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Supplementary Table 6: List of genes whose expression correlates with copy number changes as defined by a Pearson's correlation adjusted p<0.05.

Symbol Chromosome Cytoband Start (bp) | End (bp) | Pearson's p Pearson's Pearsonr Gains | Losses Amplifications
value adjusted p value value

C200rf26 20 20p11.23 20033196 | 20341346 0.0003 0.0068 -0.6805 4 6 0
LIPF 10 10923.31 90424094 | 90438572 0.0004 0.0089 -0.6652 3 10 0
DEPDC7 11 11p13 33037410 | 33055126 0.0004 0.0091 -0.6641 5 3 0
TAS1R1 1 1p36.31 6615338 | 6639816 0.0004 0.0092 -0.6633 2 13 0
TUBA4B 2 2935 220130946]220136910 0.0004 0.0094 -0.6622 3 6 0
CABP4 11 11913.2 67222818 | 67226651 0.0007 0.0131 -0.6411 4 2 0
SGPP2 2 2036.1 223288771|223425667 0.0007 0.0132 -0.6410 1 6 0
DNAH3 16 16p12.3 20944433 | 21170762 0.0008 0.0136 -0.6386 1 4 0
MEP1A 6 6p12.3 46761094 | 46807519 0.0009 0.0148 -0.6327 11 1 0
CCDC114 19 19913.33 48799710 | 48825151 0.0010 0.0161 -0.6270 3 7 0
THSD7B 2 20q22.1 137523115(138435287 0.0012 0.0172 -0.6222 4 8 0
VAX1 10 10925.3 118888032{118897812 0.0012 0.0176 -0.6207 3 7 0
KCTD7 7 7q11.21 66093890 | 66276446 0.0012 0.0177 -0.6204 3 4 1
NRXN2 11 11g13.1 64373646 | 64490660 0.0015 0.0200 -0.6129 6 3 0
TRERF1 6 6p21.1 42192669 | 42419789 0.0015 0.0201 -0.6128 11 1 0
EDA 23 23g13.1 68835911 | 69259311 0.0018 0.0231 -0.6035 1 8 0
TSC2 16 16p13.3 2097981 | 2138721 0.0018 0.0234 -0.6025 5 4 0
SNX26 19 19913.12 36266476 | 36279724 0.0021 0.0253 -0.5966 5 1 0
BEND2 23 23p22.13 18181053 | 18239024 0.0023 0.0271 -0.5920 6 10 0
DNASE1L1 23 23928 153629579( 153640428 0.0024 0.0283 -0.5892 6 10 0
OR4D11 11 11g12.1 59271049 | 59271984 0.0027 0.0297 -0.5853 7 1 0
SPAG16 2 2q34 214149113]215275225 0.0028 0.0307 -0.5827 2 3 0
SLC29A2 11 11913.2 66129993 | 66139291 0.0028 0.0309 -0.5822 4 1 0
AL360181.37-1 10 10926.3 135137733[ 135138209 0.0030 0.0323 -0.5789 3 7 0
LRG1 19 19p13.3 4537227 | 4540036 0.0031 0.0324 -0.5786 0 6 0
SLC6A18 5 5p15.33 1225470 | 1246303 0.0031 0.0326 -0.5782 10 4 0
MORN1 1 1p36.33-p36.32 | 2252696 | 2356219 0.0031 0.0329 -0.5775 4 13 0
EFNB3 17 17p13.1 7608520 | 7614689 0.0032 0.0331 -0.5771 0 11 0
IGFALS 16 16p13.3 1840416 | 1843734 0.0032 0.0332 -0.5768 5 4 0
SIGLEC6 19 19913.41 52020951 | 52035110 0.0033 0.0341 -0.5750 3 5 0
AC018552.6 16 16921 57637053 | 57725006 0.0033 0.0343 -0.5746 3 10 0
KRTAP1-1 17 17921.2 39196811 | 39197713 0.0033 0.0344 -0.5742 3 10 0
ABRA 8 8(g23.1 107771712[107782472 0.0036 0.0364 -0.5703 18 0 2
C9orf47 9 9g22.1 91605778 | 91611055 0.0038 0.0379 -0.5674 4 7 0
AF227510.7 21 21921.3 30274101 | 30276019 0.0039 0.0382 -0.5667 7 3 0
FLRT1 11 11g13.1 63871362 | 63886645 0.0043 0.0405 -0.5621 4 3 0
RP1 8 8q11.23-g12.1 | 55471745 | 55682530 0.0043 0.0405 -0.5620 11 2 0
TMEFF2 2 2932.3 192813769( 193059659 0.0044 0.0413 -0.5604 5 2 0
TYRL 11 11914.3 88911040 | 89028926 0.0044 0.0416 -0.5599 8 3 0
KLK3 19 19g13.33 51358171 | 51364020 0.0048 0.0436 -0.5561 3 5 0
SH2D4B 10 10923.1 82297658 | 82406316 0.0048 0.0437 -0.5559 2 5 0
PSG5 19 19913.31 43670408 | 43690688 0.0048 0.0440 -0.5553 4 7 0
MGAT1 5 5035.3 180217541(180242541 0.0053 0.0469 -0.5504 5 5 0
ALDH1A2 15 15g21.3 58245627 | 58358616 0.0053 0.0469 -0.5502 1 6 0
PEX5 12 12p13.31 7341759 | 7371170 0.0054 0.0470 -0.5501 10 4 0
TAS2R8 12 12p13.2 10958650 [ 10959579 0.0055 0.0478 -0.5488 7 5 0
UNC5D 8 8pl2 35092975 | 35654068 0.0056 0.0487 -0.5473 2 10 0
FNDC1 6 64g25.3 159590429(159693137 0.0064 0.0527 -0.5406 3 6 0
KRTAP2-2 17 17921.2 39210750 | 39211482 0.0066 0.0538 -0.5390 3 10 0
MAP3K10 19 19g13.2 40697651 | 40721481 0.0067 0.0542 -0.5384 3 7 0
RSPO4 20 20p13 939098 982904 0.0067 0.0547 -0.5376 6 7 1
FYCO1 3 3p21.31 45959396 | 46037307 0.0080 0.0615 -0.5280 1 8 0
FLYWCH1 16 16p13.3 2961980 | 3001208 0.0081 0.0621 -0.5272 2 3 0
PCSK5 9 9921.13 78505560 | 78974292 0.0082 0.0626 -0.5265 3 6 0
RUNDC2A 16 16p13.13 12070602 | 12147141 0.0083 0.0630 -0.5259 3 3 0
OR10H4 19 19p13.12 16059818 [ 16060768 0.0087 0.0649 -0.5233 3 2 1
CCDC48 3 3g21.3 128749300 128759583 0.0089 0.0657 -0.5222 7 2 0
KLK12 19 19g13.41 51532348 | 51538148 0.0089 0.0659 -0.5218 3 5 0
IL17C 16 16924.3 88705001 | 88706884 0.0091 0.0669 -0.5205 2 9 0
PDE2A 11 11q13.4 72287186 | 72385773 0.0092 0.0673 -0.5200 3 3 0
RGS3 9 9q32 116222537{116360018 0.0096 0.0691 -0.5176 4 8 0
PRRT3 3 3p25.3 9986657 | 9994078 0.0097 0.0697 -0.5170 6 2 0
CHRNG 2 2g37.1 233404437]233411038 0.0097 0.0699 -0.5167 1 10 0
RP11-159J2.1 13 13g22.2 75812080 | 75814476 0.0098 0.0702 -0.5164 5 4 0
ZNF589 3 3p21.31 48282590 | 48340743 0.0101 0.0716 -0.5147 0 8 0
Cllorf64 11 11g12.2 60383209 | 60454622 0.0102 0.0725 -0.5137 7 1 0
RP13-126P21.1 23 23pl1.4 39724678 | 39725144 0.0103 0.0730 -0.5132 3 11 0
EPB41L3 18 18p11.31 5392388 | 5543986 0.0104 0.0733 -0.5128 8 4 0
UTF1 10 10g26.3 135043778[ 135045062 0.0104 0.0734 -0.5126 3 8 0
SERPINA12 14 14932.13 94953621 | 94984181 0.0105 0.0740 -0.5120 4 10 0
CESS8 16 16g22.1 67022633 | 67043661 0.0106 0.0741 -0.5119 7 7 0
CCDC102B 18 18922.1 66382491 | 66722426 0.0107 0.0750 -0.5109 8 7 0
IL10 1 1g32.1 206940947]206945839 0.0108 0.0755 -0.5104 16 1 0
CAPN1 11 11g13.1 64949343 | 64979476 0.0112 0.0771 -0.5084 5 2 0
OR4E1P 14 14q11.2 22138201 | 22139150 0.0113 0.0777 -0.5077 2 4 0
OR2C1 16 16p13.3 3405889 | 3406924 0.0115 0.0784 -0.5070 1 3 0
POLA1 23 23p22.11-p21.3 | 24712056 | 25015103 0.0116 0.0789 -0.5065 2 10 0
IL26 12 12915 68595129 | 68619571 0.0116 0.0791 -0.5061 4 8 0
SLC22A11 11 11g13.1 64323090 | 64338999 0.0116 0.0792 -0.5060 6 3 0
PGRMC1 23 23924 118370211{118378428 0.0117 0.0795 -0.5056 1 11 0
CCDC109A 10 10g22.1 74451889 | 74647450 0.0119 0.0803 -0.5047 3 4 0
A2BP1 16 16p13.3 7382751 | 7763340 0.0120 0.0807 -0.5043 3 4 0
CPAG6 8 8q13.2 68334405 | 68658620 0.0122 0.0817 -0.5030 16 1 0
RAMP2 17 17921.31 40913205 | 40915059 0.0124 0.0823 -0.5021 1 11 0
TGFA 2 2p13.3 70674416 | 70781105 0.0125 0.0826 -0.5016 5 1 0
DNAH2 17 17p13.1 7623039 | 7737058 0.0126 0.0829 -0.5013 0 12 0
FAM81B 5 5915 94727048 | 94786144 0.0126 0.0830 -0.5011 0 13 0
PELP1 17 17p13.2 4574680 | 4607632 0.0129 0.0842 -0.4999 0 10 0
MACROD1 11 11g13.1 63766031 | 63933585 0.0131 0.0851 -0.4990 4 3 0
CYP4F12 19 19p13.12 15783886 | 15807984 0.0134 0.0862 -0.4976 3 2 1
PCDH8 13 13g14.3 53418114 | 53422775 0.0134 0.0863 -0.4974 4 5 0
OR9I1 11 11g12.1 57885972 | 57886916 0.0134 0.0864 -0.4973 6 1 0
MYCN 2 2p24.3 16080679 | 16087128 0.0135 0.0865 -0.4971 6 1 0
TMEM171 5 5q13.2 72416402 | 72427641 0.0135 0.0866 -0.4970 0 16 0
SLC39A4 8 80924.3 145637799(145642273 0.0135 0.0866 -0.4969 15 1 0
PTCRA 6 6p21.1 42883727 | 42893898 0.0138 0.0879 -0.4956 11 1 0
HAPLN4 19 19p13.11 19366456 [ 19373605 0.0138 0.0880 -0.4954 4 3 0
CITA 16 16p13.13 10971055 | 11018840 0.0142 0.0898 -0.4938 3 4 0
AC011499.5 19 19p13.3 5782972 | 5784776 0.0143 0.0902 -0.4932 0 6 0
BEST?2 19 19p13.2 12863407 | 12869269 0.0143 0.0903 -0.4932 4 4 0
LRRC3 21 21922.3 45875393 | 45878730 0.0149 0.0926 -0.4906 5 6 0
MS4A15 11 11912.2 60524340 | 60544204 0.0150 0.0927 -0.4904 7 3 0
ATHL1 11 11p15.5 289138 295688 0.0150 0.0928 -0.4903 1 3 0
ACBD4 17 17921.31 43209967 | 43221539 0.0151 0.0930 -0.4901 2 11 0
AC023632.19 8 8qg22.1 95558771 | 95560630 0.0151 0.0930 -0.4901 14 0 2
CAMKK1 17 17p13.2 3763609 | 3796337 0.0154 0.0942 -0.4888 0 10 0
LEPREL2 12 12p13.31 6930870 | 6949018 0.0154 0.0945 -0.4886 12 3 0
PF4 4 4913.3 74846796 | 74847715 0.0157 0.0959 -0.4872 4 3 0
TMIGD2 19 19p13.3 4292237 | 4302428 0.0158 0.0959 -0.4872 0 6 0
UBQLN2 23 23p11.21 56590072 | 56593328 0.0159 0.0966 -0.4865 1 12 0
AP000346.1-1 22 22q11.23 23991396 | 23991686 0.0160 0.0968 -0.4863 2 9 0
FAM171A2 17 17921.31 42431101 | 42441235 0.0162 0.0976 -0.4855 1 11 0
LDHBP 23 23913.3 75555240 | 75556262 0.0162 0.0979 -0.4852 1 11 0
ACSBG1 15 15025.1 78459810 | 78526858 0.0163 0.0980 -0.4851 5 6 0
SLC27A1 19 19p13.11 17579578 | 17616977 0.0165 0.0989 -0.4841 3 4 0
DNAH10 12 12924.31 124247042(124420265 0.0172 0.1017 -0.4815 2 9 0
GDPD5 11 11913.4-q13.5 | 75145686 | 75236867 0.0172 0.1019 -0.4814 6 2 0
ATP2A1 16 16p11.2 28889809 | 28915830 0.0174 0.1025 -0.4808 2 3 0
KLK2 19 19913.33 51376689 | 51383822 0.0174 0.1026 -0.4807 3 5 0
ASPSCR1 17 17925.3 79935426 | 79975280 0.0175 0.1028 -0.4805 10 4 0
ARL2 11 11g13.1 64781586 | 64789656 0.0175 0.1028 -0.4805 5 3 0
COX6B2 19 19913.42 55861076 | 55866182 0.0176 0.1033 -0.4800 3 6 0
SP8 7 7p21.1 20821895 | 20826508 0.0182 0.1055 -0.4777 3 5 0
HRASLS2 11 11912.3 63320242 | 63330855 0.0184 0.1060 -0.4771 2 1 0
AC003958.6 17 17921.2 39490884 | 39491985 0.0186 0.1067 -0.4765 3 10 0
BMP4 14 14q922.2 54416457 | 54423554 0.0187 0.1072 -0.4759 2 9 0
ATCAY 19 19p13.3 3880618 | 3928076 0.0190 0.1079 -0.4751 0 6 0
PPIAP 21 21g21.1 22200445 | 22200952 0.0190 0.1083 -0.4749 6 1 0
HGSNAT 8 8p11.21 42995556 | 43057969 0.0192 0.1089 -0.4742 5 3 0
DLX4 17 17921.33 48046562 | 48052323 0.0194 0.1098 -0.4734 2 7 0
AC217771.1 17 17921.31 43922257 | 43924432 0.0195 0.1102 -0.4731 2 9 0
ACOXL 2 2913 111490150{111875799 0.0196 0.1102 -0.4731 3 6 0
SSH3 11 11g13.2 67071001 | 67080070 0.0197 0.1110 -0.4725 4 1 0
AC009093.10-2 16 16p11.2 29260173 | 29260639 0.0198 0.1112 -0.4722 2 5 0
TAS2R9 12 12p13.2 10961693 | 10962767 0.0201 0.1124 -0.4712 7 5 0
MTUS1 8 8p22 17501304 | 17658426 0.0201 0.1126 -0.4711 1 10 0
C140rf166B 14 14924.3 77292715 | 77336645 0.0202 0.1128 -0.4709 2 10 0
PPM1K 4 4922.1 89181531 | 89205888 0.0202 0.1129 -0.4708 3 4 0
CLTCL1 22 22911.21 19166986 | 19279239 0.0203 0.1133 -0.4705 1 7 0
KCNJ4 22 22q13.1 38822332 | 38851203 0.0204 0.1136 -0.4703 2 6 0
TACR3 4 4924 104510625(104640973 0.0204 0.1136 -0.4702 2 4 0
VWAS5B1 1 1p36.12 20617412 | 20681387 0.0204 0.1136 -0.4701 2 13 0
ATG9B 7 7q36.1 150709335( 150721586 0.0206 0.1141 -0.4697 12 1 0
MS4A3 11 11g12.1 59824101 | 59838587 0.0208 0.1146 -0.4690 7 1 0
TCERGIL 10 10926.3 132890656 | 133109986 0.0208 0.1147 -0.4688 3 9 0
KRT9 17 17921.2 39722093 | 39728310 0.0210 0.1154 -0.4682 2 10 0
AP003040.2 11 11924.1 122888347(122889372 0.0212 0.1159 -0.4677 4 6 0
CUBN 10 10p13 16865965 | 17171816 0.0217 0.1175 -0.4661 11 1 1
IL1F7 2 2913 113670546(113676456 0.0218 0.1176 -0.4659 3 7 0
TCF7 5 5031.1 133450402{ 133483920 0.0218 0.1176 -0.4659 0 13 0
TAS2R1 5 5p15.31 9629109 | 9630463 0.0218 0.1177 -0.4658 9 6 1
FOXP2 7 7q931.1 113726382{114331092 0.0219 0.1180 -0.4656 9 2 0
AC015976.3 2 2g31.1 172864870(172945763 0.0221 0.1188 -0.4648 7 3 0
MYCT1 6 6025.2 153019030{ 153045713 0.0222 0.1192 -0.4645 3 7 0
AC093600.3 4 4p15.32 17429319 | 17429826 0.0224 0.1195 -0.4641 0 17 0
NUDT22 11 11g13.1 63993738 | 63997487 0.0226 0.1204 -0.4634 5 3 0
HRASLS5 11 11912.3 63230810 | 63258666 0.0230 0.1219 -0.4621 2 1 0
AC017048.3 2 2g31.1 177494568[ 177502659 0.0230 0.1219 -0.4620 6 3 0
IENG 12 12915 68548549 | 68553523 0.0230 0.1219 -0.4620 4 8 0
COL9A1 6 6913 70925744 | 71012786 0.0230 0.1219 -0.4620 5 1 0
