCASCCNGKCMTCCTKCCA
———GCCCCTCCCCCRC—————————

TGGMAGGAKGMCNGGSTGGGGSWGG
———————————— GNNGNGGGGGCGG

09/05/08

Alfinl_b00479

A A

e

UFLH3BETA_MO01068

“SEMAAGING

KROX Mo0%82

IS
e (:(:
VEIQ YA ;gg‘::g

Name

LMAF_MO01139

Roaz

TTF1_MO00432

PacC_M00247

Tel-2_MO00678

7.0766e-05

3.1838e-04

3.3947e-04

3.4980e-04

4.7946e-04

N o o o

10_bp_modf 11_rev

A

mmmmmm

mmmmmmmmmm

reverse compliment

Alignment

CMNTSYTGGS
——CTGCTGAS

—CMNTSYTGGS————
GNMMCCYTRGGKKSC

CMNTSYTGGS
—AYACTTGAS

———CMNTSYTGGS———
NNNNNNKCYTGGCNGN

—CMNTSYTGGS
TACTTCCTIG——

Motif

LMAF_ Mo1L®

mQ;A - L~

ﬁécié %A ek

TTF1_Mod32

%cTCAA T.T

PacC_M00247

* 0 Lbae.

-3 Az =5c

Td-3 678

TICTTOCr

10_bp_motif_pair_15 }

mmmmmmm

10_bp_notif_pair_L5

U (e C C T°°T c

mmmmmmmmmmmmmm

10_bp_naodif_pair_LS_rev

CCCCACAJ GAGGUUcA)

Y~umStoonbaornnToENDOGR

b3

rrrrrrrrrrrr
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Name

forward

E value

UFIH3BETA_MO01068 4.5768e-08

MAZ_M00649

Alfin1_MO00479

9.8262e-05

3.4831e-04

ABRECE3ZMRAB28 3.9395e-04

ZNF219_MO01122

8.8127e-04

Stamp Results

reverse compliment

Alignment

CTKCCCCTCCNCMNTSYKGRS
——GCCCCTCCCCCRC——————

CTKCCCCTCCNCMNTSYKGRS
~———CCCTCCC——————————

CTKCCCCTCCNCMNTSYKGRS
MNNCCCCACNYNYN———————

CTKCCCCTCCNCMNTSYKGRS
ACGCGCCTCCTC—————————

SYCMRSANKGNGGAGGGGMAG
———————— GGGNGGGGGGN—-

09/05/08
Motif
. UFLH3BETA_M01068
H3 T A
,TC TA Q
. MAZ_M00649
%17 A
y Vit eee= Ul
N Allinl, MOOFY
N
A A
,AG=C= e y

N ABRECE3ZMRABIS

g A

. NP9 ML

(00l cet

6_bp_motif 6

Name

ANT_MO00501

ScrR_VC

ANT

E2F

6_bp_noti 6

H
g
y&c o N
' e
B N 0 T g B

forward

E value

8.1812e-07

1.0918e-06

: 6_bp_motif 6_rev

%;cCC A
[ R R e e
reverse compliment

Alignment

————— TCCCGA--
ACANWTCCCRAKG

——————————— TCCCGA--

AATTGNNAACGTTCCCGAAA

1.4262e-05

2.2690e-05

~—-TCGGGA-—————-
RCNTNGGGAWNTGTGC

TCGGGA—-—
GCGGGAAA

Motif

»~ ANT_M0030L

‘e xle céAIA
[
|

A VY

>

[

TITe0CC

93

‘e



Sta

E2F_DP 2.2690e-05

mp Results

TCGGGA-—
GCGGGAAA

09/05/08

L

TITOCCEC

forward
Name E value
ABRECE3ZMRAB28 1.3223e-04
RHERPATEXPA7 3.8609e-04
ABI4 2 6.1755e-04

CCTCGTGTCTCGMGH3 8.0763e-04

PUT3 1.7706e-03

6_hp_motif_pair_I7_rev

[ ﬂlccl [ .00

6_bp_motif pair_17 ~¥<7<%..% 2l

mmmmmmmmmmmmmm

reverse compliment

Alignment

TCGGGANGCACGA
—GAGGAGGCGCGT

TCGTGCNTCCCGA
WCGTGM-—————~—

TCGGGANGCACGA
———GRNNGCACCG

——TCGTGCNTCCCGA
CCTCGTIGICIC———-—

————TCGTGCNTCCCGA
NNNNNNTGGCTTCCCG—

Motif

ABRECE3ZMRABIS

RHERPATEXPAT

CACG

<

ABI4 2

>

c I CJQQ

<

CCICGTGTCTCOMGH?

itn

AeA AVYCa==Cco

w

bite
b g -

-

b.A.S

-

. 6_bp_noti 3
) W RCSCS W

forward

6_bp_motif 8

Name E value

YDRO026C 3.6408e-06

) 6_bp_motif 3_rev
ol - (?(; o
reverse compliment

Alignment

-CGGGTG
CCGGGT—

Motif

YDROXC

AOCC
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Pax-4_MO00378

AFT2

STB2

REB1

1.4745e-05

1.7513e-05

4.2368e-05

4.5052e-05

Stamp Results

CGGGTG—————
NGGGTGRNNNN

CGGGTG—-
—GGGTGCN

——CACCCG
NTTACCCG

-CGGGTG-
SCGGGTAA

09/05/08

Pax-4 M0038

cCACCc

-—

L/

-CiCee
¢ C:;AA
TTACCC:.

6_bp_motif _pair_ 6

Name

GCBP2ZMGAPC4 1.9908e-06

PCF2_MO00948

PCF2

CACD_MO01113

PE3ASPHYA3

mmmmm

40 e T 0

wwwwwwwwwwwwwwwwwwwww

forward reverse compliment

E value Alignment
CAGGGCNCACCCG
—-CGGGCCCAC——-
CGGGTGNGCCCTG

3.6887e-06 o GTGGENCCN—
CGGGTGNGCCCTG

2.2189%e-

89e-05 ———GTGGGNCCNN

CGGGTGNGCCCTG

4.7511e-05
-GGGYGTG————-—

60001605 ~—~ """ CGGGTGNGCCCTG-—————

ACCGGCGCGGATGGGAGAGCCATGGGAGCTG

Motif

GCBPYZMGARCA

TG00

PCE2 MO0%3

i Ol

=

>

o 0

—
CACD_ MOIL13

%QACACCC
i
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Stamp Results 09/05/08
’ 6_bp_motif_pair_10 6_hp_motif_pair_I0._rev
6_bp_m0tif_pair_10 rcA ' c . CA . CC ' k . ‘%‘?I A CCTC "
forward reverse compliment
Name E value Alignment Motif
——CGGGTGNGCCTGG .
RNFG20S 6.1781e-06 CCAGTGTGCCCCTAR :
CGGGTGNGCCTGG .
GCBP2ZMGAPC4 1.6746e-05 o GTGGGCCCG— :
CACD_MOI113  4.7494¢-05 COGETONECCTEG
-GGGYGTG————-— A AC
Dde_MOORM o
CCAGGCNCACCCG
Dde M00304  2.2921e-04 N rencen. TCA CC
. CCAGGCNCACCCG—- .
Alfin1_MO00479 2.5765e-04 MNNCCCCACNYNYN : .
A — — = I
6_bp_m0tif_pair_9 Lc nnnnn CA : CC ! k . ‘;"‘?’I e chc T
forward reverse compliment
Name E value Alignment Motif
Zicl_MO0448  2.9132e-06 N o
. CGGGTGNNCCCGN .
Zic3_M00450 5.5308e-06 CGGGKGNTC—— :

T

W = _—
e W = e —
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GCBP2ZMGAPC4 6.0127e-06

ABI4_2 7.9049e-06

NNNNNNCGGAAAYNCCCGARNNNG

DEAF1_MO01001 8.1681e-06

Stamp Results

NCGGGNNCACCCG
—CGGGCCCAC——-

NCGGGNNCACCCG
——GRNNGCACCG—

09/05/08

GCBPXZMGAPCA

T

ABI 2

T c <G

* —

DEAFI_MO100]

0 TfCC

R S A

CAC

forward

6_bp_motif 12
Name E value
RHERPATEXPA7  2.1035e-06
Ttk_MO00009 6.8759e-06

ABF1_MO00399 7.3116e-06

E2F-4-DP-2_M00739 1.0016e-05

PE2FNTRNR1A 1.2692¢-05

6_bp_motif. 12 rev

ATC=al(C

reverse compliment

Alignment

TCGTGC
WCGTGM

—-TCGTGC
GTCCTGC

——TCGTGC——————————————
NNTCNNGCCACGTGTCCCNNNNW

GCACGA-
GCGSGAA

GCACGA--
GCGCGAAT

Motif

RHERPATEXPAT

e

Ttk Mooy

ECTCCT C

ABFI_M003%

ICT s $écA

ro=C =

EXF4DP-2 M0KTH

el

PEZFNTRNRLA

ATTCCEC

mmmmmmmm

mmmmmmmmmmmmmmmmmm

6_bp_motif_pair_I3_rev

97



Name

GRAZMRAB28

ERF1

GCC-box

GCCCORE

ERF2_MO01057

forward

E value

6.9807e-05

2.0428e-04

2.0428e-04

2.0428e-04

2.4526e-04

Stamp Results

reverse compliment

Alignment

CAGGGCNGCACGA
———GGCGGCATG-

CAGGGCNGCACGA
~--GGCGGC————

CAGGGCNGCACGA
~--GGCGGC————

CAGGGCNGCACGA
~--GGCGGC————

CAGGGCNGCACGA
~--GGCGGC————

09/05/08

Motif

GRAZMRAB28

CATECECL
CCECC

GCC-bax

(0CCC

GCCCORE

(:0C:CC

57
. ERF2_MOI0S

(5cClcl

6_bp_motif pair_16 -

Name

§_bp_motf_puic_16

forward

E value

ABREMOTIFIIIOSRAB16B 6.2461e-05

GRAZMRAB28

ABF1_MO00399

ERF1

6.9807e-05

1.1227e-04

2.0428e-04

mmmmmmmmmmmmm

6_hp_motif_pair_I6_rev

ol (ecih el (AT

mmmmmmmmmmmmm

reverse compliment

Alignment

—CCAGGCNGCACGA
GCCACGCGGC————

CCAGGCNGCACGA
———GGCGGCATG-

——TCGTGCNGCCTIGG——————
NNTCNNGCCACGTGTCCCNNNNW

CCAGGCNGCACGA
~-—-GGCGGC————

Motif

ABREMOTIFITIOSR4B16B

GRAZMRAB28

GATO0CC

ABFI_MO3%

ICT =Tal TCSAéﬁ:

ro—c

(0C5CC
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GCC-box

Stamp Results

2.0428e-04

CCAGGCNGCACGA
~——GGCGGC————

09/05/08

. GCChox

(0CCC

8_bp_motif 3

Name

AP-2_MO00800

AP-2_M00189

INTRONLOWER

gcm

HIF1_MO00466

3 bp_not3

oo [Eeees

forward

E value

6.8282e-07

2.9052e-06

1.7692e-05

1.9621e-05

2.0641e-05

8_bp_motif 3 rev

ﬁLcc chce

reverse compliment

Alignment

SCCGCAGG———————
SCSSCRGGCNRNRNN

—SCCGCAGG——
NCCCSCNGGCG

CCTGCGGS
CCIGCA-—

—-SCCGCAGG
ACCCGCAT-

SCCGCAGG——-
NCNSCACGTMY

Motif

AP2 N300

S U= T

INTRONLOWER

%T CA
ATl

HIFI_ 0066

&
'ﬂA C VY=
-« =

== =

8_bp_motif pair_4

Name

3_bp_motif_pair 4

8_bp ot pie 4 res

Uil s, ik Tl

mmmmmmmmmmmmmmmm

E value

QELEMENTZMZM13 4.3466e-06

mmmmmmmmmmmmmmmm

reverse compliment

Alignment

SCCGCAGGNCTGMCCT
—————————— TGACCT

Motif

QELEMENTZMZMI3

AGGTCA
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Ttk_MO00009

AP-2_M00189

ZBRK1_MO01105

WBOXNTCHN48

3.0768e-05

2.8997e-04

2.9899¢-04

3.6331e-04

Stamp Results

SCCGCAGGNCTGMCCT
~——GCAGGAC-————-

AGGKCAGNCCTGCGGS—
—————— CGCCNGSGGGN

—SCCGCAGGNCTGMCCT
GGSMGCAGNNNTTT———

AGGKCAGNCCTGCGGS
-RGTCAG-———————-

09/05/08

Ttk Moo

ECTCCT Cc

AP2 M0LSY

e T=E N

ZBREL_Mo1103

VVMESA T T

N WBOSNICIT

w
i '['

-

8_bp_motif_pair_3

8_bp_motif pair 3

wwwwwwwwwwwww

Name E value

myogenin_MO00712 6.7044e-07

AP-4_M00927 1.7800e-06
LBP-1_M00644  4.1953¢-06
Adf-1_MO0171  8.5332e-06
Myf 8.6476e-06

3_bp_motif paic 3 rev

t Tow, hlTie LCA iy ek

mmmmmmmmmmmmmmmmmmmmm

reverse compliment

Alignment

CCTGCGGSNACAGCTGC
—————————— CASCTGN

GCAGCTGTINSCCGCAGG
RCAGCTGN-————————

GCAGCTGTNSCCGCAGG
SCAGCN———————————

CCTGCGGSNACAGCTGC
NMNGCNRCRGCRGCG——

GCAGCTGINSCCGCAGG
—CAGCAGYTGCYK————

Motif

myogenin_MOOT12

)
Ha ‘
= <=

N AP4 M0927

CACQ

ST _N

LBP-1_M00G644

Adf1_MO0LTL
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wle

8_bp_motif pair_17 5.5

forward
Name E value
SORLIPS 2.1849¢-05
SORLIPSAT 2.1849¢-05
AhR_MO00139 5.3848e-05
Adf-1_MO00171 7.0533e-05

E2F-1-DP-2_MO00737 9.3779e-05

8_bp_motif_pair: 17

mmmmm

Stamp Results

8 bp_motif_pair_I7_rev

Ll el el

nnnnnnnnnnnnnnnnn

reverse compliment

Alignment

CTCACTGTINSCCGCAGG
CTCACTC——————————

CTCACTGTINSCCGCAGG
CTCACTC——————————

—CTCACTGTINSCCGCAGG
TSTCACGCNASNYNGRG—

CCTGCGGSNACAGTGAG
NMNGCNRCRGCRGCG——

CCTGCGGSNACAGTGAG
~——GCGGGAA——————~—

09/05/08

E2F-1-DP-2 MOSTYT

chC C

3_bp_motif_pair_I

wlos, bl

8 _bp_motif_pair_1 < 7iiv:s.¥¢, 1

Sforward
Name E value
RIM101 5.3733e-06
GBOXI10NT 2.1325e-04

8_bp ot i1 res

o e el

mmmmmmmmmmmmmmmmmmmm

reverse compliment

Alignment

SWGCCMRGNSCCGCAGG
~TGCCAAG-————————-

CCTGCGGSNCYKGGCWS
————— GGCACGTGGC--

Motif

RIVLO

TCCOAA

GBOSLONT

(A TG
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Stamp Results 09/05/08
}- ERE
ERE 5 2159e-04 CCTGCGGSNCYKGGCWS
' --GGCGGCTCTTA-———— ’
}- EREGCC
CCTGCGGSNCYKGGCWS .
EREGCC 2.2159-04  eeGeTeTT A 3
SWGCCMRGNSCCGCAGG .
AMMORESVDCRNIAI 2.3845¢-04 [ ]
8_bp_motif_pair_§ P 8_bp_motif pair: 8 _re
o Wl ]l anol
8 bp motif palr 8 ST YL YEY TG Thoeetyrrees
forward reverse compliment
Name E value Alignment Motif
CCTGCGGSNCAGAGCAR
SKN7 8.3870e-05 o o° i C QC
YTGCTCTGNSCCGCAGG .
LF-A1_M00646 2262504 ~  ~ 77 TGRSO 1 T A
L Tla=A VT A
INTRONLOWER ~ 4.9523¢-04 CCTGCGGSNCAGAGEAR T C A
CCTGCA-—————————~—
CCTGCGGSNCAGAGCAR-———
GALA 9-8797e-04 ——~NCGGNGNANTNYNNTCCG C AT ¢ C
YidAc AcT L.v W¥(a
YTGCTCTGNSCCGCAGG .
gecm 1.4741e-03 777 ACCCGOAT— : AT C T
LAY g At C
0 . 2 6 bp_motf pair 3 6_bp_motif_pair 3 rev
6_bp_motif pair_3 } C c tcc c c
¢ = C==