CNTNAP4 16 16923.1 76311176 | 76593128 0.0231 0.1223 -0.4617 2 7 0
RELA 11 11g13.1 65421070 | 65430443 0.0232 0.1225 -0.4615 5 1 0
ITIHS 10 10p14 7601635 | 7708934 0.0238 0.1248 -0.4596 16 1 1
ZNF29 17 17pl12 15578790 | 15578957 0.0239 0.1250 -0.4595 1 17 0
PEKFB2 1 1932.2 207226620] 207254368 0.0243 0.1263 -0.4584 16 1 1
B3GNT8 19 19g13.2 41931265 | 41934635 0.0247 0.1279 -0.4572 5 7 0
CTSLL6 10 10922.3 81630131 | 81633659 0.0249 0.1284 -0.4567 3 4 0
CYP2E1 10 10g26.3 135340867(135374724 0.0250 0.1288 -0.4563 3 7 0
ABTB2 11 11p13 34172535 | 34379581 0.0253 0.1298 -0.4556 5 3 0
LGALS12 11 11g12.3 63273524 | 63284246 0.0256 0.1309 -0.4547 2 1 0
OR13G1 1 1944 247835420]247836343 0.0256 0.1309 -0.4547 17 0 0
LONRF2 2 2911.2 100889754(100939195 0.0257 0.1313 -0.4544 4 5 1
MXRAS8 1 1p36.33 1288072 | 1296643 0.0257 0.1313 -0.4544 1 4 0
AC100865.5 11 11p15.1 16505281 | 16506218 0.0260 0.1321 -0.4537 6 4 0
WFEDC10A 20 20913.12 44258384 | 44259835 0.0262 0.1330 -0.4531 5 7 0
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EVC2 4 4pl6.2 5544858 | 5711275 0.0262 0.1332 -0.4530 0 14 0
CASP10 2 2033.1 202047621]202094110 0.0266 0.1345 -0.4519 2 6 0
IL2 4 4927 123372630{ 123377650 0.0267 0.1346 -0.4518 4 2 0
PLXNC1 12 12g22 94542748 | 94701444 0.0274 0.1368 -0.4499 1 6 0
MOV10L1 22 22713.33 50528474 | 50600115 0.0278 0.1376 -0.4489 3 6 0
STAP2 19 19p13.3 4324041 | 4338847 0.0278 0.1376 -0.4489 0 6 0
LRRC31 3 3026.2 169557042( 169587662 0.0278 0.1377 -0.4489 15 0 1
ABCB1 7 7021.12 87132948 | 87342610 0.0278 0.1377 -0.4488 8 0 0
HMX1 4 4pl6.1 8868773 | 8873543 0.0281 0.1387 -0.4481 1 15 0
ADCY1 7 7pl2.3 45613739 | 45762715 0.0282 0.1389 -0.4478 4 5 0
SLCO1B3 12 12p12.2 20963638 | 21069658 0.0287 0.1407 -0.4465 6 4 0
AC109486.2-1 5 5012.1 59725730 | 59726103 0.0288 0.1409 -0.4464 1 13 0
HCN1 5 5p12 45259368 | 45696220 0.0294 0.1430 -0.4449 5 3 0
CPLX3 15 15g24.1 75118951 | 75124136 0.0294 0.1431 -0.4447 3 4 0
SLC11A1 2 2935 219246752]219261616 0.0299 0.1446 -0.4436 2 7 0
PSD3 8 8p22 18384813 | 18871196 0.0300 0.1448 -0.4434 1 10 0
AP000769.5-1 11 11g13.1 65222653 | 65223178 0.0301 0.1451 -0.4432 5 1 0
FAM40B 7 7032.1 129073731{129128240 0.0302 0.1456 -0.4429 9 0 0
PPP1R1C 2 2931.3 182850551{182996109 0.0302 0.1456 -0.4428 6 2 0
SLC46A3 13 13g12.3 29274220 | 29293150 0.0303 0.1459 -0.4426 1 4 0
RNF17 13 13g12.12 25338301 | 25454059 0.0304 0.1460 -0.4425 1 4 0
AC091980.4-1 5 5035.1 170772048[ 170772634 0.0308 0.1474 -0.4415 3 8 0
STK11IP 2 2935 220462582]220481173 0.0308 0.1474 -0.4415 1 6 0
IL411 19 19913.33 50392916 | 50432796 0.0308 0.1474 -0.4415 3 6 0
AC002472.8 22 22q11.21 21357184 | 21368581 0.0310 0.1480 -0.4410 1 10 0
IL2RA 10 10p15.1 6041829 | 6104272 0.0311 0.1483 -0.4408 15 0 1
FCHSD1 5 5031.3 141018870{ 141030986 0.0315 0.1494 -0.4399 1 14 0
CNGA?2 23 23028 150906922( 150914036 0.0316 0.1497 -0.4397 4 11 0
CADM2 3 3pl2.1 85008759 | 86117948 0.0316 0.1500 -0.4395 5 2 0
PRUNE2 9 9921.2 79226292 | 79521003 0.0317 0.1502 -0.4394 3 7 0
PAGE4 23 23p11.23 49593863 | 49599831 0.0317 0.1502 -0.4394 2 13 0
CPT1B 22 22013.33 51007290 | 51021394 0.0318 0.1505 -0.4392 6 5 0
NRXN3 14 14924.3-q31.1 | 79081275 | 80330758 0.0318 0.1506 -0.4390 1 10 0
LUM 12 12g21.33 91497232 | 91505542 0.0321 0.1513 -0.4385 2 7 0
CCIN 9 9p13.3 36169389 | 36171329 0.0322 0.1516 -0.4382 5 9 0
AL049830.3-1 14 14q12 31290633 | 31291068 0.0322 0.1516 -0.4382 4 4 0
CACNAL1lI 22 22q13.1 39966758 | 40085735 0.0323 0.1520 -0.4380 2 6 0
DCC 18 18qg21.2 49867158 | 51062269 0.0327 0.1533 -0.4371 4 10 0
UPP2 2 2924.1 158851711{158992666 0.0328 0.1533 -0.4369 4 4 0
ZNF214 11 11p15.4 7020549 | 7041586 0.0329 0.1537 -0.4366 2 7 0
VN1R4 19 19g13.42 53770013 | 53770918 0.0331 0.1546 -0.4361 3 5 0
ASB6 9 9034.11 132396883| 132404444 0.0334 0.1554 -0.4355 3 7 0
CD164L2 1 1p36.11 27705596 | 27709870 0.0337 0.1561 -0.4350 0 9 0
AC110080.2-5 2 2pll.2 89521177 | 89521912 0.0339 0.1568 -0.4345 7 1 0
GPT 8 8024.3 145729465( 145732554 0.0339 0.1570 -0.4344 16 1 0
POU1F1 3 3pll.2 87308783 | 87325737 0.0343 0.1582 -0.4335 5 2 0
WDR88 19 19g13.11 33622998 | 33666705 0.0344 0.1582 -0.4334 3 1 0
SCN2A2 2 2924.3 166095912]166248818 0.0344 0.1585 -0.4332 5 4 0
PRR7 5 5035.3 176873794[176883283 0.0345 0.1585 -0.4332 4 6 0
AC010243.7 5 5914.3 87514708 | 87515080 0.0346 0.1588 -0.4330 1 12 0
DTX4 11 11g12.1 58939812 | 58976060 0.0346 0.1589 -0.4330 7 1 0
GYPE 4 4¢31.21 144792020]144826716 0.0347 0.1591 -0.4328 4 6 1
TAS2R13 12 12p13.2 11060525 | 11062161 0.0348 0.1593 -0.4326 7 5 0
LILRA4 19 19g13.42 54820182 | 54850421 0.0350 0.1601 -0.4320 3 5 0
ACPT 19 19g13.33 51293672 | 51298481 0.0352 0.1606 -0.4316 3 5 0
DGKI 7 7933 137073563[ 137531838 0.0352 0.1607 -0.4316 13 0 1
VN1R1 19 19913.43 57966542 | 57967854 0.0354 0.1610 -0.4313 2 6 0
NKD2 5 5p15.33 1009077 | 1038925 0.0357 0.1617 -0.4306 10 4 0
PKD1 16 16p13.3 2138711 | 2185899 0.0358 0.1623 -0.4303 5 4 0
AL356155.10 10 10g24.1 97733786 | 97792432 0.0359 0.1623 -0.4302 2 10 0
KRT20 17 17921.2 39032195 | 39041479 0.0361 0.1631 -0.4297 3 10 0
FUT3 19 19p13.3 5842900 | 5851485 0.0363 0.1636 -0.4293 0 6 0
LSM11 5 5033.3 157170759( 157184173 0.0365 0.1642 -0.4288 0 14 0
AL109837.22 20 20p12.2 11589083 [ 11589698 0.0366 0.1643 -0.4288 3 7 1
CLEC7A 12 12p13.2 10269402 | 10282868 0.0367 0.1646 -0.4286 9 3 0
KLRC3 12 12p13.2 10564921 | 10573194 0.0368 0.1652 -0.4282 7 4 0
KIAA1530 4 4pl16.3 1341054 | 1381837 0.0370 0.1657 -0.4280 2 9 0
SRGN 10 10g22.1 70847828 | 70864565 0.0371 0.1660 -0.4277 3 3 0
ADRB3 8 8p11.23 37820516 | 37824184 0.0371 0.1660 -0.4277 5 4 0
CHRNA3 15 15025.1 78885453 | 78913322 0.0377 0.1681 -0.4264 5 6 0
CRHR2 7 7p14.3 30692863 | 30739679 0.0378 0.1682 -0.4264 4 9 0
AC104440.1 3 3p14.1 66687573 | 66687835 0.0379 0.1686 -0.4260 1 11 0
SYT3 19 19913.33 51125236 | 51141302 0.0380 0.1687 -0.4259 3 5 0
SLC26A8 6 6p21.31 35911295 | 35992377 0.0380 0.1689 -0.4258 11 0 0
CRNN 1 1g21.3 152381719( 152386750 0.0381 0.1691 -0.4257 17 1 1
HOXB13 17 17g21.32 46802133 | 46806120 0.0384 0.1701 -0.4251 1 7 0
KIAA1797 9 9p21.3 20658308 | 20995954 0.0387 0.1710 -0.4245 3 9 0
PRDX5 11 11g13.1 64085569 | 64089282 0.0388 0.1711 -0.4243 5 3 0
AGRN 1 1p36.33 955503 991496 0.0390 0.1716 -0.4239 1 3 0
PROP1 5 5035.3 177419236|177423243 0.0390 0.1716 -0.4238 5 5 0
CBFA2T3 16 16g24.3 88941267 | 89043401 0.0392 0.1720 -0.4235 2 9 0
NR5A1 9 9033.3 127243515]127269699 0.0395 0.1729 -0.4229 1 7 0
SOCS3 17 17925.3 76352864 | 76356158 0.0396 0.1731 -0.4227 11 4 0
RP6-186E3.1 23 23pll.4 40218436 | 40219982 0.0399 0.1739 -0.4220 2 11 0
KCNE4 2 2036.1 223916862] 223920353 0.0401 0.1744 -0.4217 1 6 0
ZNF213 16 16p13.3 3185057 | 3192804 0.0402 0.1745 -0.4216 2 3 0
GDI1 23 23728 153665259( 153671812 0.0404 0.1752 -0.4212 6 10 0
KRTAP9-1 17 17qg21.2 39346100 | 39412616 0.0405 0.1753 -0.4210 3 10 0
PPEF2 4 4921.1 76781028 | 76823681 0.0405 0.1753 -0.4210 3 3 0
TBXAS1 7 7034 139478047]139720125 0.0407 0.1759 -0.4206 11 0 1
OR5AZ1P 11 11g12.1 57684771 | 57685702 0.0407 0.1759 -0.4205 6 1 0
GPR81 12 12g24.31 123104824]123215390 0.0407 0.1759 -0.4205 2 6 0
AP003774.4 11 11g13.1 64216544 | 64219126 0.0408 0.1760 -0.4204 6 3 0
AC136428.3-1 16 16p11.2 33525824 | 33548081 0.0411 0.1768 -0.4199 3 4 0
GDF15 19 19p13.11 18496968 [ 18499986 0.0412 0.1770 -0.4197 4 3 0
LZTR1 22 22911.21 21336558 | 21353325 0.0413 0.1773 -0.4195 1 10 0
ZNF185 23 23028 152082997( 152142025 0.0414 0.1775 -0.4193 6 10 0
CYP8B1 3 3p22.1 42897497 | 42917633 0.0416 0.1781 -0.4189 3 8 0
UBXNG6 19 19p13.3 4445009 | 4457694 0.0416 0.1781 -0.4189 0 6 0
DNAJC5G 2 2p23.3 27498289 | 27504367 0.0421 0.1796 -0.4180 5 1 0
KIAA0892 19 19p13.11 19431630 | 19469563 0.0428 0.1816 -0.4166 4 3 0
OR2AJ1 1 1q44 248097071] 248098057 0.0429 0.1817 -0.4166 17 0 0
MUM1 19 19p13.3 1285892 | 1378430 0.0432 0.1823 -0.4160 2 6 0
SPC24 19 19p13.2 11256170 | 11266484 0.0432 0.1823 -0.4160 2 4 0
DNAJB13 11 11g13.4 73661364 | 73681332 0.0433 0.1825 -0.4158 3 2 0
ZNF711 23 23g21.1 84498997 | 84528368 0.0434 0.1825 -0.4157 3 9 0
ACO005551.1 19 19p13.3 3474405 | 3480540 0.0435 0.1829 -0.4155 0 6 0
ZNF385B 2 2031.2-g31.3 [180306709]180726232 0.0435 0.1829 -0.4155 5 3 0
HDAC6 23 23p11.23 48659784 | 48683386 0.0445 0.1854 -0.4137 2 13 0
ITGBL1 13 13g33.1 102104966(102368793 0.0446 0.1858 -0.4134 11 4 1
CTD- 19 19p13.2 12670385 | 12671919 0.0447 0.1860 -0.4133 4 4 0
2192J16.12
OBFC2A 2 2932.3 192542853[ 192553251 0.0448 0.1863 -0.4131 5 2 0
ARAP3 5 5031.3 141032970{ 141061800 0.0452 0.1878 -0.4124 1 14 0
LRRC15 3 3029 194075979( 194090472 0.0453 0.1880 -0.4123 12 2 0
FOXE1 9 90922.33 100615537{100618986 0.0457 0.1891 -0.4115 3 8 0
RBMX 23 23026.3 135952240 135962939 0.0458 0.1894 -0.4113 3 11 0
SEPT9 17 17925.2-q25.3 | 75277492 | 75496674 0.0460 0.1897 -0.4111 10 4 0
IP6K3 6 6p21.31 33689444 | 33714762 0.0461 0.1901 -0.4108 9 2 0
GLIS2 16 16p13.3 4364762 | 4389598 0.0465 0.1909 -0.4102 2 2 0
TMEM148 16 16g24.1 85316564 | 85321683 0.0470 0.1925 -0.4093 2 10 0
HMHB1 5 5031.3 143191726{143200282 0.0470 0.1925 -0.4093 1 15 0
TTBK1 6 6p21.1 43211222 | 43255997 0.0471 0.1926 -0.4092 12 1 0
NCALD 8 8022.3 102698771{103137135 0.0473 0.1932 -0.4089 19 0 2
TMEM151A 11 11g13.2 66059341 | 66064131 0.0473 0.1933 -0.4088 4 1 0
IFFO1 12 12p13.31 6648694 | 6665237 0.0476 0.1940 -0.4084 12 3 0
CCDC136 7 7q32.1 128431548(128462183 0.0476 0.1940 -0.4084 9 0 0
ANGPTL4 19 19p13.2 8429011 | 8439257 0.0478 0.1946 -0.4080 1 5 0
TMEM217 6 6p21.2 37179956 | 37225931 0.0482 0.1959 -0.4073 11 1 0
CD96 3 3013.13-g13.2 [111260926]111371206 0.0482 0.1960 -0.4073 7 1 0
MBOAT4 8 8p12 29989187 | 30002200 0.0483 0.1962 -0.4072 2 12 0
CDC42BPG 11 11g13.1 64591664 | 64612041 0.0484 0.1965 -0.4070 5 3 0
OR2AG2 11 11p15.4 6789238 | 6790188 0.0486 0.1969 -0.4067 2 7 0
GPRIN1 5 5035.2 176022803]176037131 0.0486 0.1969 -0.4067 5 7 0
CRTAC1 10 10g24.2 99624757 | 99790585 0.0492 0.1980 -0.4057 1 9 1
TM7SF2 11 11g13.1 64879341 | 64883706 0.0492 0.1981 -0.4056 5 3 0
GPR75 2 2p16.2 54080050 | 54087126 0.0493 0.1983 -0.4055 7 1 0
SELP 1 1g24.2 169558037] 169599380 0.0496 0.1991 -0.4050 17 1 1
AP001340.2 21 21g21.2 26734135 | 26734745 0.0498 0.1994 -0.4048 7 2 1
EPN3 17 17921.33 48610048 | 48621110 0.0498 0.1996 -0.4047 2 6 0
EFCBP2 16 16g23.3 84002237 | 84036377 0.0499 0.1996 -0.4046 3 10 0
BAZ2B 2 2024.2 160175490] 160473080 0.0500 0.1997 0.4044 5 4 0
ANKRD24 19 19p13.3 4186267 | 4224811 0.0500 0.1997 0.4044 0 6 0
C140rfl06 14 14g21.2 45672394 | 45722605 0.0500 0.1997 0.4044 3 5 0
EEF1G 11 11g12.3 62327075 | 62359016 0.0500 0.1997 0.4045 1 1 0
Cborf33 5 5p13.2 36192694 | 36242258 0.0499 0.1997 0.4045 8 4 0
CASP2 7 7934 142985402( 143004784 0.0499 0.1997 0.4045 8 1 0
EPS8L1 19 19913.42 55583388 | 55599290 0.0499 0.1997 0.4045 3 6 0
SKIP 17 17p13.3 1397872 | 1420182 0.0499 0.1997 0.4045 1 10 0
C3orfl 3 3913.33 119217368{119243120 0.0499 0.1997 0.4045 5 4 0
MEPE 4 4922.1 88754139 | 88767940 0.0499 0.1997 0.4045 3 4 0
RBBP6 16 16p12.1 24550908 | 24584181 0.0499 0.1997 0.4046 0 5 0
AMFR 16 16gq12.2 56395364 | 56459444 0.0499 0.1997 0.4046 2 9 0
MAST?2 1 1p34.1 46269285 | 46501796 0.0499 0.1996 0.4046 3 2 0
HOXA9 7 7p15.2 27202058 | 27209269 0.0498 0.1995 0.4047 4 7 0
CALU 7 7032.1 128379346]128411530 0.0498 0.1995 0.4047 9 0 0
ZP4 1 1943 238045722]238054222 0.0497 0.1993 0.4048 21 0 2
COL21A1 6 6pl2.1 55921388 | 56258892 0.0497 0.1991 0.4049 9 1 0
LYPLAL 8 8011.23 54958939 | 55014577 0.0497 0.1991 0.4049 11 2 0
AGGF1 5 5913.3 76326232 | 76361033 0.0497 0.1991 0.4049 0 15 0
RRP8 11 11p15.4 6616305 | 6624756 0.0496 0.1991 0.4050 2 7 0
RPS6KB1 17 17g23.1 57970443 | 58027782 0.0496 0.1991 0.4050 5 4 0
GTF3A 13 13g12.2 27998681 | 28009846 0.0496 0.1991 0.4050 0 5 0
ATP2A2 12 12q24.11 110719032]110788893 0.0496 0.1991 0.4050 2 7 0
UTRN 6 6q24.2 144606837( 145174166 0.0495 0.1988 0.4051 6 5 1
HNRNPM 19 19p13.2 8509651 | 8553885 0.0495 0.1988 0.4052 1 5 0
RPS21 20 20g13.33 60962105 | 60963576 0.0495 0.1987 0.4052 9 7 0
SPDYE1 7 7pl3 44040488 | 44049722 0.0495 0.1986 0.4053 3 5 0
AC008738.7 19 19g13.11 33794062 | 33794531 0.0494 0.1986 0.4053 3 1 0
OBFC2B 12 12g13.3 56615799 | 56623638 0.0494 0.1986 0.4053 1 7 0
TRIM7 5 5035.3 180620925(180632177 0.0494 0.1985 0.4053 5 4 0
CHAT 10 10g11.23 50817141 | 50873150 0.0494 0.1984 0.4054 2 7 0
SRP19 5 5q22.2 112196993( 112203603 0.0494 0.1984 0.4054 0 13 0
SCAMP2 15 15qg24.1 75137197 | 75165706 0.0494 0.1984 0.4054 3 4 0
APOLD1 12 12p13.1 12878851 | 12944397 0.0493 0.1983 0.4055 7 5 0
NECAB3 20 20911.22 32244894 | 32262264 0.0493 0.1983 0.4055 0 3 0
FCHO2 5 5q13.2 72251808 | 72386348 0.0493 0.1983 0.4055 0 15 0
VPS39 15 15g15.1 42450900 | 42500502 0.0493 0.1983 0.4055 0 10 0
PPP1R3A 7 7q931.1 113516882( 113715975 0.0493 0.1983 0.4055 9 2 0
LHB 19 199g13.33 49519237 | 49520347 0.0493 0.1983 0.4055 3 7 0
RALGPS2 1 1g25.2 178694300( 178889238 0.0492 0.1981 0.4056 17 0 0




Supplementary Table 6

Page 3
CPSF2 14 14932.12 92588329 | 92630543 0.0492 0.1981 0.4057 2 9 0
TRAPPC9 8 8024.3 140742588(141468678 0.0492 0.1980 0.4057 17 2 0
CANT1 17 17925.3 76987799 | 77005838 0.0491 0.1980 0.4058 11 4 0
C60rf165 6 6915 88117721 | 88174182 0.0491 0.1977 0.4059 7 2 0
TMEM159 16 16p12.3 21169698 | 21191937 0.0491 0.1977 0.4059 1 4 0
FBX032 8 8024.13 124515359 124553446 0.0491 0.1977 0.4059 17 0 1
RNF115 1 1g21.1 145611036{ 145688776 0.0490 0.1977 0.4059 16 1 0
FLNB 3 3pl4.3 57994127 | 58157978 0.0490 0.1977 0.4060 0 11 0
FAM178A 10 10g24.31 102672326{102724889 0.0490 0.1976 0.4060 0 9 0
C1QTNF3 5 5p13.2 33987279 | 34124633 0.0490 0.1975 0.4061 7 5 0
DGUOK 2 2p13.1 74153953 | 74186088 0.0490 0.1975 0.4061 3 1 0
SEC14L2 22 22q12.2 30792930 | 30825041 0.0490 0.1975 0.4061 2 7 0
ZNF193 6 6p22.1 28193070 | 28201260 0.0490 0.1975 0.4061 8 0 0
MAD2L1 4 4927 120980581{120988013 0.0490 0.1975 0.4061 3 3 0
LGALS1 22 22q13.1 38071613 | 38075809 0.0489 0.1975 0.4061 1 7 0
OPLAH 8 8024.3 145106168( 145115606 0.0489 0.1974 0.4062 14 1 0
TAF5 10 10g24.33 105127724{105148818 0.0489 0.1973 0.4062 0 7 0
CLK4 5 5035.3 178029666 178054054 0.0489 0.1973 0.4063 5 4 0
SNAP29 22 22q11.21 21213292 | 21245499 0.0488 0.1973 0.4063 1 10 0
PPP1R7 2 2937.3 242088991]242123067 0.0488 0.1973 0.4063 5 7 0
ATP5G2 12 12g13.13 54058945 | 54070512 0.0488 0.1972 0.4063 0 11 0
ABHD8 19 19p13.11 17402941 | 17414282 0.0488 0.1972 0.4064 3 3 0
ARL11 13 13gq14.2 50202435 | 50208008 0.0488 0.1971 0.4064 2 6 0
SLC9A4 2 2g12.1 103089762{ 103150430 0.0487 0.1971 0.4064 5 5 1
MAPK9 5 5035.3 179660594(179719071 0.0487 0.1971 0.4064 5 4 0
AC023886.2 4 4925 113460492( 113509022 0.0487 0.1971 0.4065 2 4 0
GMEB1 1 1p35.3 28995244 | 29045865 0.0487 0.1971 0.4065 0 9 0
TACC1 8 8pl1.22 38586102 | 38710546 0.0487 0.1971 0.4065 6 4 1
AP001453.6-1 11 11g13.1 64084167 | 64085033 0.0487 0.1970 0.4065 5 3 0
MGAT?2 14 14g21.3 50087489 | 50090198 0.0487 0.1970 0.4065 4 7 0
ACAD9 3 3921.3 128598333[ 128631956 0.0487 0.1970 0.4066 7 2 0
EEF1D 8 8024.3 144661898( 144679845 0.0487 0.1970 0.4066 14 1 0
TNPO2 19 19p13.2 12810008 | 12834810 0.0487 0.1970 0.4066 4 4 0
GOLGAl 9 9033.3 127640576(127710292 0.0486 0.1970 0.4066 1 7 0
SLPI 20 20gq13.12 43880879 | 43883206 0.0486 0.1969 0.4066 5 7 0
ZNF395 8 8p21.1 28203104 | 28243977 0.0486 0.1969 0.4067 1 13 0
RNASEN 5 5p13.3 31400609 | 31529213 0.0486 0.1969 0.4067 9 4 0
NOL12 22 22g13.1 38082330 | 38170137 0.0486 0.1969 0.4067 1 7 0
RANBP10 16 16g22.1 67757005 | 67840555 0.0486 0.1969 0.4067 6 7 0
SMAP2 1 1p34.2 40810522 | 40888998 0.0485 0.1968 0.4068 2 3 0
LUC7L 16 16p13.3 238968 279462 0.0485 0.1968 0.4068 4 3 0
TMOSF3 10 10g24.1 98277867 | 98347209 0.0485 0.1966 0.4069 2 9 0
UBR5 8 8022.3 103265572( 103424495 0.0484 0.1966 0.4069 19 0 2
GPSM2 1 1p13.3 109417972]109473044 0.0484 0.1965 0.4070 4 4 0
ZNF114 19 19913.33 48774654 | 48790863 0.0484 0.1965 0.4070 3 9 0
TMEM11 17 17p11.2 21101263 | 21117908 0.0484 0.1965 0.4070 1 12 0
SCAP 3 3p21.31 47455184 | 47518616 0.0484 0.1964 0.4071 0 8 0
SCRN1 7 7pl4.3 29959720 | 30029905 0.0483 0.1964 0.4071 4 7 0
MLXIP 12 12g24.31 122516652( 122628963 0.0483 0.1961 0.4072 2 6 0
ZNF576 19 19qg13.31 44100544 | 44105309 0.0482 0.1959 0.4073 3 7 0
MIA3 1 1941 2227914441222856105 0.0480 0.1953 0.4076 17 1 1
OR51A2 11 11p15.4 4976002 | 4976943 0.0480 0.1952 0.4077 3 6 0
RNF160 21 21g21.3 30300466 | 30365270 0.0480 0.1952 0.4077 7 3 0
IL11RA 9 9p13.3 34652182 | 34661883 0.0480 0.1952 0.4077 5 9 0
FOXRED?2 22 22q12.3 36883234 | 36903148 0.0480 0.1952 0.4077 3 7 0
FAM114A2 5 5033.2 153371271]153418497 0.0480 0.1952 0.4077 0 14 0
ASB4 7 7921.3 95115213 | 95167071 0.0479 0.1951 0.4078 8 0 0
RYR1 19 19q13.2 38924340 | 39078204 0.0479 0.1951 0.4078 4 6 0
UBA5 3 3922.1 132373290( 132396941 0.0479 0.1949 0.4079 7 0 0
INTS1 7 7p22.3 1509913 | 1545489 0.0478 0.1947 0.4080 5 8 0
PFKM 12 12g13.11 48501157 | 48539887 0.0478 0.1947 0.4080 2 9 0
ZNF777 7 7036.1 149128461]149158053 0.0478 0.1947 0.4080 11 1 0
DNAJC13 3 3922.1 132136504 (132257880 0.0477 0.1945 0.4081 7 0 0
TRIP13 5 5p15.33 893004 918156 0.0476 0.1942 0.4083 10 4 0
ACAP1 17 17p13.1 7239848 | 7254793 0.0476 0.1942 0.4083 0 11 0
PLS1 3 3023 142315229]142432501 0.0476 0.1941 0.4083 11 0 0
REPIN1 7 7036.1 150065879{ 150071133 0.0476 0.1941 0.4083 12 1 0
MINPP1 10 10g23.2 89264223 | 89313168 0.0475 0.1939 0.4085 5 5 0
WFDC6 20 20gq13.12 44162836 | 44176391 0.0475 0.1939 0.4085 5 7 0
CD1E 1 1g23.1 158323254]158327343 0.0475 0.1939 0.4085 17 0 1
CCNY 10 10pl11.21 35535953 | 35860852 0.0475 0.1939 0.4085 11 1 0
ITPR3 6 6p21.31 33589161 | 33664346 0.0474 0.1935 0.4087 9 2 0
ANAPC5 12 12g24.31 121746048[ 121790265 0.0473 0.1933 0.4088 2 6 0
TIMP1 23 23p11.23 47441690 | 47446188 0.0473 0.1933 0.4088 2 13 0
GTF2F1 19 19p13.3 6379580 | 6393291 0.0473 0.1932 0.4088 0 6 0
ANO10 3 3p22.1-p21.33 | 43407819 | 43733086 0.0473 0.1932 0.4089 1 9 0
FAM184A 6 6022.31 119280998( 119470358 0.0473 0.1932 0.4089 7 1 1
MT1F 16 16q12.2 56691855 | 56693214 0.0472 0.1932 0.4089 3 9 0
BCAR1 16 16g23.1 75262928 | 75301951 0.0472 0.1932 0.4089 2 8 0
SH3BGRL3 1 1p36.11 26606213 | 26608012 0.0470 0.1925 0.4093 0 11 0
FIS1 7 7922.1 100882739{100895414 0.0470 0.1925 0.4093 3 4 0
PEX1 7 7921.2 92116334 | 92157845 0.0470 0.1923 0.4094 9 0 1
HEXIM1 17 17921.31 43224684 | 43229468 0.0469 0.1922 0.4094 2 10 0
E2F8 11 11p15.1 19245618 | 19263389 0.0469 0.1922 0.4095 4 5 0
CTAGES 14 14g21.1 39734476 | 39820397 0.0469 0.1921 0.4095 2 6 0
PPRC1 10 10g24.32 103892787{103910088 0.0469 0.1921 0.4095 0 8 0
BTN3A2 6 6p22.2 26365398 | 26378548 0.0469 0.1921 0.4095 8 0 0
TRAF6 11 11p12 36510723 | 36531822 0.0468 0.1919 0.4096 5 2 0
DIP2B 12 12g13.12 50898768 | 51142450 0.0468 0.1919 0.4096 0 8 0
THRA 17 17g21.1 38219063 | 38250118 0.0468 0.1919 0.4097 2 10 0
DNAJC5 20 20g13.33 62526518 | 62565394 0.0468 0.1918 0.4097 8 6 0
ACTR5 20 20011.23 37377097 | 37401089 0.0467 0.1917 0.4098 1 8 0
C140rf156 14 14924.3 78174425 | 78183937 0.0467 0.1915 0.4099 1 11 0
ZDHHC18 1 1p36.11 27153201 | 27182207 0.0467 0.1914 0.4099 0 11 0
RNF168 3 3929 196198629 196230582 0.0466 0.1913 0.4100 11 1 0
Clorf83 1 1p32.3 54519274 | 54565416 0.0466 0.1913 0.4100 6 7 0
PTHR2 2 2934 2092244381 209704824 0.0466 0.1912 0.4100 2 3 0
Clorfl07 1 1g32.2 210001333]210030908 0.0466 0.1911 0.4101 17 3 0
DFNA5 7 7p15.3 24737974 | 24797639 0.0466 0.1911 0.4101 4 7 0
MPHOSPH10 2 2p13.3 71357444 | 71377230 0.0465 0.1911 0.4101 5 1 0
IQGAP1 15 15¢26.1 90931473 | 91045475 0.0465 0.1911 0.4102 7 3 0
PPP2R1B 11 11g23.1 111597632{111637169 0.0465 0.1909 0.4102 5 2 0
AC020629.6-2 12 12g12 42680713 | 42682362 0.0465 0.1909 0.4102 4 6 0
Clorfl24 1 1g42.2 231473682]231489988 0.0465 0.1909 0.4103 21 0 1
LRRC16B 14 14g11.2 24521206 | 24538916 0.0464 0.1908 0.4104 3 4 0
TSC22D2 3 3025.1 150126122{150177613 0.0464 0.1908 0.4104 14 1 0
RLF 1 1p34.2 40627041 | 40706592 0.0464 0.1908 0.4104 3 3 0
KIAA1191 5 5035.2 175773068| 175788809 0.0464 0.1908 0.4104 4 8 0
ARHGEF12 11 11923.3 120207946 120360645 0.0464 0.1907 0.4104 5 6 1
C120rf29 12 12g21.32 88429268 | 88443936 0.0463 0.1907 0.4105 1 8 0
DBN1 5 5035.3 176883614 (176900694 0.0463 0.1907 0.4105 4 6 0
PSME3 17 17¢g21.31 40985423 | 40995775 0.0463 0.1905 0.4106 1 11 0
HSPA4 5 5031.1 132387662( 132440709 0.0463 0.1905 0.4106 2 14 0
NPR2 9 9p13.3 35792151 | 35809729 0.0463 0.1904 0.4106 5 9 0
DDHD1 14 14g22.1 53510686 | 53620000 0.0462 0.1901 0.4108 2 8 0
WWOX 16 16023.1-g23.2 | 78133551 | 79246031 0.0462 0.1901 0.4108 2 12 0
RASGEF1B 4 4921.21 82348219 | 82393061 0.0461 0.1901 0.4108 4 5 0
TNRC6B 22 22g13.1 40440821 | 40764546 0.0461 0.1901 0.4108 1 7 0
FBXL18 7 7p22.1 5470966 | 5553399 0.0461 0.1901 0.4108 2 2 0
NATS 20 20p11.23 19997937 | 20014269 0.0461 0.1900 0.4109 4 6 0
SIN3B 19 19p13.11 16940218 | 16991164 0.0461 0.1900 0.4109 3 2 0
AC005522.6 7 7911.23 75990447 | 75991430 0.0460 0.1899 0.4110 2 2 0
DCTN5 16 16pl12.2 23652807 | 23681182 0.0460 0.1898 0.4110 0 4 0
Clorfl01 1 1q44 244624673] 244803662 0.0460 0.1898 0.4110 18 0 1
CEP192 18 18pl11.21 13008499 | 13125052 0.0460 0.1898 0.4111 5 1 0
SLC30A8 8 8024.11 117963218(118188953 0.0459 0.1896 0.4112 17 0 2
ALS2CR11 2 2033.1 202352157]202483901 0.0459 0.1896 0.4112 2 6 0
ZFR 5 5p13.3 32354457 | 32444844 0.0459 0.1895 0.4113 8 4 0
PPP1R3E 14 14gq11.2 23770645 | 23771785 0.0458 0.1894 0.4113 3 4 0
GOT2 16 16921 58741037 | 58768246 0.0458 0.1894 0.4113 4 9 0
GOLGA4 3 3p22.2 37284682 | 37408241 0.0458 0.1893 0.4114 5 5 0
FRMD6 14 14g22.1 51955855 | 52197442 0.0458 0.1893 0.4114 2 8 0
ID2 2 2p25.1 8818975 | 8824583 0.0458 0.1893 0.4114 5 2 0
Clorfl75 1 1p32.3 55107427 | 55207981 0.0458 0.1893 0.4114 6 7 0
CDC42BPA 1 1g42.13 227177567]227505826 0.0458 0.1893 0.4114 18 0 1
MICAL2 11 11p15.3 12132138 | 12285327 0.0457 0.1891 0.4115 4 6 0
PPM1L 3 3025.33-g26.1 [160474097]|160786945 0.0457 0.1891 0.4115 16 0 1
ALG10 12 12p11.1 34175216 | 34181234 0.0457 0.1891 0.4116 4 4 0