mmmmmmmmmmmm

mmmmmmmmmmmm
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Stamp Results 09/05/08
forward reverse compliment
Name E value Alignment Motif
GCGNNSNNCGGG .
ﬁzfAFhr __SAT
—GCGNNSNNCGGG——————— .
NRSF_M00256  1.1320e-03 GSYGCTGTCCGTGGTGOTGA : TM CACCAC ACA c c
<Y IWYEX TV IVAZEX
N NRSE M003s
—GCGNNSNNCGGG——————— .
NRSE_M00325  1.5421e-03 COCROTOTCCONGETGOTGA TCA CAC A A ) c
Lo TIVXTTYEV I ITCeTIA
—————— GCGNNSNNCGGG .
SNEI 2.3653¢-03 CCGRGTTCGATYCYCGG— ’ A M T
WVVAVA C
GCGNNSNNCGGG— .
o w0 s ACCE
. 6. bp_moti pair 7 . 6_tp_moti pair 7 rev
o 0 o O LONCTG 00
6_bp_motif pair 7 - v-F. . ¥ 008 SVEELLL G Froat
forward reverse compliment
Name E value Alignment Motif
GCGNNSNCAGGGC .
Mad 5.3676e-06 GCGNCGNCNS——— 3 - C C C
=== o) |ER =Y.\ i
GCCCTGNSNNCGC———————— .
SAVI329 2.0532¢-04 ~TACTGTGAGCGCTCACAGTN : AC T A C CTCACA L\
AT TAVTYI IV c
GCGNNSNCAGGGC——-
RFX1 2.3204e-03 T QA AT
—-—GTTGYCATGGNAAC
mgAl%EACIA—-—QA*E
———GCCCTGNSNNCGC .
Roaz 3:3222¢-03 GNMMCCYTRGGKKSC— : XACC;A TC
ACACWVTTAWTCZA
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Stamp Results 09/05/08

. PE3ASPHYA3

—————————————————— GCCCTGNSNNCGC
ACCGGCGCGGATGGGAGAGCCATGGGAGCTG

PE3ASPHYA3 5.0098e-03

-

P 6_bp_motif_pair_§ P 6_bp_motif_pair § rev
o0 e ol BTG o O
6_bp_m0tlf_palr_5 A A N A A A L i
forward reverse compliment
Name E value Alignment Motif
—————— GCCTGGNSNNCGC n
REST 1.6156e-04 e
S 6156e-0 TCAGCACCWNGGACAGCNC TTCC CTA
CGIGTSPHIMC] .
——GCCTGGNSNNCGC—-
TGTSPHZMC1 3.3613e-04 H
CGTGTS Cl 336130 ATGCATGGACGACACG
GCGNNSNCCAGGC
M 1. - &
ad 0096e-03 GCGNCGNCNS——-— C’ ciC
mE*AAC—-— =Y.\
——————— GCCTGGNSNNCGC—-- .
MarR_ec 1:3902¢-03 ATTACTTGCCNGGGCAACCATT : {I CAT
GCGNNSNCCAGGC— .
AP-2_M00915  1.7353¢-03 NeCReGGen ; cc c C
s 6_bp_motif’ 10 . 6_bp_motif’ 10_rev
. C I C CACT
6_bp_motif_10 T EE U= NS
forward reverse compliment
Name E value Alignment Motif
Pax5 3.3113-05 T GCACNG-mm e
NGNNNNNYGNWGCGKRRCSR 16 ale Ta Yo
A SR _ConaTIXACCAATA



Stamp Results 09/05/08

ABI4 MOS8

-—-CNGTGC- .
ABI4_MO00958  6.9826e-05 GGGCGETGON H CA c ccc

. ABI 2

————GCACNG
ABI4 2 8.3601e-05
GRNNGCACCG c T c CC
& — e B
————GCACNG |
ABI4 1.3811e-04 N —— c Tc
N D4EMATE2S
DAGMAUX28  1.8679¢-04 ~~~GCACNG TA T CT T
ACAGCACTA
6_bp_motif_pair_ 1§ 6_hp_motif_paic_I8_rev

I

6_bp_m0tif_pail‘_18 AR B I A A S AR A AR T2 T e

forward reverse compliment
Name E value Alignment Motif
—————————————— GCACNGNGCCTGG
Pax-5 MOO143 — 13153¢-05  jynsvseevmyncnnonnTaMyyNNNG “c 1 brece.
mI,—,e;A‘:I gcaA fAAch(j@AIig
e o ——— GCACNGNGCCTGG-
myogenin_M00056 6.7600e-05 , ¢ -+ s N TTTGGCACNSNGCCARNN Tk&Wﬁ-ﬁT O mMT
. CoTAsXECzcTar 2R
—~GCACNGNGCCTGG .
CDC5_M00361  1.0980e-04 NeCeeTenGe ; CTcA C _
—~GCACNGNGCCTGG .
CDC5 3.9320¢-04 eoereaaa ; CTcA C )
SKN7 4.5094¢-04 e e
TVELLVYC
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6_bp_motif pair_19