RIMKLA 1 1p34.2 42846466 | 42889898 0.0457 0.1891 0.4116 5 3 0
MORC?2 22 22q12.2 31322598 | 31364187 0.0457 0.1891 0.4116 1 7 0
RAB4B 19 19g13.2 41284171 | 41302847 0.0457 0.1891 0.4116 3 7 0
ZNF362 1 1p35.1 33736176 | 33765314 0.0457 0.1891 0.4116 5 9 0
MYL1 2 2934 211154868]211179895 0.0457 0.1891 0.4116 2 3 0
ENTPD4 8 8p21.3-p21.2 | 23243441 | 23315244 0.0455 0.1887 0.4118 0 13 0
TIMM17A 1 1g32.1 201924619]201939787 0.0455 0.1887 0.4118 14 1 0
TNFAIP6 2 2023.3 152214105]152236557 0.0455 0.1887 0.4119 3 6 0
NDFIP1 5 5031.3 141488324(141533996 0.0455 0.1886 0.4119 0 14 0
MIOS 7 7p21.3 7606506 | 7647103 0.0455 0.1886 0.4119 7 2 0
SMARCAD1 4 4922.3 95128759 | 95212439 0.0455 0.1886 0.4119 3 4 0
EDEM3 1 1g25.3 184659627|184724041 0.0454 0.1884 0.4120 18 0 1
CRTC3 15 15¢26.1 91073157 | 91188577 0.0454 0.1883 0.4121 7 3 0
SLC35A3 1 1p21.2 100435535{ 100489006 0.0453 0.1880 0.4122 4 7 0
SLC31A1 9 9932 115983808( 116028674 0.0453 0.1880 0.4122 2 8 0
INO80B 2 2pl3.1 74682199 | 74688011 0.0453 0.1880 0.4123 3 2 0
GCSH 16 16g23.2 81115929 | 81129980 0.0452 0.1878 0.4124 1 8 0
WDR91 7 7933 134868590( 134896316 0.0452 0.1878 0.4124 11 0 0
MAN2C1 15 15g24.2 75648133 | 75660941 0.0452 0.1878 0.4124 4 5 0
EXOSC9 4 4927 122722472]1122738176 0.0452 0.1878 0.4124 4 2 0
TERF2 16 16g22.1 69389535 | 69419873 0.0451 0.1876 0.4125 6 7 0
FAM58A 23 23028 152853377]152864641 0.0451 0.1874 0.4126 5 11 0
OR4S1 11 11p1l1.2 48327775 | 48328704 0.0450 0.1872 0.4127 2 3 0
TMEM128 4 4p16.3 4237269 | 4249969 0.0449 0.1868 0.4129 0 11 0
CEACAM1 19 19g13.2 43009500 | 43032639 0.0449 0.1866 0.4130 3 7 0
MEF2B 19 19p13.11 19256377 | 19303383 0.0448 0.1865 0.4131 4 3 0
ZC3H15 2 2g32.1 187350885 187374085 0.0448 0.1863 0.4132 5 2 0
Clorf57 1 1g42.2 233086370]| 233114219 0.0448 0.1863 0.4132 21 0 1
HPS3 3 3924 148847371{148891305 0.0448 0.1863 0.4132 15 1 0
UBE2H 7 7032.2 129472995]129592789 0.0446 0.1858 0.4134 9 0 0
RNF214 11 11923.3 117104980{ 117156392 0.0446 0.1858 0.4134 5 5 0
TAF2 8 8024.12 120743015]120845074 0.0446 0.1858 0.4134 16 0 1
GTPBP2 6 6p21.1 43587987 | 43596936 0.0445 0.1854 0.4136 13 1 0
SYF2 1 1p36.11 25548767 | 25559013 0.0445 0.1854 0.4137 0 12 0
XPA 9 9922.33 100437192{ 100459691 0.0445 0.1854 0.4137 3 8 0
CUEDC1 17 17922 55940337 | 56032684 0.0444 0.1853 0.4138 6 6 0
PECI 6 6p25.2 4115923 | 4135831 0.0444 0.1851 0.4139 9 3 0
CUL1 7 7036.1 148395006] 148498201 0.0444 0.1851 0.4139 10 1 0
NUAK?2 1 1g32.1 205271187]205290888 0.0443 0.1849 0.4139 15 1 0
ZSCANSA 19 19913.43 56732681 | 56879752 0.0443 0.1849 0.4140 2 5 0
INTS7 1 1g32.3 212114698]212208884 0.0443 0.1849 0.4140 17 2 0
GPHB5 14 14923.2 63779642 | 63784563 0.0443 0.1849 0.4140 1 9 0
NECAB1 8 8021.3 91803778 | 91971630 0.0443 0.1849 0.4140 14 1 2
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AKAP11 13 13q14.11 42846289 | 42897402 0.0442 0.1847 0.4141 2 7 0
ADAMTS3 4 4913.3 73146687 | 73434516 0.0442 0.1845 0.4142 5 3 0
LOH12CR1 12 12p13.2 12510020 | 12619838 0.0442 0.1845 0.4142 7 5 0
SUz12 17 17q11.2 30264044 | 30328057 0.0442 0.1844 0.4143 0 7 0
NUBPL 14 14912 32030591 | 32330399 0.0442 0.1844 0.4143 4 4 0
SENP3 17 17p13.1 7465319 | 7475285 0.0441 0.1844 0.4143 0 11 0
SCYL1 11 11913.1 65292548 | 65306182 0.0441 0.1844 0.4143 5 1 0
TBC1D15 12 12qg21.1 72233539 | 72318097 0.0441 0.1843 0.4144 2 8 0
FNDC3A 13 13q14.2 49550048 | 49783914 0.0441 0.1843 0.4144 2 7 0
C100rf137 10 10g26.13 127408084|127452712 0.0441 0.1843 0.4144 4 9 0
MAGI3 1 1p13.2 113933475]114228545 0.0441 0.1843 0.4144 5 5 0
LYAR 4 4p16.3 4269431 | 4291873 0.0441 0.1843 0.4144 0 11 0
MMRN1 4 4q22.1 90800683 | 90875780 0.0440 0.1842 0.4145 3 4 0
SLC19A2 1 1g24.2 169433170]169455241 0.0440 0.1842 0.4145 17 1 1
DNAJC14 12 12q13.2 56214744 | 56223420 0.0439 0.1838 0.4147 1 7 0
FAM128A 2 2021.1 132222473]132250305 0.0439 0.1838 0.4147 3 7 0
BPNT1 1 1941 220230824] 220263191 0.0439 0.1838 0.4147 15 1 1
MON1A 3 3p21.31 49946305 | 49967606 0.0439 0.1837 0.4148 0 9 0
UBTD2 5 5035.1 171636650|171710795 0.0439 0.1837 0.4148 2 11 0
ANKRD34B 5 5q14.1 79852575 | 79866098 0.0439 0.1837 0.4148 0 14 0
C60rf66 6 6016.1 97338140 | 97345767 0.0439 0.1837 0.4148 8 5 0
ACSL4 23 230923 108884566]108976621 0.0438 0.1837 0.4148 1 13 0
SEC22C 3 3p22.1 42589461 | 42642572 0.0438 0.1837 0.4149 3 7 0
PASK 2 2037.3 242045515]| 242089679 0.0438 0.1837 0.4149 5 7 0
OSTM1 6 6021 108362613]108487044 0.0438 0.1835 0.4149 8 2 0
WASF1 6 6021 110421022]110501207 0.0438 0.1835 0.4149 7 2 0
CD44 11 11p13 35160417 | 35253946 0.0438 0.1835 0.4150 5 2 0
TOP3A 17 17p11.2 18174742 | 18218321 0.0438 0.1835 0.4150 2 11 0
MPHOSPHS8 13 13q912.11 20207880 | 20246638 0.0437 0.1833 0.4151 1 2 0
SUPT3H 6 6p21.1 44796469 | 45345691 0.0437 0.1833 0.4151 10 1 0
MOSC1 1 1941 220960039| 220987738 0.0437 0.1833 0.4151 17 1 1
ARLA4C 2 2037.1 235401685| 235405697 0.0437 0.1833 0.4151 2 10 0
FANCD2 3 3p25.3 10068113 | 10143614 0.0437 0.1833 0.4151 6 2 0
SHROOM1 5 5031.1 132157835] 132166590 0.0436 0.1832 0.4152 2 16 0
RNF138 18 18q12.1 29671837 | 29711523 0.0436 0.1830 0.4153 11 4 0
HLTF 3 3024 148747904]148804341 0.0436 0.1830 0.4153 15 1 0
BAG4 8 8pl11.23 38034312 | 38070809 0.0436 0.1830 0.4153 5 4 0
SLC2A13 12 12q12 40148825 | 40499891 0.0435 0.1830 0.4154 4 8 0
TECPR1 7 7921.3 97846057 | 97881518 0.0435 0.1829 0.4154 3 2 0
CDK2 12 12913.2 56360556 | 56366565 0.0435 0.1829 0.4154 1 7 0
PPP3CC 8 8p21.3 22298596 | 22398635 0.0435 0.1829 0.4154 0 13 0
GLOD4 17 17p13.3 662550 686505 0.0435 0.1829 0.4154 0 10 0
GPRC5A 12 12p13.1 13043956 | 13066598 0.0435 0.1829 0.4155 7 5 0
NUP62 19 19913.33 50410086 | 50432786 0.0435 0.1829 0.4155 3 6 0
POLDIP3 22 22913.2 42979727 | 43010962 0.0435 0.1829 0.4155 2 6 0
BLCAP 20 20011.23 36145819 | 36156303 0.0434 0.1827 0.4156 1 8 0
PTPN6 12 12p13.31 7055740 | 7070479 0.0434 0.1826 0.4157 10 3 0
TMPRSS3 21 21922.3 43791999 | 43816955 0.0433 0.1825 0.4157 5 6 1
TBL2 7 7011.23 72983279 | 72993013 0.0433 0.1825 0.4157 2 4 0
ABI2 2 2033.2 204193003 204296889 0.0433 0.1825 0.4158 2 6 0
RCOR3 1 1g32.2 211432708]|211489727 0.0433 0.1825 0.4158 17 1 0
OR8B12 11 11924.2 124412618] 124413550 0.0433 0.1824 0.4158 4 6 0
GDAP2 1 1pl2 118406108]118472302 0.0433 0.1824 0.4159 5 6 0
CHUK 10 10924.31 101948125] 101989376 0.0432 0.1823 0.4159 1 10 0
CCL1 17 17912 32687399 | 32690252 0.0432 0.1823 0.4159 5 12 0
RPA3 7 7p21.3 7676349 | 7758238 0.0432 0.1823 0.4160 7 2 0
Cl4orf24 14 14q913.2 35514113 | 35552587 0.0432 0.1823 0.4160 3 4 0
TUBGCP4 15 15915.3 43663293 | 43698238 0.0432 0.1823 0.4160 0 10 0
OSTF1 9 9g21.13 77703390 | 77762110 0.0432 0.1823 0.4160 3 6 0
KISS1 1 1932.1 204159469| 204165628 0.0432 0.1823 0.4160 15 1 0
TMEM222 1 1p36.11 27648636 | 27662890 0.0432 0.1823 0.4160 0 9 0
HOXC6 12 12913.13 54410642 | 54424607 0.0432 0.1823 0.4160 1 12 0
RBM14 11 11q913.2 66384053 | 66433436 0.0432 0.1823 0.4160 3 1 0
PHOSPHO?2 2 2031.1 170550975] 170558216 0.0432 0.1823 0.4160 6 4 0
ZNF557 19 19p13.2 7069471 | 7087979 0.0432 0.1823 0.4160 0 5 0
STYX 14 14922.1 53196883 | 53241703 0.0432 0.1823 0.4161 2 8 0
CCDC132 7 7921.3 92861653 | 92988337 0.0431 0.1823 0.4161 9 0 1
SLC38A9 5 5911.2 54921673 | 55008152 0.0431 0.1823 0.4161 0 12 0
PTK2 8 8024.3 141668501]142011332 0.0431 0.1823 0.4161 17 0 1
WDR59 16 16023.1 74907474 | 75019017 0.0431 0.1822 0.4162 2 9 0
BTRC 10 10q924.32 103113825]103317070 0.0431 0.1822 0.4162 0 9 0
CYP19A1 15 15921.2 51500254 | 51630807 0.0430 0.1822 0.4163 1 7 0
MAEA 4 4p16.3 1283672 | 1333924 0.0430 0.1821 0.4163 2 9 0
ABLIM1 10 10925.3 116190872] 116444414 0.0430 0.1821 0.4163 5 6 0
Cl2orfll 12 12p11.23 27058118 | 27091254 0.0430 0.1820 0.4164 7 4 0
SFRS11 1 1p31.1 70671365 | 70717684 0.0430 0.1819 0.4164 6 3 0
FLAD1 1 1g21.3 154955817] 154965587 0.0429 0.1819 0.4164 18 0 1
SLC25A3 12 12923.1 98987403 | 98995775 0.0429 0.1818 0.4165 1 8 0
BLM 15 15q926.1 91260579 | 91358686 0.0429 0.1818 0.4165 7 3 0
DPH5 1 1p21.2 101455185] 101491362 0.0429 0.1818 0.4165 4 9 0
ROPN1L 5 5p15.2 10442009 | 10465135 0.0428 0.1816 0.4167 9 6 1
GRB10 7 7pl2.1 50657760 | 50861159 0.0428 0.1816 0.4167 5 7 0
SFT2D2 1 1g24.2 168195188]168212087 0.0428 0.1815 0.4167 16 1 1
DNAJC25 9 9g31.3 114393632] 114432526 0.0427 0.1814 0.4168 2 8 0
KCTD3 1 1941 215740735]| 215795147 0.0427 0.1812 0.4169 16 1 1
FER1L4 20 20911.22 34146507 | 34195484 0.0427 0.1812 0.4169 0 6 0
OTUD5 23 23p11.23 48779305 | 48815648 0.0427 0.1811 0.4170 2 13 0
CCDC111 4 4935.1 185570767]185616112 0.0426 0.1809 0.4170 3 9 0
PHF20L1 8 80g24.22 133787604]133861052 0.0426 0.1809 0.4171 19 1 2
POLR3A 10 10922.3 79735906 | 79789259 0.0426 0.1808 0.4171 4 5 0
TMEM38B 9 9g31.2 108456825] 108538893 0.0425 0.1808 0.4172 2 6 0
LAMB4 7 7031.1 107663993] 107770801 0.0425 0.1807 0.4172 9 2 0
PIWIL4 11 11921 94300474 | 94354586 0.0425 0.1807 0.4172 6 3 0
KIF27 9 9¢21.32 86451613 | 86536342 0.0425 0.1806 0.4173 4 6 0
SECISBP2 9 9g22.2 91933412 | 91974561 0.0425 0.1806 0.4173 4 7 0
ZCCHC8 12 12924.31 122957437]122985518 0.0424 0.1805 0.4174 2 6 0
UBP1 3 3p22.3 33429831 | 33482079 0.0424 0.1804 0.4174 6 5 0
TCF15 20 20p13 584441 590953 0.0424 0.1804 0.4174 2 6 1
ZNF28 19 19913.41-q13.42| 53300659 | 53686232 0.0424 0.1803 0.4175 3 5 0
NLE1 17 17q12 33458370 | 33469322 0.0424 0.1803 0.4175 2 11 0
KCTD19 16 16q922.1 67323393 | 67360661 0.0423 0.1802 0.4176 6 7 0
SLC25A27 6 6pl12.3 46620679 | 46649356 0.0423 0.1801 0.4176 12 1 0
NANP 20 20p11.21-p11.1 | 25593575 | 25604648 0.0423 0.1801 0.4176 0 7 0
CPSF1 8 8024.3 145618446]145634733 0.0423 0.1801 0.4176 15 1 0
PERP 6 6023.3 138409643] 138428660 0.0423 0.1801 0.4176 7 3 1
MAP3K1 5 5q11.2 56110900 | 56191973 0.0423 0.1801 0.4177 0 15 0
NSL1 1 1932.3 212899495] 212965139 0.0423 0.1801 0.4177 17 2 0
TPI1 12 12p13.31 6976283 | 6980112 0.0422 0.1800 0.4177 11 3 0
GTSE1 22 220913.31 46692638 | 46729593 0.0422 0.1800 0.4177 5 6 0
PSMG3 7 7p22.3 1606972 | 1610641 0.0422 0.1800 0.4177 5 8 0
PAPSS1 4 4925 108534823]108641419 0.0422 0.1800 0.4178 2 4 0
KCTD14 11 11qg14.1 77726764 | 77734320 0.0422 0.1799 0.4178 6 2 0
NDUFB2 7 7034 140396481] 140406442 0.0421 0.1796 0.4180 9 1 0
AC121493.1 3 3pla.l 65342053 | 66023983 0.0421 0.1795 0.4180 1 11 0
PPP1R8 1 1p35.3 28157293 | 28178183 0.0421 0.1795 0.4180 0 9 0
RARS?2 6 60915 88224098 | 88299735 0.0421 0.1795 0.4181 7 2 0
ZNF540 19 19913.12 38039811 | 38104994 0.0421 0.1795 0.4181 5 3 1
MSTO1 1 1922 155580007] 155584757 0.0420 0.1795 0.4181 15 0 0
CASP1 11 11922.3 104896248]104972158 0.0420 0.1793 0.4182 5 3 0
ATF7IP 12 12p13.1 14518616 | 14651697 0.0419 0.1791 0.4183 6 5 0
MBOAT?2 2 2p25.1 8996701 | 9143876 0.0419 0.1791 0.4183 5 2 0
C70rf62 7 7021.13 88423421 | 88425031 0.0418 0.1787 0.4185 8 0 0
SRBD1 2 2p21 45615820 | 45838433 0.0418 0.1786 0.4186 6 4 0
PIGN 18 18qg21.33 59711460 | 59854289 0.0418 0.1785 0.4186 6 8 0
TEAD1 11 11p15.3-p15.2 | 12695969 | 12966298 0.0418 0.1785 0.4186 5 6 0
DNAJC12 10 10g21.3 69556428 | 69597937 0.0417 0.1784 0.4187 3 2 0
RIMBP2 12 12q924.33 130880682]131002410 0.0417 0.1782 0.4188 4 9 0
LRRK1 15 15026.3 101459460] 101610315 0.0417 0.1782 0.4188 12 2 0
POLE4 2 2pl2 75185775 | 75196858 0.0416 0.1781 0.4188 4 2 0
ERBB3 12 12913.2 56473892 | 56497128 0.0416 0.1781 0.4189 1 7 0
HNRNPK 9 9g21.32 86582999 | 86595569 0.0416 0.1781 0.4189 4 6 0
APTX 9 9p21.1 32972609 | 33001626 0.0416 0.1781 0.4189 3 8 0
C1lQTNF7 4 4p15.32 15341560 | 15447790 0.0416 0.1780 0.4190 0 17 0
CDH2 18 18g12.1 25530930 | 25757445 0.0415 0.1780 0.4190 10 2 0
PLEKHC1 14 14922.1 53323986 | 53417815 0.0415 0.1779 0.4191 2 8 0
XPO6 16 16pll.2 28109316 | 28223190 0.0415 0.1779 0.4191 3 3 0
ZFP161 18 18p11.31 5289019 | 5296039 0.0415 0.1779 0.4191 7 4 0
NFATS5 16 16022.1 69598997 | 69738553 0.0414 0.1777 0.4192 6 7 0
CD163L1 12 12p13.31 7507559 | 7596749 0.0414 0.1775 0.4193 10 4 0
AlG1 6 6024.2 143381633] 143661441 0.0414 0.1775 0.4193 7 5 1
LPAR4 23 23021.1 78003228 | 78012572 0.0414 0.1775 0.4193 1 11 0
TTYH1 19 19913.42 54926373 | 54948080 0.0413 0.1773 0.4194 3 5 0
ZNF565 19 19913.12 36673188 | 36705986 0.0413 0.1773 0.4194 5 1 0
ESCO1 18 18g11.2 19109264 | 19180845 0.0413 0.1773 0.4195 6 5 0
CORO1C 12 12q924.11 109038891]109125295 0.0413 0.1773 0.4195 4 9 0
ZNF503 10 10922.2 77157605 | 77161513 0.0413 0.1772 0.4195 3 6 0
ANOS8 19 19p13.11 17434034 | 17445638 0.0413 0.1772 0.4195 3 3 0
AKAP13 15 15025.3 85923871 | 86292586 0.0413 0.1772 0.4196 5 6 0
SPHK2 19 19q13.33 49122548 | 49133973 0.0412 0.1772 0.4196 3 7 0
SPIN3 23 23p11.21 57017265 | 57021988 0.0412 0.1770 0.4197 1 12 0
USP47 11 11p15.3 11862970 | 11980872 0.0412 0.1770 0.4197 4 6 0
CLOCK 4 4912 56298660 | 56412997 0.0412 0.1770 0.4197 4 6 0
C20rf60 2 2033.1 200793638| 200820459 0.0411 0.1770 0.4198 2 5 0
SLC1A5 19 19913.32 47278140 | 47291851 0.0411 0.1769 0.4198 3 9 0
PVR 19 19q13.31 45147098 | 45169429 0.0411 0.1767 0.4199 3 7 0
SNRNP40 1 1p35.2 31732417 | 31769644 0.0410 0.1767 0.4200 2 10 0
CYP39A1 6 6pl12.3 46517446 | 46620523 0.0410 0.1767 0.4200 12 1 0
ZNF37A 10 10pll.1 38383275 | 38412276 0.0410 0.1767 0.4200 7 1 0
ATFE7IP2 16 16p13.2-p13.13 | 10479912 | 10577495 0.0410 0.1766 0.4200 2 4 0
RASGRP2 11 11913.1 64494383 | 64512928 0.0410 0.1765 0.4201 5 3 0
PPP3CA 4 4924 101944587]102268628 0.0409 0.1763 0.4202 2 4 0
LBR 1 1942.12 225589205| 225616627 0.0409 0.1762 0.4203 17 0 0
CYB5R4 6 6q14.2 84569370 | 84670144 0.0409 0.1761 0.4203 8 2 0
MED27 9 9g34.13 134735494] 134955255 0.0408 0.1760 0.4204 2 10 0
RNF121 11 11q913.4 71639768 | 71708643 0.0408 0.1760 0.4204 4 2 0
SULT1C4 2 2012.3 108994421] 109006667 0.0408 0.1760 0.4204 4 6 1
FUT10 8 8pl2 33228342 | 33330664 0.0408 0.1759 0.4205 2 10 0
MDGA2 14 14921.3 47308826 | 48143953 0.0407 0.1758 0.4206 3 6 0
KCNK10 14 14q931.3 88646454 | 88793256 0.0407 0.1758 0.4206 2 11 0
JMJID1A 2 2pl1.2 86667770 | 86719839 0.0407 0.1758 0.4206 6 0 0
KCTD6 3 3pl4.3 58477823 | 58488085 0.0407 0.1758 0.4206 0 11 0
FOXP1 3 3p13 71004736 | 71633140 0.0407 0.1758 0.4206 2 8 0
DUSP13 10 10g22.2 76854190 | 76868970 0.0406 0.1757 0.4207 1 5 0
FAM96A 15 15022.31 64364765 | 64386207 0.0406 0.1756 0.4208 3 6 0
TPM1 15 15q22.2 63334838 | 63364111 0.0406 0.1755 0.4208 3 5 0
HMGXB4 22 22012.3 35653445 | 35691800 0.0406 0.1755 0.4209 1 8 0
PMFBP1 16 16q22.2 72152999 | 72206024 0.0406 0.1755 0.4209 2 7 0
IRF8 16 16924.1 85932774 | 85956209 0.0405 0.1754 0.4209 5 9 0
TSPAN16 19 19p13.2 11406824 | 11437672 0.0405 0.1754 0.4210 2 4 0
UBE2C 20 20913.12 44441255 | 44445596 0.0405 0.1754 0.4210 5 7 0
RSBN1 1 1p13.2 114304454]114355070 0.0405 0.1754 0.4210 5 5 0
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Cl4orf2 14 14932.33 104378626]104387903 0.0405 0.1752 0.4211 1 8 0
HECTD3 1 1p34.1 45468220 | 45477027 0.0404 0.1752 0.4211 3 3 0
PDZK1IP1 1 1p33 47649261 | 47656716 0.0404 0.1752 0.4211 3 5 0
ZNF823 19 19p13.2 11832081 | 11849824 0.0404 0.1752 0.4212 3 4 0
AC008969.6 19 19q13.43 58513429 | 58518570 0.0404 0.1752 0.4212 2 6 0
AC015688.11 17 17q11.2 25981761 | 25982420 0.0404 0.1751 0.4212 3 10 0
CCDC6 10 10g21.2 61548521 | 61666818 0.0404 0.1751 0.4212 3 1 0
SEC61A2 10 10p14-p13 12171636 | 12211956 0.0403 0.1749 0.4213 11 2 1
MRPS36 5 5913.2 68513573 | 68541954 0.0403 0.1749 0.4213 0 12 0
VCL 10 10g22.2 75757872 | 75879918 0.0403 0.1747 0.4214 2 4 0
TTN 2 2931.2 179390716] 179695529 0.0402 0.1747 0.4215 6 3 0
EPC1 10 10p11.22 32556679 | 32667726 0.0402 0.1747 0.4215 10 1 0
KRT19 17 17q921.2 39679870 | 39684641 0.0402 0.1745 0.4216 2 10 0
LRRC53 1 1p31.1 74935562 | 74978298 0.0402 0.1745 0.4216 7 4 0
TGFBR3 1 1p22.1 92145900 | 92371559 0.0402 0.1745 0.4216 6 8 0
MKI67IP 2 2914.3 1224845241122494503 0.0401 0.1744 0.4217 2 7 0
RNASE11 14 14q11.2 21051054 | 21078043 0.0401 0.1744 0.4217 2 4 0
GCC2 2 2912.3 109065017]109125854 0.0401 0.1744 0.4217 4 6 1
PLAGL1 6 60924.2 144261437]144385735 0.0401 0.1743 0.4218 7 4 1
KIAA0430 16 16p13.11 15688245 | 15737009 0.0401 0.1743 0.4218 4 2 0
FAM40A 1 1p13.3 110574199]110597261 0.0401 0.1743 0.4218 5 7 0
ASXL1 20 20911.21 30946153 | 31027121 0.0400 0.1742 0.4219 1 3 0
ZNF532 18 18g21.32 56530061 | 56653683 0.0400 0.1741 0.4219 2 8 0
PIP4K2C 12 12q13.3 57985073 | 57997198 0.0400 0.1741 0.4219 1 8 0
RPS11P5 19 19913.33 49999634 | 50002944 0.0400 0.1740 0.4220 3 6 0
C60rf103 6 6024.3 146920136]147136598 0.0399 0.1739 0.4221 5 6 0
NMNAT1 1 1p36.22 10003486 | 10045556 0.0399 0.1736 0.4222 0 10 0
SHROOM3 4 4q21.1 77356253 | 77704403 0.0398 0.1736 0.4222 4 4 0
C9orf119 9 9g34.11 131037718]131051269 0.0398 0.1736 0.4222 3 7 0
MED19 11 11g12.1 57471189 | 57479673 0.0398 0.1736 0.4223 6 2 0
CALM1 14 14932.11 90863373 | 90874610 0.0398 0.1736 0.4223 2 10 0
GALNT1 18 18q12.2 33161003 | 33291794 0.0398 0.1736 0.4223 7 9 0
TMEM154 4 4931.3 153547277]153601191 0.0398 0.1736 0.4223 1 8 0
LDLRAD3 11 11p13 35965628 | 36253686 0.0398 0.1736 0.4223 5 2 0
CALML5 10 10p15.1 5540660 | 5541510 0.0398 0.1735 0.4224 15 0 1
NUCB2 11 11p15.1 17298286 | 17353070 0.0398 0.1735 0.4224 6 5 0
C200rf133 20 20pl2.1 13976015 | 16033842 0.0398 0.1735 0.4224 4 7 1
IQCC 1 1p35.1 32671248 | 32674272 0.0397 0.1735 0.4224 2 9 0
NVL 1 1942.11 224415039]| 224517884 0.0397 0.1734 0.4225 16 0 0
DEPDC1B 5 5g12.1 59892749 | 59995993 0.0397 0.1734 0.4225 0 14 0
SPEG 2 2035 220299700] 220362966 0.0397 0.1734 0.4225 2 6 0
C150rf42 15 15026.1 90118818 | 90171251 0.0397 0.1734 0.4225 7 3 0
BUB1B 15 15q15.1 40453210 | 40513335 0.0397 0.1734 0.4225 0 9 0
CCNT2 2 2021.3 135675805] 135714586 0.0397 0.1733 0.4226 2 9 0
MOBKL2B 9 9p21.2 27325207 | 27529850 0.0397 0.1733 0.4226 4 10 0
SPZ1 5 5q14.1 79615843 | 79617658 0.0396 0.1733 0.4226 0 14 0
CCNJ 10 10g24.1 97803159 | 97820623 0.0395 0.1729 0.4228 2 10 0
NMD3 3 3026.1 160939099| 160969795 0.0395 0.1729 0.4228 17 0 1
ZNF44 19 19p13.2 12353948 | 12405714 0.0395 0.1727 0.4230 3 4 0
CAB39L 13 13914.2 49882789 | 50018262 0.0394 0.1726 0.4230 2 6 0
PXMP4 20 20911.22 32290548 | 32308136 0.0394 0.1726 0.4230 0 3 0
CCDC14 3 3g21.1 123632300] 123680255 0.0394 0.1726 0.4230 7 3 0
NOD1 7 7pl4.3 30464144 | 30518400 0.0394 0.1725 0.4231 3 7 0
DCTN2 12 12913.3 57924094 | 57940992 0.0394 0.1725 0.4231 1 8 0
Clorfl49 1 1p34.3 37951915 | 37980364 0.0393 0.1724 0.4232 1 7 0
CCDC121 2 2p23.3 27848506 | 27851879 0.0393 0.1723 0.4232 6 1 0
ANKRD17 4 4913.3 73940505 | 74124502 0.0393 0.1723 0.4233 5 3 0
NKTR 3 3p22.1 42642147 | 42690232 0.0393 0.1723 0.4233 3 7 0
NCOA5 20 20913.12 44689636 | 44718591 0.0393 0.1722 0.4233 5 7 0
LRP3 19 19913.11 33685166 | 33699773 0.0393 0.1722 0.4233 3 1 0
RNPS1 16 16p13.3 2303124 | 2318114 0.0393 0.1721 0.4234 3 4 0
FAM162A 3 3g21.1 122103023] 122128961 0.0392 0.1721 0.4234 7 3 0
CYB5R1 1 1g32.1 202931004| 202936404 0.0392 0.1720 0.4234 14 1 0
MTHFD1 14 14923.3 64854759 | 64926725 0.0392 0.1720 0.4235 1 9 0
FSIP1 15 15q14 39892232 | 40075039 0.0392 0.1720 0.4235 0 8 0
DNAJA3 16 16p13.3 4475858 | 4506773 0.0392 0.1720 0.4235 2 2 0
MBD6 12 12q13.3 57916625 | 57923931 0.0392 0.1720 0.4235 1 8 0
LARP2 4 4928.2 128982503] 129143545 0.0391 0.1718 0.4236 5 2 0
PRIM2 6 6pll.2 57179603 | 57513375 0.0391 0.1718 0.4237 6 1 0
MGEA5 10 10924.32 103544200] 103578222 0.0391 0.1718 0.4237 0 9 0
LMNA 1 1922 156052369] 156109878 0.0391 0.1718 0.4237 15 0 0
CNOT8 5 5033.2 154238106] 154256351 0.0391 0.1717 0.4237 0 14 0
RARA 17 17q921.2 38465446 | 38513895 0.0391 0.1717 0.4237 2 10 0
DLGAP4 20 20911.23 34894303 | 35157040 0.0390 0.1716 0.4238 0 7 0
SHOC2 10 10g25.2 112679301]112773424 0.0390 0.1716 0.4238 3 9 0
JMJD1C 10 10921.3 64926990 | 65225722 0.0390 0.1716 0.4239 4 2 0
ZNF681 19 19p12 23921999 | 23941693 0.0390 0.1716 0.4239 6 3 0
RCBTB2 13 13914.2 49063103 | 49109872 0.0390 0.1716 0.4239 2 7 0
FUZ 19 19q13.33 50310175 | 50316527 0.0390 0.1716 0.4239 3 6 0
RAC?2 22 22¢13.1 37621312 | 37640488 0.0390 0.1716 0.4239 4 7 0
PTF1A 10 10p12.2 23481460 | 23483179 0.0390 0.1716 0.4240 12 1 0
CARD16 11 11922.3 104912053] 104916051 0.0390 0.1716 0.4240 5 3 0
HYLS1 11 11924.2 125753509] 125770540 0.0389 0.1715 0.4240 4 5 0
CDH18 5 5p14.3 19473141 | 19988339 0.0389 0.1715 0.4240 8 3 0
DUSP15 20 20911.21 30435440 | 30458479 0.0389 0.1715 0.4240 0 6 0
CDC2L6 6 6021 110931181]111136840 0.0389 0.1715 0.4241 7 2 0
TPPP3 16 16q922.1 67423714 | 67427421 0.0389 0.1715 0.4241 6 7 0
APPL2 12 12923.3 105567075] 105630008 0.0389 0.1714 0.4241 1 9 0
MAP2 2 2034 210288771]210598842 0.0389 0.1714 0.4242 2 2 0
C2orf67 2 2034 210885435]|211036107 0.0389 0.1714 0.4242 2 3 0
YTHDC1 4 4q13.2 69176105 | 69215824 0.0388 0.1713 0.4242 4 2 0
ZNF428 19 19913.31 44111377 | 44124006 0.0388 0.1713 0.4242 3 7 0
CD320 19 19p13.2 8367011 | 8373239 0.0388 0.1712 0.4243 1 5 0
POMT1 9 9g34.13 134378289]134399193 0.0388 0.1711 0.4244 3 9 0
SLC39A6 18 18q12.2 33688495 | 33709357 0.0387 0.1711 0.4244 7 9 0
LEO1 15 15921.2 52230224 | 52263979 0.0387 0.1711 0.4244 1 6 0
FGFR10OP 6 60927 167412816| 167454065 0.0387 0.1711 0.4244 5 7 0
PMM2 16 16p13.2 8891670 | 8943193 0.0387 0.1711 0.4244 1 5 0
USP9X 23 23pll.4 40944888 | 41095832 0.0387 0.1710 0.4245 1 10 0
FAM44B 5 5q35.2 173034547]173043656 0.0386 0.1707 0.4246 1 12 0
DLAT 11 11g23.1 111895538]111935114 0.0386 0.1707 0.4246 5 2 0
CCT8 21 21921.3 30428126 | 30446118 0.0386 0.1707 0.4247 7 3 0
CSRNP2 12 12913.12 51454990 | 51477333 0.0386 0.1707 0.4247 0 9 0
TMEM51 1 1p36.21 15479028 | 15546974 0.0386 0.1706 0.4247 1 13 0
GOPC 6 6022.1 117881432]117923681 0.0385 0.1704 0.4248 6 2 0
DHX15 4 4p15.2 24529090 | 24586184 0.0385 0.1704 0.4249 0 18 0
SMC2 9 9g31.1 106856541]106903690 0.0385 0.1703 0.4249 2 6 0
MSL3 23 23p22.2 11776278 | 11793870 0.0385 0.1703 0.4249 4 11 0
PIP5K1A 1 1921.3 151170425]151222004 0.0384 0.1703 0.4250 16 1 0
MED?21 12 12p11.23 27175483 | 27182682 0.0384 0.1703 0.4250 6 5 0
YKT6 7 7pl3 44240578 | 44253892 0.0384 0.1703 0.4250 3 5 0
AKR1CL2 10 10p15.1 4868402 | 4890249 0.0384 0.1702 0.4250 15 0 2
GRHL1 2 2p25.1 10091822 | 10142405 0.0383 0.1699 0.4252 7 3 0