Name

ANT

ANT_MO00501

IXR1

ScrR_VC

MalR_Cbu

§_bp_motf_puic_19

i, Gl ) 0

mmmmmmmmmmmmm

E value

1.8102e-09

8.1829¢-06

2.8611e-04

6.5135e-04

7.9497e-04

mmmmmmmmmmmmm

Stamp Results

6_hp_motif_pair_19._rev

reverse compliment

Alignment

GCACNGNTCCCGA——-
GCACANWTCCCNANGY

GCACNGNTCCCGA——
——ACANWTCCCRAKG

GCACNGNTCCCGA——-
—CACCGCTTMCGGYTT

——TCGGGANCNGTGC—————
TTTCGGGAACGTTNNCAATT

——TCGGGANCNGTGC—————
TTTCGGTAACGRTACCAWWN

Dl T L

|
;M I X CCC

- [ | ]
EJHI C ACCA

09/05/08

Motif

. ANT

= =
. ANTMOO3L

%A A Tc CAAT

T=AAAX

—~

SuB VC

HA.occ M

o
>

MalR_Cbu

8_bp_motif 11

Name

C1GMAUX28

SORLIP5

. §_bp_mtif 11

8_bp_motif_ L1_rev

ACA TGAU CTCACT

Sforward

E value

5.9954e-11

1.6201e-07

reverse compliment

Alignment

-——CTCACTGT---—-
TAACTCACTGTTTTCA

CTCACTGT
CTCACTC-

Motif

. CIGMAUX28

THETAT

SORLIPE

GAGTGA
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SORLIP5SAT

SUP_oneSite

ER_MO00191

Stamp Results

CTCACTGT
1.6201e-07 s
CTCACTGT—-
3.1999%-06 GACACTGIC
7128706 ACAGTGAG=——
NNNGGTCANNNNNNNYNN

09/05/08

. SORLIPSAT
:
N
I SUP_mmSim-
;
8
E
N
N ER_Moo1o1

| |
%‘7 CC
vééAglgégzvo 2L

10_bp_motif_1

Name

10 bp_wiif.L

- "W @ = ® o N~ ®m @a o

E value

PPARgamma-RXRalpha,_M00515 3.4102e-11

ER_MO00191

PPARG

ESR1

prd-PD

4.8677e-11

5.5354e-11

2.1967e-10

1.2273e-06

10_hp_motif_1_rev

S r wwm o e ¢ N ow @ 9

reverse compliment

Alignment

———————— CASNNTGACC-——-
AANTAGGTCACNGTGACCTAST

———GGTCANNSTG—————
NNNGGTCANNNNNNNYNN

——————— CASNNTGACC———
ANTRGGTCACNNTGACCTAN

——GGTCANNSTG——————
NNGGYCANNGTGACCTNN

————CASNNTGACC———
NNTCAACCGTGACGANN

L

n—
< >

Motif

PPARgamma-RXRalpha, MOOS13

Il

ngé —coliE Zlse p=1.VN

ER_Mo0191

¢

ClcCie=

12bp_wiif. L

wwwwwwwwwwww

12_hp_motif_1_rev

Tl T

wwwwwwwwwwww

107



Stamp Results 09/05/08

forward reverse compliment
Name E value Alignment Motif
o o | |
ER_M00191 4.6629¢-15 CETCANNNTGAC Cc
NNNGGTCANNNNNNNYNN
=2ASTcA__o| ~La
. I‘I‘ARgunmx-RXKx]phiI‘vIﬂMli
—————— GTCANNNTGACC———— |,
PPARgamma-RXRalpha,_M00515 7.9381e-14 AANTAGGTCACNGTGACCTAST A TA TC A TA TT
ng C Zlee CIgAA
N PPARG
———GGTCANNNTGAC————— . [ ]
PPARG 2268913 \raceTCANNGTGACCYANT TA TCA Ih T
eablzcsile = ccViCe A
. . ESRL
————GTCANNNTGACC—-- .
ESRI 32413 ynaceTcacwNTeRCON CAC Ac
yT=E=A fACATA.:T %2
. . RNEG20S
————GGTCANNNTGAC .
RNFG20S 1.6051e-04 CCAGGGGCACACTGG :
: 10_bp_modif_pair_13 rev
) 10_bp_naotif_pait 13
WL bl i o |
. . _ | VAN Vel he AT e e e T e
10_bp_motif_pair_13 *< =257 555010008
forward .
reverse compliment
Name E value Alignment Motif
NERFla_M00531 5.0020e-08 ~ CCNNNTGACCNGMYTSCTGGS

————SNNASNYRCTTCCTGNY

TA =:C
CR=GC=SEAS

. JERECRSTR
CANNNTGACCNCMYTSCTGGS——— |
JERECRSTR 2.9610e-05 CTCTTAGACCGCCTTCTTTGAAAG : H

VDR _MO0H4

CANNNTGACCNCMYTSCTGGS

————— TSWCCYYNYTNMCC—— “GOT
ATG-A2 zlVvxcA

VDR_MO00444 3.0295e-05
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Stamp Results 09/05/08

. SCCAGSARKGNGGTCANNNTG .
Zic1_M00448 4.5619¢-05  ~ CGETNGTC o ——— ;
7&7;‘-*T_§E‘;g
. DPP4Rgamma-RXRalpha,MO0SIS
———————— CANNNTGACCNCMYTSCTGGS |
PPARgamma-RXRalpha,_MO00515 7.1147e-05 AANTAGGTCACNGTGACCTAST——————— : A TA Tc A TA TT
»T22GVI5S c zl=c CIgAA
i o i : 10_bp_modif_pair_20_rev
. . }CAC I ACC cccTCCCA ECT HQQ%?%.INTCA‘;J.
10_bp_meotif_pair_20 -*==-===fcaiisithe 0 T
forward .
reverse compliment
Name E value Alignment Motif
VDR M00444 1.2588¢-05 CASNNTGACCNCNYTSCCAGS .
- e TSWCCYYNYTNMCC—— T An "
ATO=EE 2AJTACK
SCTGGSARNGNGGTCANNSTG
ZNF219_MO01122 1.4261e- 3
NE219_MO 6le-05 ———GGGNGGGGGGN——————~— C CCC
=S X_GAX
CASNNTGACCNCNYTSCCAGS .
MAZ_MO00649 2.0848¢-05s CCOTCCC—— : A
p o e—e= =
CASNNTGACCNCNYTSCCAGS
Zic1_M00448 3.3455e-05 3
—————— GACNACCC-—————— cGer _UGre

Zic3_M00450 5.2369e-05 5

) 6_bp_motif 3 N 6_bp_motif 3_rev
6_bp_m0tif_3 nLCAEE . nLAA—-— i<
forward reverse compliment
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Name E value

AMMORESIVDCRNIA1 9.1148e-06

PE2FNTRNRIA 2.5012e-05
E2F_M00425 2.9674e-05
STB1 3.5856¢-05
E2F_M00427 1.3905e-04

Stamp Results

Alignment

-—GTTCGC
AAGTTCG—

-—GCGAAC
GCGCGAAT

GTTCGC—-—-
-TTCGCGC

-GTTCGC—-
TTTTCGCG

-—GCGAAC
SCGCSAA-

09/05/08

Motif

AMMORESIVDCRNIAL

cae

PEZFNTRNRLY

M0

EIF M0od25

cCC

-
>
.
=

ECAC:AAAA

E2F Mo42?

TlecClc

6_bp_motif 16

ACAC GrTelT
6_bp_motif 16 SN AT W Wic= 1T W |

forward

Name E value

AACACOREOSGLUB1 4.4421e-06

AMMORESIVDCRNIA1 4.0948e-05

CELLCYCLESC 1.0297e-04

GLUTAACAOS 1.2081e-04

6_bp_motif_ L6_rev

reverse compliment

Alignment

GTITCGT—
GTITTGTT

—-—GTTCGT
AAGTTCG-

-GTITCGT—
TTTTCGTG

GTTCGT-
ATAGAGTTTGTT

Motif

A4CACOREOSGLUBL

AAGAAAC

AMMORESIVDCRNIAL

CeT

CELLCYCLESC

GLUTAACADS

CICAM
i
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Stamp Results

HFH4_M00742 1.3377e-04

09/05/08

HEHA M00742

LA

~——ACGAAC-—--
TAAACAAACAMW

GTTTAC:

6_bp_motif 13

6_bp_motif. 13 rev

TAAAC

orwar reverse compliment
d pli
Name E value Alignment Motif
FOXDI 3.8041e-09 ~~GTTIAC 1 T A A AM
NTGTTTAC
FKH1 1.0861¢-07 ~GTTTAC———- JAcA
TTGTTTACNNNN
o o L] ]
FOXO1_MO00474 1.2142¢-07 GTAAAC . om Ac
NNNGTAAACAANN -
IS -. FOX03 M0o477
FOXO03_MO00477 1.2159¢-07 ~ - GTARAC——-- -
WANGTAAACAANN Ta
- = ‘»—r"‘:él
. .. FOX04 M004%
FOXO4_MO00476  1.3384¢-07 ~ - GIAAAC———- - Ac
NANGTAAACAACN
R AGY A AT
10_hp_motif 2 » 10_hp_motif2_rev
o> Toaczalheh TeTTragr.s
10_bp_motif 2 A?Te mmmmmm v 1Al 1GG TeTT
orward reverse compliment
Je p
Name E value Alignment Motif
Freac-4_M00292  2.9218e-12 ~TGITIRCIYA-
NNNNTGTTTACWTWR TTA

111



Stamp Results

HNF3beta_MO00131 2.9936e-11

FOX_MO00809 4.5112e-10

HNF3alpha_MO00724 3.7618e-09

Foxa2 1.4741e-08

————-TGTTTRCTYA
GNANTRTTTRYTTW

TRAGYAAACA——
WAAAYAAACANT

—-TRAGYAAACA
NWRARCAAAY-

TRAGYAAACA-———
—AARYAAATANTN

09/05/08

3
. "HNE3beta_MO0L3

%T A_IA Iﬁéll4

7'y
L=

. FOX_M0089

T

%‘AITA | AIII@

=
N HXFlalpha M00?4

i T-
A #Azél gl I:

125

12 bp_motif 2

2
12_bp_motif_2 XA 2VT \

mmmmmmmmmmm

forward

Name E value

Freac-4_M00292 1.1626e-09
HNF3beta_MO00131 1.2572e-09
D3GMAUX28 1.2239e-08
HNF3alpha_MO00724 1.2731e-08