ATP6VOB 1 1p34.1 44440602 | 44443971 0.0383 0.1699 0.4252 3 3 0
CAMSAPI1L1 1 1g32.1 200708686| 200829829 0.0383 0.1699 0.4252 15 1 0
GLRA3 4 4934.1 175563198| 175750465 0.0383 0.1698 0.4253 2 6 0
FAM125B 9 9033.3 129089128]129269319 0.0383 0.1697 0.4253 3 7 1
MYH15 3 3013.13 108099216]108248169 0.0382 0.1697 0.4254 5 2 0
SLC4A7 3 3p24.1 27414214 | 27525911 0.0382 0.1695 0.4255 6 5 0
ZDHHC1 16 16g22.1 67428328 | 67450377 0.0382 0.1695 0.4255 6 7 0
C160rf87 16 16q11.2 46835959 | 46865074 0.0382 0.1695 0.4255 3 5 0
GTF3C2 2 2p23.3 27548716 | 27579868 0.0381 0.1693 0.4256 5 1 0
ATOX1 5 5033.1 151122384]151138210 0.0381 0.1692 0.4257 0 14 0
DAPK?2 15 15qg22.31 64199235 | 64338521 0.0380 0.1688 0.4259 3 5 0
PNMAL1 19 19913.32 46969750 | 46974820 0.0379 0.1687 0.4260 3 9 0
UBE20 17 17g25.1 74385614 | 74449288 0.0379 0.1685 0.4261 7 3 0
MKRNP6 7 7034 140152840] 140179369 0.0379 0.1685 0.4261 9 1 0
EYA3 1 1p35.3 28296858 | 28415115 0.0379 0.1685 0.4261 0 9 0
SLC27A4 9 9g34.11 131102840]131123501 0.0379 0.1685 0.4261 3 7 0
VAMP3 1 1p36.23 7831329 | 7841491 0.0378 0.1683 0.4262 2 12 0
TMEM117 12 12q12 44229901 | 44783540 0.0378 0.1683 0.4262 3 7 0
RBM42 19 19913.12 36119980 | 36128586 0.0378 0.1682 0.4263 5 1 0
MYBL2 20 20913.12 42295709 | 42345123 0.0378 0.1682 0.4263 3 9 0
RPL32 3 3p25.2 12876445 | 12883081 0.0377 0.1681 0.4264 6 2 0
MGA 15 15q15.1 41952610 | 42062141 0.0377 0.1680 0.4265 0 10 0
NUP98 11 11pl5.4 3696241 | 3818892 0.0377 0.1679 0.4265 1 6 0
SLC41A1 1 1g32.1 2057582241 205782198 0.0377 0.1679 0.4265 16 1 0
TMEM138 11 11912.2 61129507 | 61136663 0.0377 0.1679 0.4265 6 3 0
SLC25A39 17 17921.31 42396993 | 42402217 0.0376 0.1678 0.4266 1 11 0
PRDM13 6 6016.2 100054650] 100063454 0.0376 0.1678 0.4266 7 5 0
CCDC53 12 12q923.2 102406718] 102455899 0.0376 0.1676 0.4267 0 8 0
AC024474.8 15 15913.1 29412455 | 29862927 0.0375 0.1674 0.4268 0 8 0
CDCA45L 22 22911.21 19466982 [ 19508135 0.0375 0.1673 0.4269 1 7 0
MAP3K7IP2 6 6025.1 149639063] 149732749 0.0374 0.1671 0.4270 3 7 0
MAGI1 6 6025.2 154726311]154831753 0.0374 0.1671 0.4270 3 7 0
Cllorf24 11 11913.2 68028807 | 68039469 0.0374 0.1670 0.4270 4 2 0
CCDCB88A 2 2pl6.1 55514983 | 55647057 0.0374 0.1669 0.4271 8 1 0
ANGEL2 1 1932.3 2131655241213189168 0.0373 0.1668 0.4272 17 2 0
POLK 5 5013.3 74807657 | 74895646 0.0373 0.1668 0.4272 0 16 0
C190rf46 19 19913.12 36494002 | 36505141 0.0373 0.1668 0.4272 5 1 0
A2ML1 12 12p13.31 8975150 | 9029379 0.0373 0.1668 0.4272 9 3 0
CASC4 15 15915.3 44580929 [ 44707955 0.0373 0.1668 0.4272 1 9 0
LGALS?2 22 22913.1 37966265 | 37978623 0.0373 0.1668 0.4272 2 7 0
RAD51 15 15915.1 40987359 [ 41024356 0.0373 0.1668 0.4273 0 10 0
SFRS2 17 17925.1 74730201 | 74733413 0.0373 0.1667 0.4274 9 4 0
CASP3 4 4g35.1 185548850] 185570629 0.0372 0.1663 0.4275 3 9 0
OR6K6 1 1g23.1 158724510] 158725681 0.0371 0.1662 0.4276 18 0 2
NFKBIZ 3 3q12.3 101546837]101579862 0.0370 0.1659 0.4278 4 2 0
C60rf130 6 6p21.1 41034531 | 41040316 0.0370 0.1659 0.4278 14 2 0
ZNF764 16 16p11.2 30565085 | 30569674 0.0370 0.1659 0.4278 2 2 0
VPS11 11 11923.3 118938493]118952333 0.0370 0.1659 0.4278 4 4 0
C10orf4 10 10923.33 95428329 | 95462329 0.0370 0.1659 0.4278 1 10 0
RASGRP1 15 15q14 38780308 | 38857007 0.0370 0.1658 0.4279 0 9 0
OR4K13 14 14911.2 20502003 | 20502917 0.0370 0.1657 0.4279 2 5 0
PLSCR1 3 3024 146232968| 146262628 0.0369 0.1655 0.4281 14 1 0
CCNB2 15 15922.2 59397320 | 59417243 0.0369 0.1654 0.4281 1 6 0
PHKA2 23 23p22.13 18910416 [ 19002480 0.0369 0.1653 0.4282 6 11 0
SNIP1 1 1p34.3 38002145 | 38019903 0.0368 0.1651 0.4283 1 7 0
POLR3B 12 12q923.3 106751489] 106903974 0.0367 0.1649 0.4284 2 9 0
DSC2 18 18qg12.1 28645948 | 28682388 0.0367 0.1647 0.4285 11 3 1
POLD2 7 7pl3 44154287 | 44163957 0.0367 0.1647 0.4285 3 5 0
TRAF4 17 17911.2 27071023 | 27077976 0.0366 0.1645 0.4286 1 9 0
MAGI2 7 7021.11 77646393 | 79082890 0.0366 0.1643 0.4288 6 1 0
ATP5L 11 11923.3 118272104]118280559 0.0365 0.1642 0.4288 6 4 0
SAV1 14 14q922.1 51100360 | 51135023 0.0365 0.1642 0.4289 4 7 0
OSTC 4 4925 109571741]109588980 0.0365 0.1642 0.4289 3 3 0
TBCD 17 17925.3 80709940 | 80901056 0.0365 0.1641 0.4290 9 4 0
RNF213 17 17925.3 78313726 | 78370085 0.0365 0.1641 0.4290 11 3 0
PPP1R9A 7 7921.3 94536514 | 94925725 0.0365 0.1641 0.4290 8 0 0
GPX7 1 1p32.3 53068044 | 53074722 0.0364 0.1640 0.4290 7 6 0
AC124276.5-1 11 11p15.3 11982401 | 11982734 0.0364 0.1639 0.4291 4 6 0
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CWF19L1 10 10g24.31 101992055( 102027437 0.0364 0.1638 0.4292 1 10 0
SH3D19 4 4931.3 152041433[ 152147660 0.0363 0.1637 0.4292 1 8 0
KLK8 19 19g13.41 51499264 | 51504958 0.0363 0.1636 0.4293 3 5 0
HJURP 2 2937.1 234742062]234763212 0.0363 0.1636 0.4293 2 10 0
VILL 3 3p22.2 38029550 | 38048679 0.0363 0.1636 0.4293 5 5 0
RPL15 3 3p24.2 23958082 | 23963166 0.0362 0.1634 0.4294 7 5 0
ZNF638 2 2p13.2 71503723 | 71662191 0.0362 0.1632 0.4295 5 1 0
PGD 1 1p36.22 10459085 | 10480201 0.0362 0.1632 0.4295 0 11 0
AC097359.2-1 3 3p22.2 37284551 | 37285043 0.0362 0.1632 0.4296 5 5 0
ATMIN 16 16g23.2 81069458 | 81080951 0.0361 0.1631 0.4297 1 8 0
TCL1A 14 14932.13 96176305 | 96180533 0.0361 0.1631 0.4297 4 11 0
RPIA 2 2p11.2 88991176 | 89050452 0.0361 0.1631 0.4297 4 1 0
RFEX7 15 15¢g21.3 56379666 | 56535483 0.0361 0.1630 0.4298 1 4 0
HSD11B2 16 16g22.1 67465036 | 67471452 0.0361 0.1628 0.4298 6 7 0
EIF2C1 1 1p34.3 36335409 | 36389899 0.0361 0.1628 0.4298 0 5 0
C120rf50 12 12g21.32 88373816 | 88423176 0.0360 0.1628 0.4299 1 8 0
SLC35B4 7 70933 133974089( 134001827 0.0360 0.1628 0.4299 10 0 0
EXOC6 10 10g23.33 94594470 | 94819250 0.0360 0.1626 0.4300 1 10 0
CNDP2 18 18g22.3 72163597 | 72188356 0.0359 0.1624 0.4301 6 9 0
HINT3 6 6022.32 126277861{126301363 0.0359 0.1624 0.4301 11 2 1
BECN1 17 17921.31 40962150 | 40976310 0.0359 0.1624 0.4301 1 11 0
RARS 5 5034 167913463[ 167946307 0.0359 0.1623 0.4302 2 14 0
NRBF2 10 10g21.3 64893007 | 64914783 0.0359 0.1623 0.4302 4 2 0
C9orf102 9 9922.32 98637900 | 98734673 0.0358 0.1621 0.4303 2 7 0
WNK1 12 12p13.33 862225 1020618 0.0357 0.1618 0.4305 15 2 2
CDC20 1 1p34.2 43824626 | 43828874 0.0357 0.1617 0.4305 3 3 0
FRMD4A 10 10p13 13685706 | 14372883 0.0357 0.1617 0.4306 11 2 1
RBM5 3 3p21.31 50126352 | 50156388 0.0357 0.1617 0.4306 0 10 0
DYX1C1 15 15¢g21.3 55709958 | 55800432 0.0357 0.1617 0.4306 1 4 0
ABCAS5 17 17924.3 67240576 | 67323323 0.0357 0.1617 0.4306 8 3 0
USP1 1 1p31.3 62901968 | 62917473 0.0356 0.1615 0.4307 7 2 0
RNF220 1 1p34.1 44870866 | 45117396 0.0356 0.1615 0.4308 3 3 0
FOS 14 14924.3 75745531 | 75748932 0.0356 0.1615 0.4308 1 10 0
ADRM1 20 20013.33 60878027 | 60883916 0.0356 0.1615 0.4308 7 7 0
ADH5 4 4923 99992129 | 100009931 0.0356 0.1615 0.4308 3 4 0
SUPT6H 17 17qg11.2 26989302 | 27029248 0.0356 0.1615 0.4308 1 9 0
DACH1 13 13g21.33 72012098 | 72441330 0.0356 0.1615 0.4308 5 2 0
DEPDC1 1 1p31.2 68939837 | 68962799 0.0356 0.1615 0.4309 5 3 0
TCBAl 6 6022.31 124125286( 125146803 0.0355 0.1614 0.4309 10 1 1
CUTC 10 10g24.2 101491958]101515893 0.0355 0.1614 0.4309 1 10 0
BAGALTS 20 20gq13.13 48249485 | 48330421 0.0355 0.1614 0.4309 7 4 0
SBNO2 19 19p13.3 1107634 | 1174282 0.0355 0.1614 0.4309 2 6 0
IGSF8 1 1g23.2 160061130{ 160068733 0.0355 0.1614 0.4310 20 1 4
KIAA1217 10 10p12.2-p12.1 | 23983675 | 24836772 0.0355 0.1614 0.4310 12 1 0
CYTSA 22 22711.23 24666786 | 24838324 0.0355 0.1614 0.4310 2 10 0
SUV39H2 10 10p13 14920847 | 14946302 0.0355 0.1614 0.4310 10 2 1
KLHL5 4 4pl4 39046659 | 39128415 0.0355 0.1614 0.4310 1 13 0
SLC38A2 12 12g13.11 46751972 | 46766645 0.0355 0.1614 0.4310 3 9 0
ATG10 5 5014.1-q14.2 | 81267844 | 81551208 0.0355 0.1614 0.4311 0 15 0
UQCRQ 5 5031.1 132202319]132204536 0.0354 0.1612 0.4311 2 16 0
BBX 3 3913.12 107241783[ 107530047 0.0354 0.1612 0.4312 7 2 1
WDR21A 14 14q24.2 73393085 | 73426356 0.0354 0.1612 0.4312 1 10 0
POLR2J 7 7922.1 102113550{102119381 0.0354 0.1611 0.4312 6 5 0
RAPGEF6 5 5031.1 130747187]130970929 0.0353 0.1610 0.4313 2 15 0
FAM174A 5 5021.1 99871044 | 99922442 0.0353 0.1609 0.4314 0 12 0
UMODL1 21 21922.3 43483068 | 43563105 0.0353 0.1609 0.4314 4 6 1
SSH1 12 12g24.11 109180971{109251351 0.0353 0.1609 0.4314 4 8 0
SYK 9 9g22.2 93564012 | 93660832 0.0353 0.1608 0.4315 4 8 0
ATG12 5 5022.3 115165815{115177499 0.0353 0.1608 0.4315 0 13 0
LSR 19 19g13.12 35739559 | 35758865 0.0352 0.1607 0.4315 4 2 0
ZNF548 19 19913.43 57901218 | 57912785 0.0352 0.1607 0.4315 2 6 0
ELAC?2 17 17p12 12895703 | 12921359 0.0352 0.1605 0.4317 2 16 0
CASQ2 1 1p13.1 116242628(116311426 0.0352 0.1605 0.4317 5 5 0
MRPS18A 6 6p21.1 43639042 | 43655528 0.0351 0.1603 0.4318 13 1 0
COPZ1 12 12g13.13 54718911 | 54745633 0.0351 0.1603 0.4318 0 11 0
PAG1 8 8021.13 81880050 | 82024303 0.0351 0.1603 0.4318 12 1 2
ZKSCAN5 7 7922.1 99102273 | 99132323 0.0351 0.1603 0.4319 4 1 0
PDESA 15 15025.3 85523671 | 85682376 0.0351 0.1602 0.4319 5 6 0
TEF 22 22q13.2 41763392 | 41795326 0.0350 0.1601 0.4320 2 6 0
PEX10 1 1p36.32 2336243 | 2344010 0.0350 0.1599 0.4321 4 12 0
FASTKD3 5 5p15.31 7859273 | 7869122 0.0350 0.1599 0.4321 9 6 1
MCM6 2 2021.3 136597204]136634011 0.0349 0.1599 0.4322 4 9 0
TP53BP2 1 1g41 223967596] 224033674 0.0349 0.1597 0.4323 16 0 0
FOXM1 12 12p13.33 2966852 | 2986303 0.0349 0.1596 0.4323 13 4 0
ATP1B3 3 3023 141595470{ 141645382 0.0349 0.1596 0.4323 11 0 0
THYN1 11 11925 134118173]134123260 0.0348 0.1596 0.4324 3 5 0
HMGCR 5 5913.3 74632993 | 74657924 0.0348 0.1595 0.4324 0 16 0
C10orf12 10 10g24.1 98741041 | 98745582 0.0348 0.1594 0.4325 1 9 0
FPGS 9 9934.11 130556975( 130576556 0.0348 0.1594 0.4325 3 7 0
ZNF280D 15 15g21.3 56922379 | 57026284 0.0348 0.1594 0.4325 1 4 0
FOXN3 14 14931.3-g32.11 | 89622529 | 89883454 0.0348 0.1593 0.4326 3 10 0
ARMC5 16 16p11.2 31469594 | 31478485 0.0348 0.1593 0.4326 5 1 0
DHX35 20 200911.23-g12 | 37590995 | 37668363 0.0347 0.1592 0.4327 1 10 0
ZNF131 5 5pl2 43121642 | 43175821 0.0347 0.1592 0.4327 4 4 0
SLCO3Al 15 15¢26.1 92396938 | 92715665 0.0347 0.1592 0.4327 11 2 0
CREB1 2 2033.3 208394461)| 208470282 0.0347 0.1591 0.4327 2 3 0
NQO1 16 16g22.1 69743307 | 69760533 0.0347 0.1591 0.4328 6 7 0
MPHOSPH9 12 12g24.31 123637080]123706441 0.0346 0.1591 0.4328 2 8 0
SIAE 11 11g24.2 124505694 (124543763 0.0346 0.1590 0.4328 4 6 0
SNX16 8 8021.13 82711822 | 82754521 0.0346 0.1589 0.4329 12 1 2
MTCH1 6 6p21.2 36935918 | 36953970 0.0346 0.1589 0.4329 11 1 0
DEF8 16 16g24.3 90015151 | 90034467 0.0346 0.1588 0.4330 3 7 0
YRDC 1 1p34.3 38268614 | 38273865 0.0345 0.1587 0.4331 1 7 0
ISCU 12 12g23.3 108956294(108963158 0.0345 0.1586 0.4332 4 10 0
PSMC3 11 11p1l1.2 47440320 | 47448024 0.0345 0.1585 0.4332 1 2 0
RNMTL1 17 17p13.3 685513 695738 0.0345 0.1585 0.4332 0 10 0
GAS8 16 16g24.3 90089008 | 90111379 0.0344 0.1585 0.4333 3 7 0
MTX2 2 2031.1 177134123]177202753 0.0344 0.1582 0.4334 6 3 0
SGOL1 3 3p24.3 20202087 | 20227784 0.0344 0.1582 0.4334 7 5 0
NUPL1 13 13912.13 25875666 | 25916561 0.0343 0.1582 0.4335 0 5 0
PFKFB1 23 23p11.21 54959590 | 55020511 0.0343 0.1582 0.4335 1 12 0
PPHLN1 12 12g12 42719947 | 42842422 0.0343 0.1580 0.4336 4 6 0
PRR14 16 16p1l.2 30662223 | 30667733 0.0342 0.1578 0.4337 2 1 0
KIF5B 10 10pl11.22 32297940 | 32345371 0.0342 0.1578 0.4337 11 1 0
GOLGB1 3 3913.33 121382048( 121468602 0.0342 0.1578 0.4337 5 3 0
CPNE1 20 20q11.22 34213966 | 34287277 0.0342 0.1578 0.4338 0 6 0
AIFM1 23 23026.1 129263337( 129299808 0.0342 0.1576 0.4339 1 13 0
GFM?2 5 5913.3 74017034 | 74063042 0.0341 0.1575 0.4339 0 17 0
GSTA1l 6 6p12.2 52656173 | 52668702 0.0341 0.1574 0.4340 11 1 0
RP11-369J21.6 10 10g22.3 81838426 | 81852313 0.0341 0.1574 0.4340 2 4 0
Cllorf75 11 11921 93211641 | 93276546 0.0341 0.1573 0.4340 6 3 0
KCNH5 14 14923.2 63173299 | 63568584 0.0341 0.1573 0.4340 1 9 0
RBM33 7 7036.3 155437203[ 155574179 0.0341 0.1573 0.4341 17 3 0
AP3S1 5 5022.3-g23.1 [115177619]115249776 0.0341 0.1573 0.4341 0 13 0
GRAMD1C 3 3913.31 113557680( 113666020 0.0340 0.1573 0.4341 6 2 0
KDELC2 11 11g22.3 108342852( 108369159 0.0340 0.1573 0.4341 4 4 0
EXOSC10 1 1p36.22 11126681 [ 11159938 0.0340 0.1573 0.4341 0 11 0
PSKH1 16 16g22.1 67927175 | 67963577 0.0340 0.1573 0.4342 6 7 0
PIGH 14 14g24.1 68056023 | 68067017 0.0340 0.1573 0.4342 1 10 0
RPS19BP1 22 22g13.1 39925102 | 39928860 0.0340 0.1572 0.4342 2 6 0
PRDM2 1 1p36.21 14026735 | 14151569 0.0339 0.1570 0.4344 0 13 0
SKP1A 5 5031.1 133492084(133512724 0.0339 0.1568 0.4345 0 13 0
ATXN1 6 6p22.3 16299343 | 16761721 0.0339 0.1568 0.4345 9 2 0
ZNF317 19 19p13.2 9251073 | 9274089 0.0338 0.1568 0.4345 1 4 0
CNOT4 7 70933 135046549( 135194851 0.0338 0.1567 0.4346 10 1 0
ZNF655 7 7022.1 99156045 | 99208436 0.0338 0.1565 0.4347 4 1 0
NFKBIB 19 19g13.2 39390615 | 39399531 0.0337 0.1563 0.4348 4 6 0
NPTX2 7 7922.1 98246597 | 98259181 0.0337 0.1563 0.4348 4 2 0
SMURF1 7 7922.1 98625064 | 98741723 0.0337 0.1562 0.4349 5 2 0
HIPK1 1 1p13.2 114471814{114520426 0.0337 0.1562 0.4349 5 5 0
NAPG 18 18pl11.22 10525873 | 10552762 0.0336 0.1560 0.4350 6 4 1
ZNF518 10 10g24.1 97889472 | 97923517 0.0336 0.1559 0.4351 2 9 0
ABT1 6 6p22.2 26597180 | 26600278 0.0336 0.1559 0.4351 8 0 0
MYST4 10 10g22.2 76585340 | 76792639 0.0336 0.1559 0.4351 2 4 0
FAM114A1 4 4pl4 38869437 | 38945424 0.0336 0.1558 0.4352 1 13 0
TSEN15 1 1g25.3 184020811]184043346 0.0335 0.1557 0.4353 18 0 1
C90rf93 9 9p22.3 15553005 | 16061659 0.0335 0.1557 0.4353 6 9 0
NUP214 9 9034.13 134000981]134110057 0.0335 0.1557 0.4353 3 7 0
IGF2BP2 3 3927.2 185361534 (185542827 0.0335 0.1557 0.4353 11 1 0
RABL3 3 3013.33 120405528]120461384 0.0334 0.1554 0.4354 5 4 0
TIMP3 22 22q12.3 33196802 | 33259025 0.0334 0.1554 0.4355 1 8 0
RER1 1 1p36.32 2323214 | 2336874 0.0334 0.1554 0.4355 4 12 0
CALM3 19 19g13.32 47104512 | 47114038 0.0334 0.1553 0.4356 3 9 0
C200rf20 20 20913.33 61427805 | 61431931 0.0334 0.1553 0.4356 9 7 0
ZNF397 18 18g12.2 32820998 | 32838325 0.0334 0.1553 0.4356 9 7 0
PBLD 10 10g21.3 70042417 | 70092684 0.0333 0.1552 0.4356 2 2 0
OGFR 20 20013.33 61436177 | 61445352 0.0333 0.1552 0.4357 9 7 0
Cborf42 5 5p13.2 37106330 | 37201911 0.0333 0.1552 0.4357 7 3 0
USP4 3 3p21.31 49314577 | 49377536 0.0333 0.1552 0.4357 0 8 0
SCARB2 4 4¢21.1 77079894 | 77135035 0.0333 0.1551 0.4357 4 3 0
SQSTM1 5 5035.3 179245878[ 179265075 0.0333 0.1551 0.4358 5 4 0
MUTYH 1 1p34.1 45794914 | 45806142 0.0332 0.1549 0.4359 3 3 0
TEX261 2 2p13.3 71168947 | 71222001 0.0332 0.1548 0.4359 5 1 0
DNAJB12 10 10g22.1 74092588 | 74114907 0.0332 0.1548 0.4360 3 4 0
KIAA0406 20 20g11.23 36611409 | 36661863 0.0332 0.1547 0.4360 1 8 0
ZNF678 1 1942.13 227751244)1227844130 0.0331 0.1545 0.4361 18 0 0
KIAA0146 8 8g11.21 48173542 | 48648475 0.0331 0.1542 0.4363 8 2 0
PDS5A 4 4pl4 39824484 | 39979576 0.0330 0.1539 0.4365 1 13 0
REEP3 10 10g21.3 65281123 | 65384881 0.0330 0.1539 0.4365 4 2 0
IMPAD1 8 8gl2.1 57870491 | 57906427 0.0329 0.1537 0.4366 11 2 0
THBD 20 20p11.21 23026270 | 23030378 0.0329 0.1537 0.4366 4 7 0
THUMPD1 16 16p12.3 20744986 | 20753406 0.0329 0.1537 0.4366 1 4 0
STAC 3 3p22.3-p22.2 | 36421987 | 36589496 0.0329 0.1537 0.4367 6 5 0
TEAD4 12 12p13.33 3068496 | 3149842 0.0329 0.1536 0.4367 13 4 0
ZNF134 19 19913.43 58125628 | 58134372 0.0328 0.1536 0.4368 2 6 0
FXYD2 11 11g23.3 117690790] 117698807 0.0328 0.1534 0.4368 5 5 0
SFRS14 19 19p13.11 19101697 | 19144380 0.0328 0.1534 0.4369 4 3 0
NDUFS1 2 2g33.3 206987835]207024233 0.0328 0.1534 0.4369 2 4 0
SEPT8 5 5031.1 132086509( 132142933 0.0328 0.1533 0.4370 2 16 0
UBXN1 11 11g12.3 62443973 | 62446562 0.0328 0.1533 0.4370 1 1 0
C160rf63 16 16p13.11 15959576 | 15982468 0.0328 0.1533 0.4370 4 2 0
CA13 8 8021.2 86157716 | 86196302 0.0327 0.1533 0.4370 11 1 1
MCRS1 12 12g13.12 49952088 | 49961911 0.0327 0.1533 0.4370 0 8 0
MLLT10 10 10p12.31 21823102 | 22032554 0.0327 0.1533 0.4371 10 1 0
LETM2 8 8p11.23 38244020 | 38266061 0.0327 0.1532 0.4371 5 4 1
IFNAR1 21 21g22.11 34697214 | 34732123 0.0327 0.1532 0.4372 4 4 0
CYP4A1l 1 1p33 47394846 | 47407156 0.0327 0.1531 0.4372 3 5 0
ZCCHC11 1 1p32.3 52888950 | 53018743 0.0326 0.1531 0.4372 7 6 0
C200rf23 20 20p12.1 16252750 | 16554078 0.0326 0.1530 0.4373 4 7 1
CCDC157 22 22912.2 30752624 | 30772818 0.0326 0.1529 0.4373 2 7 0
ZNF496 1 1q44 247463623] 247495045 0.0326 0.1529 0.4374 18 0 0
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LRP5 11 11q913.2 68080108 | 68216739 0.0326 0.1529 0.4374 4 2 0
PAPD5 16 16q12.1 50186864 | 50269221 0.0326 0.1529 0.4374 3 11 0
CDCA8 1 1p34.3 38158090 | 38175391 0.0326 0.1529 0.4374 1 7 0
LRRC70 5 5gl12.1 61874562 | 61877275 0.0326 0.1529 0.4374 0 12 0
C6orfél 6 6022.31 119134618]119256303 0.0325 0.1527 0.4375 7 1 1
TNRC6C 17 17925.3 76000249 | 76104916 0.0325 0.1527 0.4376 9 4 0
RPL7L1 6 6p21.1 42847409 | 42855667 0.0325 0.1526 0.4376 11 1 0
HSPD1 2 2033.1 198351310]198381461 0.0324 0.1524 0.4377 3 6 0
CNOT2 12 1215 70636777 | 70748773 0.0323 0.1521 0.4379 2 8 0
MTF1 1 1p34.3 38275240 | 38325292 0.0323 0.1521 0.4379 1 7 0
MBNL2 13 13g932.1 97873688 | 98046374 0.0323 0.1520 0.4380 9 4 1
USP33 1 1p31.1 78161676 | 78225537 0.0323 0.1519 0.4380 6 5 0
USP8 15 15q921.2 50716579 | 50793276 0.0322 0.1518 0.4381 1 7 0
ITPK1 14 14q32.12 93403259 | 93582263 0.0322 0.1518 0.4381 3 10 0
TNRC6A 16 16p12.1 24741016 | 24837545 0.0322 0.1515 0.4383 0 5 0
PTP4A1 6 6012 64281920 | 64293488 0.0322 0.1515 0.4383 7 2 0
OSBPL10 3 3p23 31699382 | 32023238 0.0322 0.1515 0.4383 6 5 0
DNAJB14 4 4023 100819917]100867879 0.0322 0.1515 0.4383 3 4 0
ZNF136 19 19p13.2 12273879 | 12300063 0.0322 0.1515 0.4383 3 4 0
C7orf47 7 7022.1 100032912]100034094 0.0321 0.1515 0.4383 4 3 0
VPS26A 10 10g22.1 70883268 | 70932617 0.0321 0.1515 0.4384 1 2 0
HEXB 5 5013.3 73980969 | 74017111 0.0321 0.1515 0.4384 0 17 0
UBE2W 8 8g21.11 74702842 | 74791110 0.0321 0.1514 0.4385 13 1 0
DNAJC10 2 2032.1 183580999 183643255 0.0321 0.1513 0.4385 6 2 0
ZNF639 3 3026.33 179041551]179053323 0.0321 0.1513 0.4386 16 0 0
EPHX2 8 8p21.2-p21.1 | 27348645 | 27402486 0.0320 0.1513 0.4386 1 13 0
NSD1 5 5035.2-035.3 |176560080{176727211 0.0319 0.1509 0.4388 4 6 0
CYTSB 17 17p11.2 19912614 | 20222339 0.0319 0.1509 0.4388 0 12 0
ZNF770 15 15q14 35270547 | 35280469 0.0319 0.1509 0.4388 0 8 0
TBC1D13 9 9g34.11 131549510]131572711 0.0319 0.1509 0.4389 3 7 0
EIF2B3 1 1p34.1 45316450 | 45452282 0.0319 0.1506 0.4390 3 2 0
STX4 16 16p11.2 31044319 | 31051484 0.0318 0.1506 0.4390 3 1 0
ACSM1 16 16p12.3 20634559 | 20702578 0.0318 0.1506 0.4390 2 4 0
BNIPL 1 1g21.3 151009034]151020075 0.0318 0.1506 0.4391 16 1 0
HADHA 2 2p23.3 26413505 | 26467594 0.0318 0.1505 0.4391 7 1 0
HIVEP2 6 6024.2 143072604]143266338 0.0318 0.1505 0.4391 7 5 1
ANKHD1 5 5031.3 139781429]139929163 0.0318 0.1505 0.4392 0 12 0
COL4A3BP 5 5013.3 74666928 | 74807806 0.0318 0.1505 0.4392 0 16 0
C1GALT1 7 7p22.1 7196565 | 7283980 0.0318 0.1505 0.4392 3 2 0
SUCLG1 2 2pll1.2 84650654 | 84686586 0.0317 0.1503 0.4393 4 1 0
MEN2 1 1p36.22 12040238 | 12073571 0.0317 0.1503 0.4393 1 11 0
CCL22 16 16913-g21 57392718 | 57400099 0.0316 0.1500 0.4395 3 9 0
CEPT1 1 1p13.3 111682249]111727724 0.0316 0.1500 0.4396 4 5 0
MEGF8 19 19913.2 42829761 | 42882921 0.0316 0.1497 0.4397 3 7 0
GPN2 1 1p36.11 27205873 | 27216869 0.0315 0.1494 0.4399 0 10 0
BCLAF1 6 6023.3 136578001] 136610989 0.0315 0.1494 0.4399 8 3 1
HRASLS 3 3029 192958914]192995527 0.0315 0.1494 0.4399 12 0 0
MMAA 4 4931.21 146540540] 146581187 0.0314 0.1494 0.4400 4 6 0
PLEKHM2 1 1p36.21 16008026 | 16061262 0.0314 0.1493 0.4400 0 13 0
CROCCL1 1 1p36.13 16944751 | 16971178 0.0314 0.1493 0.4400 0 13 0
AL137229.4-1 14 14q932.31 102814623]102829253 0.0314 0.1493 0.4401 1 8 0
STMN1 1 1p36.11 26210672 | 26233368 0.0314 0.1492 0.4401 1 12 0
LIAS 4 4pl4 39460665 | 39479269 0.0314 0.1492 0.4401 1 13 0
PSPC1 13 13g12.11 20248896 | 20357142 0.0314 0.1491 0.4402 1 2 0
TMPRSS4 11 11923.3 117947727]117990554 0.0314 0.1491 0.4402 5 5 0
IARS2 1 1941 2202674441220321380 0.0313 0.1491 0.4402 15 1 1
DDX10 11 11922.3 108535804]108811656 0.0313 0.1490 0.4403 5 3 0
PGK1 23 23¢21.1 77359666 | 77382322 0.0313 0.1490 0.4403 1 11 0
DEF6 6 6p21.31 35265595 | 35289546 0.0313 0.1490 0.4403 9 0 0
MEPCE 7 7022.1 100026440] 100031740 0.0313 0.1490 0.4403 4 3 0
TBC1D23 3 3912.1-g12.2 | 99979686 [100044078 0.0313 0.1490 0.4404 4 2 0
MSRA 8 8p23.1 9911779 | 10286399 0.0313 0.1489 0.4404 1 12 0
VANGL1 1 1p13.1 116184574]116240845 0.0313 0.1489 0.4404 5 5 0
OTUD7B 1 1921.2 149912231] 149982686 0.0312 0.1487 0.4405 15 1 0
CCNL1 3 3025.31 156865585| 156878482 0.0311 0.1483 0.4407 13 0 1
GPATCH1 19 19913.11 33571786 | 33621318 0.0310 0.1480 0.4409 2 2 0
NLRC5 16 16913 57023410 | 57117436 0.0310 0.1480 0.4409 3 9 0
RPN1 3 3g21.3 128338813] 128369719 0.0310 0.1480 0.4409 7 2 0
INPP4A 2 2911.2 99061321 | 99207496 0.0310 0.1480 0.4410 6 4 1
ZMYND11 10 10p15.3 180405 300577 0.0310 0.1479 0.4410 13 0 0
RRN3 16 16p13.11 15153881 [ 15188158 0.0310 0.1479 0.4410 4 2 0
PTPLAD1 15 15022.31 65822825 | 65870693 0.0310 0.1479 0.4411 2 5 0
SCRN2 17 17921.32 45915049 | 45918699 0.0310 0.1479 0.4411 1 7 0
NIPA2 15 15911.2 23005349 | 23034408 0.0310 0.1479 0.4411 1 7 0
TIP2 9 9g21.11 71766562 | 71870118 0.0309 0.1479 0.4411 5 5 0
CLTA 9 9p13.3 36190892 | 36212055 0.0309 0.1478 0.4412 5 9 0
FKBP7 2 2931.2 179328391]179343355 0.0309 0.1478 0.4412 5 3 0
NUDT6 4 4928.1 123813806] 123844123 0.0309 0.1477 0.4413 4 2 0
RSRC1 3 3025.32 157827861]158262574 0.0309 0.1477 0.4413 14 0 0
KIAAQ753 17 17pl13.2-p13.1 | 6481646 | 6544247 0.0308 0.1476 0.4414 0 12 0
VSIG2 11 11q924.2 124617369|124622134 0.0307 0.1471 0.4417 5 5 0
PSMB4 1 1921.3 151372049] 151374412 0.0307 0.1470 0.4417 16 1 0
LRRC50 16 16923.3-q24.1 | 84178865 | 84211523 0.0307 0.1469 0.4418 3 9 0
TBC1D7 6 6p24.1 13305186 | 13328776 0.0307 0.1469 0.4418 13 3 0
THOCS 22 22q12.2 29904157 | 29951205 0.0306 0.1468 0.4418 2 7 0
ADAM9 8 8pll.22 38854505 | 38962777 0.0306 0.1468 0.4419 6 4 1
COASY 17 17q921.2 40714092 | 40718295 0.0306 0.1468 0.4419 1 11 0