FOX_MO00809 4.4116e-08

13 _bp_motif 2_rev

{TATHACEA

mmmmmmmmmmm

reverse compliment

Alignment

————TRTTTRCWNWG
NNNNTGTTTACWTWR

————TRTTTRCWNWG
GNANTRTTTRYTTW—

TRTTTRCWNWG
TATTTGCTTAA

CWNWGYAAAYA
NWRARCAAAY -

CWNWGYAAAYA——
-WAAAYAAACANT

Motif

Freac-4 M00292

EZEIA%TA A Axxj‘

“HNE3beta W03

A Ii51l$

TIGMAUK2S

‘
Ha

A
T ==

L
|

Y
Ha

-

. HNFlalpha_M00T4

" [ |
e

mA #A'léQAI

FOX M0089

%;A;TA 117
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Stamp Results 09/05/08
’ 8_bp_motif 2 : 8_bp_matif 2_rev
- ealiTT]Ce <CAaAC.
8_bp_m0tlf_2 i el B Té‘%‘?%
forward reverse compliment
Name E value Alignment Motif
Sn_M00044 2.6878¢-07 - CYGITIGC-
NNANNTGNTNNNA clir A
DBP_M00624 9.2554¢-07 e LA
o o Tg_ég
2SSEEDPROTBANAPA 4.0844¢-06 CrerTTec C A A AC AC
GTGTTTG-
: PurR
—————— CYGTTTGC-- .
PurR 0.3871¢-06 AMGCAAACGTTTGCGT ’ Ao c A TT cTT
T2 A L A T—.—.=é
———————— CYGTTTGC——-- .
MalR_ST 1.3569¢-05 TTATGCAANCGNTTGCGKWA : TAI T,
. - WWala
) 3_bp_motif 3 ) 8 bp_motif § rev
.. 'chaaccal CreoTtT
8_bp_m0tlf_8 B e e e
forward reverse compliment
Name E value Alignment Motif
Grainyhead-Elf-1-NTF-1_MO00951 8.6018¢-11 CAARCCAG
—AAACCRG T T
- == -
—————— CAAACCAG .
CP2-LBP-1c-LSF_M00947 2.9219¢-09 SR CT T CT
AT oIe=" Zoc=C
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MYBIAT

grh

CP2_MO00072

Stamp Results

1.1906e-07

3.2880e-07

8.2667e-07

CAAACCAG
—-WAACCA-

——CAAACCAG
RNNRAACCAG

CIGGTTTG——
CTGGKTNGNG

09/05/08

MYBIAT

e

CP2MooiT2

%chTAc A

A

10_bp_nuodif 12

mmmmmmmmm

sl
10_bp_motif 12 22 <AVL

Name

forward

E value

Grainyhead-Elf-1-NTF-1_MO00951 2.6976e-09

MYB2

grh

MYBIAT

ACE2

1.9794e-06

2.5118e-06

4.0985e-06

4.3820e-06

10_bp_modf 12_rev

mmmmmmmmm

reverse compliment

Alignment

AAACMAGTY
AAACCRG——

AAACMAGTY-
—AACSAGTTA

———AAACMAGTY
RNNRAACCAG—-

RACTKGTTT
———TGGTTW

RACTKGTTT
TRCKGGTT-

Motif

Grainvhead EIf.1-NTE.1_M00S31

Ll

5mchxr

b
ol

N o
AT = lezac

MYBIAT

A

'AnCCA GoA

B o =N

10_bp_motif_20

10_bp_nodif 20

10_bp_modf 20_rev

| GeITCTreT “AcalCAALG,

mmmmmmmmmm

mmmmmmmmmm
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Stamp Results

forward
Name E value
RORA_1 1.2075e-06
SF1_MO00727 2.5131e-06
GR_MO00921 3.3177e-06

PPARalpha-RXRalpha_M00242 3.5748e-06

RORalphal_MO00156 1.0071e-05

reverse compliment

Alignment

——ACCTTGTTICT
TGACCTNNWW——

AGAACAAGGT-
————CAAGGTC

ACCTTGTTCT
———NTGTNCT

————————— ACCTTGTTCT
TGACCTTTGNCCTAGWTYW

———ACCTTGTTCT
NTGACCTNNWWN—

09/05/08

Motif

ROR41

ATA

S A

AICA
AT

GRMom21

T0T Cx

PPARalpha-R $Ralpha 00242

mmmﬂdm

RORalphal_M00L6

AIAA

6_bp_noti 9

CsxTCC

6_bp_motif 9

6_bp_motif 9_rev

(Ghac

L " .v .m °

forward reverse compliment
Name E value Alignment
shn-ZFP1 4.7754e-07 eeAncoToe
STB4 3.1813e-06 ;gg;;;gg;
Pax-1_M00326  3.8134¢-06 ;;;;;;;g;g;ggiigg
AGR pAT 567 5.1115e:06 cerrcc ——--

TARYGGGAACGTTCCCRTWA

(sl
bl

Motif

shn-ZFP1

)

T o

Pax.1_M003%

5
. AGR AT

115



ScrR_VC 5.1115e-06

Stamp Results

TTTCGGGAACGTTNNCAATT

09/05/08

SerB VC

wl T

3 bp_not.§

8_bp_motif 6

@ATTCCAT

8_bp_matif §_rev

CTC0anTG

forward reverse compliment
Name E value Alignment Motif
- Gpaque-2_MO00I0
——————— CTGGAATG |
Opaque-2_MO00010 2.1242e-07 YATCTACGTGGARTG H CA CCAC A A A
~—CATTCCAG-- ,
TEADI1 8.8025e-07 Y ACATTCCHSNG S ACA ch
& AA =
~CATTCCAG————- .
STATSB_MO00459 1.2865e-05 NRNTTCONGGAANN H . cc AA
A
P =A T=a TO
. - TEIEINTPCNA
~CTGGAATG .
TE2F2NTPCNA 2.0984e-05 CCGGGAAT— H A c C C
CATTCCAG .
SV40COREENHAN 4.8024¢e-05 CNWHCCAC H TT
, AA=
’ §_bp_motif_pair20 ) 8§ hp_motif_pair_20_rev
{rufl A VR
8 bp motif palr 20 EeLE Ag“e-ﬁﬂ:ﬂ&ﬁ "'“”‘T’T“I“e.!-ﬁﬂﬂcﬂ:ﬂﬁ
forward reverse compliment
Name E value Alignment Motif
RIM101 1.9865¢-05 CYKGGCWSNCATTCCAG .
' CTTGGCA-————————~ ’
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SMb20667

TEF-1_MO00704

TEADI1

TE2F2NTPCNA

1.2671e-04

8.7765e-04

2.1613e-03

2.2611e-03

Stamp Results 09/05/08

SMb267

~~CTGGAATGNSWGCCMRG— “
GGTTGGCAGCGCTGCCAAAA T ACC
al
TEE-1_ V0704
CYKGGCWSNCATTCCAG
————————— CATYY-—- A
TEADL
CYKGGCWSNCATTCCAG——
——————— YACATTCCWSNG
AA =
TE2EINTPCNA
~CTGGAATGNSWGCCMRG N
GCGGGAAT—————————— ’

10_bp_motif_16

Name

TEAD1

AbaA_M00027

sd

hu

CArG2

mmmmmm

E value

9.1279e-08

1.4757e-06

5.8909e-06

9.4354e-06

2.5397e-05

10_bp_modit 16_rer

ATT;I':A } J;CATTCCA

mmmmmmmmmmmmmm

reverse compliment

Alignment Motif
IS TEADL
| ]
TNACATTCCA——— .
~YACATTCCWSNG : A TC
< = =
. Abad_MO0027
[
———TNACATTCCA-———— .
NNNYYNCATTCCNNNNNN ot C
TCE T= - —=
s sd
———TGGAATGTNA .
NYNNNRAATKWN— ‘ T
T—rA AIC AAA
“all [ ]
——TNACATTCCA-——— .
TATTTCATNCCATNAG : A A
¥ IX XCGCTHCETIC
. CarG2
]
—~TNACATTCCA-——————— .
CTTACCTTTCATGGATTA :
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Stamp Results

2 12 bp motif 16 ) 12 by modif_I6_rev
; ELACATT(,cA A E}CTCT AAT T
12_bp_motif 16 =LY HMeFAUSE Iy
forward reverse compliment
Name E value Alignment
TEADI 224116-08 CTNTGGAATGTG
CNSWGGAATGTR
sd 8.8889¢-08 CTINTGGAATGTG
NYNNNRAATKWN
p120 7 45496-05 CACATTCCANAG
AACATTCAATAG

09/05/08

Motif

TEADL

.T
. A CQIE g
5 .
Fxégi @J1: =L

AT
aallaablil:

-

HSF }0169

HSF_M00169  1.2957¢-04 “CACATTCCANAG- ‘ AA '|'|'C AA
GAANNTTCNNGAAN
iy 1IvVIawilil
CTNTGGAATGTG .|
AtMYC2 2.1681e-04 " CATGTG : CACAT
. 6_bp_motif 19 . 6_bp_motif 19_rev
%‘CAT CC %‘7 TAT
6_bp_motif 19 -PILEAVWY oCGiRR Y
Sforward reverse compliment
Name E value Alignment Motif
———GGYATG m
GRAZMRAB28 4.9478e-07 GGCGGCATG CAT Cc CC
~——CATRCC—————————— .
p33_MO0034  1.1283¢-05 RGACATGCCCGGGCATGTC 3 AA A TCT
A T A <TC

I
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Stamp Results 09/05/08

m N0
————————— CATRCC———————— .
EIL1 2.3770e-05 TTCAAGATACATGCCCCCTTGAA ’ CM m C
' A
EIL2 2377005 CATRCC =~~~ CM Ca C
TTCAAGATACATGCCCCCTTGAA
' AT
EIL3 23770e-05 CATRCC =~~~ CM CA C
TTCAAGATACATGCCCCCTTGAA
10_bp_nodif_I4 10_bp_modif_14_rev
10_bp_motif 14 } : AT G, ATC } : AT . CIATC
forward reverse compliment
Name E value Alignment Motif

2
. XIPSGS2

BOXI1PSGS2 2.3721e-08 CATNANNATC-— A A AAA CAA
—-ATAGAAATCAA
IS ATIBOX .
AT1BOX 9.0339¢-07 CAINANNATC—— AA A A
AATAAAAATATT
> CCAl -
CCAl 3.1679-06 CATNANNATC- AA AATC
-——AAMAATCT 2

CCAIATLHCBI

’ m
CCAIATLHCBI  3.1679¢-06 GATNANNATC— AA AATC
———AAMAATCT 2

Abd-B_M010%4

Abd-B_M01094  8.1643¢-06 GATNNTNATC AT A A
———TTTTAT-

10_bp_nodif 1§ 10_bp_modf I8 _rev

ACAT,AATC GAT ToAnCr

mmmmmmmmmmmmmmmmmmmm

10_bp_motif_18
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forward
Name E value
GLN3 9.7500e-13

Evi-1_MO00078 5.2360e-11

Evil 7.2086e-11

GATA-3_M00350 3.2082e-10

GATA-2_M00349 3.2953e-10

Stamp Results

reverse compliment

Alignment

GATNTTATCT
NATCTTATCN

—GATNTTATCT————
TTATCTTATCTTRTC

———GATNTTATCT-
NNTTATCTTRTCTN

GATNTTATCT-
——TNTTATCTY

GATNTTATCT-
——TNTTATCTS

09/05/08

Motif

GLN3

*

Brie]_M00078

kb

>

f
i
AA
T2
>
g
Ha

e
=

>

g
Ha

-

-

il

T
C

M.

GATA-3 M00330

ATan

GATA-2 M003#9

i

= =

>

0
‘H.I

Sequence logo generation powered by weblogo
STAMP is written by Shaun Mahony
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