C100rf118 10 10925.3 115881974]115934364 0.0306 0.1466 0.4420 4 7 0
Cl2orf41 12 12q13.11 49046997 | 49076035 0.0306 0.1466 0.4420 0 8 0
ZSWIM1 20 20913.12 44509866 | 44513905 0.0306 0.1466 0.4420 5 7 0
CLDN10 13 13g32.1 96085858 | 96231906 0.0305 0.1464 0.4421 9 4 0
ZNF48 16 16pll.2 30407055 | 30411427 0.0305 0.1464 0.4421 2 2 0
ISGF3G 14 14912 24630422 | 24635772 0.0305 0.1464 0.4422 3 4 0
WDRS53 3 3929 196281059] 196295545 0.0305 0.1464 0.4422 11 1 0
ST13 22 22913.2 41220603 | 41252687 0.0305 0.1464 0.4422 1 6 0
SNX14 6 6014.3 86215214 | 86303629 0.0305 0.1464 0.4422 8 3 0
THRAP4 17 17q921.1 38175350 | 38210889 0.0304 0.1462 0.4423 3 9 0
ZNF207 17 17911.2 30677150 | 30697467 0.0304 0.1461 0.4424 0 7 0
CHTF8 16 16q922.1 69151913 | 69166484 0.0304 0.1461 0.4424 6 7 0
KRTCAP2 1 1922 155141885] 155145804 0.0304 0.1460 0.4425 15 0 0
EDC3 15 15q924.1 74922900 | 74988386 0.0304 0.1460 0.4425 3 5 0
ARHGAPS5 14 1412 32546495 | 32628934 0.0304 0.1460 0.4425 4 4 0
MEF2C 5 5914.3 88014058 | 88199869 0.0304 0.1460 0.4425 1 12 0
PER3 1 1p36.23 7844380 | 7905237 0.0303 0.1459 0.4426 1 11 0
SNRPB 20 20p13 2442281 | 2451499 0.0303 0.1459 0.4427 3 7 0
STK38L 12 12p11.23 27397076 | 27478888 0.0303 0.1458 0.4427 7 5 0
PFKL 21 21922.3 45719930 | 45747259 0.0303 0.1458 0.4427 5 6 0
PROKR?2 20 20p12.3 5282622 | 5295059 0.0303 0.1458 0.4427 2 7 0
MGRN1 16 16p13.3 4674826 | 4740975 0.0302 0.1456 0.4429 2 2 0
YPEL2 17 17922 57409053 | 57479095 0.0302 0.1453 0.4430 5 4 0
CNP 17 17q921.2 40118759 | 40129754 0.0301 0.1452 0.4431 2 11 0
KIAA0564 13 13g14.11 42140961 | 42535221 0.0301 0.1451 0.4432 2 6 0
RAB5B 12 12q13.2 56367862 | 56388469 0.0301 0.1451 0.4432 1 7 0
ELF2 4 4931.1 139978871]140098372 0.0301 0.1450 0.4433 5 2 0
C3orf58 3 3024 143690640] 143711207 0.0300 0.1449 0.4433 15 0 0
CAPRIN1 11 11p13 34073230 | 34124157 0.0300 0.1449 0.4434 5 2 0
C1l40rfl143 14 14932.11 90261916 | 90421074 0.0300 0.1448 0.4434 3 10 0
TMEM64 8 8021.3 91634223 | 91658133 0.0300 0.1448 0.4434 14 1 2
HAUSS 19 19p13.11 17160573 | 17186343 0.0300 0.1448 0.4434 3 2 0
IRAK1BP1 6 6014.1 79577189 | 79608320 0.0300 0.1448 0.4434 7 1 0
COX10 17 17p12 13972719 | 14111987 0.0300 0.1448 0.4434 2 16 0
CHRNB3 8 8pll.21 42552562 | 42592209 0.0299 0.1448 0.4435 5 3 0
TAGLN2 1 1923.2 159887897]159895284 0.0299 0.1446 0.4436 20 1 3
CDKAL1 6 6p22.3 20534688 | 21232635 0.0299 0.1446 0.4436 8 0 0
HP1BP3 1 1p36.12 21069171 | 21113816 0.0299 0.1446 0.4436 0 12 0
EIF3S1 15 15921.1 44829266 | 44855001 0.0299 0.1446 0.4436 1 9 0
FAM23A 10 10p12.33 17794251 | 17842867 0.0299 0.1446 0.4437 11 1 1
EIF3E 8 8023.1 109213973]109260959 0.0299 0.1446 0.4437 17 0 2
MTRR 5 5p15.31 7869217 | 7901233 0.0298 0.1446 0.4438 9 6 1
ZNF516 18 18923 74071619 | 74207146 0.0298 0.1446 0.4438 5 8 0
FXYD3 19 19q13.12 35607166 | 35615227 0.0298 0.1443 0.4439 4 2 0
PRPS2 23 23p22.2 12809493 | 12842343 0.0297 0.1441 0.4440 5 10 0
DSCR1 21 21922.12 35888782 | 35987433 0.0297 0.1438 0.4442 4 7 0
GPR6 6 6021 110299979] 110301921 0.0297 0.1438 0.4442 7 2 0
USP24 1 1p32.3 55532041 | 55680786 0.0296 0.1437 0.4443 6 7 0
B3GNT1 2 2p15 62423262 | 62451864 0.0296 0.1435 0.4444 8 1 0
GUCY1B3 4 4932.1 156680126] 156728782 0.0296 0.1435 0.4445 1 6 1
WDR55 5 5031.3 140044384]140050553 0.0295 0.1434 0.4445 0 12 0
DDX58 9 9p21.1 32455300 | 32526322 0.0295 0.1434 0.4445 3 10 0
GONA4L 1 1922 155719508] 155829191 0.0295 0.1434 0.4446 15 0 0
POU2F1 1 1924.1-g24.2 [167190120(167396582 0.0295 0.1432 0.4446 15 0 0
NUDT11 23 23pl1.22 51232885 | 51239459 0.0295 0.1431 0.4447 3 12 1
SPRY1 4 4g28.1 124317956| 124324907 0.0294 0.1431 0.4447 4 2 0
PIK3R4 3 3g22.1 130397779] 130465696 0.0294 0.1431 0.4447 7 0 0
PODXL2 3 3921.3 127348024]127391652 0.0294 0.1428 0.4449 8 2 0
ZNF510 9 9g22.33 99518147 | 99540411 0.0294 0.1428 0.4449 2 7 0
AIM1 6 6021 106959730 107018335 0.0293 0.1428 0.4450 7 3 0
ZNF148 3 3g21.2 124944515] 125094198 0.0293 0.1427 0.4450 6 3 0
CACNB2 10 10p12.33-p12.31| 18429606 | 18830791 0.0293 0.1427 0.4451 11 1 1
SESN1 6 6021 109307647]109415318 0.0293 0.1427 0.4451 8 2 0
PPP2R1A 19 19q13.41 52693191 | 52729670 0.0293 0.1425 0.4452 3 5 0
CHEK1 11 11924.2 125495036] 125546148 0.0293 0.1425 0.4452 4 5 0
SMEK1 14 14q932.12 91923955 | 91976644 0.0291 0.1421 0.4455 2 9 0
ATP1A3 19 19913.2 42470734 | 42498384 0.0291 0.1420 0.4455 4 7 0
NCSTN 1 1923.2 160313054]160328742 0.0291 0.1420 0.4456 19 0 2
TXN2 22 22q12.3 36863093 | 36877687 0.0291 0.1418 0.4457 3 7 0
RP11-169K16.9 1 1p36.21 16160974 | 16174642 0.0291 0.1418 0.4457 0 14 0
FHL1 23 23026.3 135229680] 135293518 0.0291 0.1418 0.4457 4 11 0
HLCS 21 21922.13 38123196 | 38362524 0.0291 0.1418 0.4457 5 4 0
SMAD2 18 18g21.1 45359466 | 45457515 0.0290 0.1417 0.4458 3 10 0
BAGALNT3 12 12p13.33 569543 671058 0.0290 0.1417 0.4458 15 2 1
ROMO1 20 20911.22 34287194 | 34288906 0.0290 0.1417 0.4458 0 6 0
CPD 17 17911.2 28705984 | 28795699 0.0290 0.1417 0.4458 0 7 0
GOT1 10 10g24.2 101156657]101190530 0.0290 0.1417 0.4458 1 10 0
WDSUB1 2 2024.2 160092305] 160143236 0.0290 0.1417 0.4459 5 4 0
HRG 3 3927.3 186383798| 186396022 0.0290 0.1417 0.4459 11 1 0
PDLIM2 8 8p21.3 22435792 | 22461660 0.0290 0.1417 0.4459 0 13 0
DBX1 11 11p15.1 20177760 | 20181870 0.0290 0.1417 0.4459 3 4 0
C200rf12 20 20p11.23 18364013 | 18447829 0.0288 0.1411 0.4463 4 6 0
DERL1 8 8024.13 124025568] 124054648 0.0288 0.1409 0.4463 17 0 1
PRCP 11 11914.1 82535410 | 82611557 0.0288 0.1409 0.4464 7 3 0
ALKBH8 11 11922.3 107373452]107436461 0.0286 0.1403 0.4467 4 4 0
ULK3 15 15924.1 75128459 | 75135552 0.0286 0.1403 0.4467 3 4 0
RNF181 2 2pll.2 85822837 | 85824831 0.0286 0.1403 0.4467 4 1 0
MS4A14 11 11912.2 60163487 | 60185229 0.0286 0.1401 0.4469 7 1 0
TRIM65 17 17925.1 73885045 | 73893054 0.0286 0.1401 0.4469 7 3 0
KCTD9 8 8p21.2 25285366 | 25315920 0.0286 0.1401 0.4469 1 14 0
KIFC3 16 16921 57792129 | 57836439 0.0286 0.1401 0.4469 2 10 0
TMED1 19 19p13.2 10943115 | 10946983 0.0285 0.1400 0.4470 2 4 0
DYNCI1LI2 16 16q922.1 66754800 | 66785525 0.0285 0.1398 0.4471 8 7 0
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KALRN 3 3021.1-g21.2 [123798870]124440036 0.0285 0.1398 0.4471 7 3 0
FGD3 9 9g22.31 95709601 | 95798518 0.0284 0.1396 0.4472 3 8 0
ECD 10 10g22.1-q22.2 | 74894283 | 74927853 0.0284 0.1396 0.4473 2 4 0
ATP6VOD1 16 16g22.1 67471917 | 67515089 0.0284 0.1395 0.4473 6 7 0
DDX24 14 14932.12 94517284 | 94547558 0.0284 0.1395 0.4473 4 10 0
WDR73 15 15g25.2 85186014 | 85197521 0.0284 0.1394 0.4474 5 6 0
MTHFD1L 6 6025.1 151186691{151423021 0.0284 0.1394 0.4474 3 7 0
ALS2CR4 2 2033.1 202484907] 202508293 0.0284 0.1394 0.4474 2 6 0
NPEPPS 17 17921.32 45608444 | 45700641 0.0283 0.1393 0.4475 1 6 0
CELAl 12 12g13.13 51722227 | 51740463 0.0283 0.1392 0.4476 1 9 0
PLEKHAS 12 12p12.3 19282648 | 19529331 0.0283 0.1392 0.4476 6 3 0
FBXO3 11 11p13 33762490 | 33796071 0.0283 0.1390 0.4477 5 2 0
UVRAG 11 11913.5 75526212 | 75855282 0.0282 0.1389 0.4478 5 2 0
FAM160A2 11 11p15.4 6232565 | 6255941 0.0282 0.1389 0.4478 2 6 0
TTC38 22 22713.31 46663858 | 46689903 0.0282 0.1389 0.4478 5 6 0
RASA4 7 7922.1 102220119{102257205 0.0282 0.1389 0.4478 6 4 0
LOR 1 1921.3 153232179{ 153234600 0.0282 0.1389 0.4478 17 1 1
ZXDC 3 3021.3 126156445(126194762 0.0282 0.1388 0.4479 7 4 0
HIP1R 12 12g24.31 123319497( 123347507 0.0281 0.1387 0.4480 2 6 0
EDA2R 23 23q12 65815484 | 65858883 0.0281 0.1387 0.4480 1 9 0
LSM3 3 3p25.1 14220337 | 14239836 0.0281 0.1387 0.4480 7 3 0
MCOLN1 19 19p13.2 7587514 | 7598868 0.0281 0.1387 0.4480 0 5 0
ZNF625 19 19p13.2 12242932 | 12267546 0.0281 0.1387 0.4480 3 4 0
PPAP2A 5 5911.2 54720685 | 54830873 0.0281 0.1387 0.4480 0 12 0
DARS 2 2921.3 136664254(136743670 0.0281 0.1387 0.4481 4 9 0
RABGAP1 9 9033.2-033.3 [125703112] 125867147 0.0281 0.1387 0.4481 1 8 0
ABCF2 7 7036.1 150904923( 150924317 0.0281 0.1386 0.4482 13 1 0
ARRDC?2 19 19p13.11 18111944 | 18124903 0.0281 0.1386 0.4482 3 3 0
WDR26 1 1942.11-g42.12 | 224573105 224624735 0.0280 0.1384 0.4483 16 0 0
NEIL2 8 8p23.1 11627172 | 11644854 0.0280 0.1383 0.4483 1 12 0
C70rf36 7 7pl4.1 39605993 | 39649879 0.0280 0.1383 0.4484 3 9 0
BRAP 12 12g24.12 112079951{112123790 0.0280 0.1382 0.4484 2 7 0
ACVR1 2 2924.1 158592961( 158732374 0.0279 0.1382 0.4485 4 4 0
RCE1 11 11g13.2 66610883 | 66614003 0.0279 0.1380 0.4486 4 1 0
DOCK7 1 1p31.3 62920399 | 63153969 0.0279 0.1380 0.4486 7 2 0
TRIM46 1 1922 155146346( 155157445 0.0278 0.1378 0.4487 15 0 0
SRPX2 23 23g22.1 99899163 | 99926294 0.0278 0.1378 0.4487 1 13 0
MYH9 22 22q12.3 36677327 | 36784012 0.0278 0.1377 0.4488 3 8 0
MFSD8 4 4928.2 128838961(128887139 0.0278 0.1376 0.4489 5 2 0
CTNNAL1 9 9g31.3 111704858]111775779 0.0278 0.1376 0.4489 1 10 0
EFS 14 14g11.2 23825614 | 23834842 0.0278 0.1376 0.4490 3 4 0
WWC3 23 23p22.2 9983795 | 10112515 0.0278 0.1376 0.4490 4 13 0
AP000872.5-1 11 11g22.1 100558407{ 100861656 0.0278 0.1376 0.4490 5 3 0
CEBPG 19 19g13.11 33864609 | 33873591 0.0277 0.1376 0.4490 3 1 0
C190rf48 19 19913.33 51300962 | 51307974 0.0277 0.1375 0.4490 3 5 0
KDELR3 22 22913.1 38864083 | 38879445 0.0277 0.1375 0.4491 2 6 0
SLC22A5 5 5031.1 131705401{131731298 0.0277 0.1375 0.4491 3 16 0
CPM 12 1215 69244960 | 69326664 0.0277 0.1375 0.4491 3 8 0
SUPT16H 14 14gq11.2 21819631 | 21852425 0.0277 0.1375 0.4491 2 4 0
PRM3 16 16p13.13 11367144 | 11367452 0.0277 0.1374 0.4492 3 4 0
BAALC 8 8022.3 104152921{104242530 0.0277 0.1374 0.4492 19 0 2
PDLIM3 4 4935.1 186422854]186456712 0.0276 0.1374 0.4492 4 10 0
ATG2B 14 14932.2 96747595 | 96829678 0.0276 0.1373 0.4493 3 11 0
PAN2 12 12q13.3 56710718 | 56727825 0.0276 0.1373 0.4493 1 7 0
EHBP1L1 11 11g13.1 65343509 | 65360115 0.0276 0.1373 0.4493 5 1 0
FRMPD1 9 9pl3.2 37651052 | 37746901 0.0276 0.1373 0.4493 7 9 0
MEOX1 17 17921.31 41717770 | 41739262 0.0276 0.1373 0.4494 1 11 0
PDE12 3 3pl4.3 57541981 | 57547768 0.0276 0.1372 0.4494 0 10 0
ZNF547 19 19913.43 57874891 | 57890923 0.0276 0.1372 0.4494 2 6 0
GRIA4 11 11g22.3 105480800] 105852819 0.0276 0.1372 0.4494 5 3 0
ZDHHC12 9 9934.11 131483148(131486408 0.0276 0.1372 0.4495 3 7 0
ZNF738 19 19p12 21541732 | 21562099 0.0275 0.1371 0.4496 6 3 0
ZMYM5 13 13g12.11 20397622 | 20437776 0.0275 0.1371 0.4496 1 2 0
SFRS2B 11 11921 94800056 | 94804388 0.0275 0.1370 0.4496 6 3 0
RFX4 12 12g23.3 106976685[ 107156581 0.0275 0.1370 0.4497 2 9 0
GLS 2 2032.2 191745597]191830272 0.0275 0.1370 0.4497 6 2 0
CIAO1 2 2q11.2 96931884 | 96939892 0.0275 0.1370 0.4497 7 4 1
OR1D2 17 17p13.3 2995352 | 2996290 0.0274 0.1369 0.4498 0 10 0
USP15 12 12gq14.1 62654187 | 62799898 0.0274 0.1369 0.4498 3 9 0
DNAJA1 9 9p21.1 33025242 | 33039277 0.0274 0.1369 0.4498 3 8 0
TADAILL 1 1g24.1 166825753[ 166845654 0.0274 0.1369 0.4498 15 0 0
LDHA 11 11p15.1 18415936 | 18429765 0.0274 0.1369 0.4498 4 5 0
TANK 2 2924.2 161993438( 162092732 0.0274 0.1369 0.4498 5 4 0
DLG3 23 23913.1 69664724 | 69725337 0.0274 0.1369 0.4498 1 8 0
ZNF26 12 12924.33 133563056( 133589153 0.0274 0.1369 0.4499 1 6 0
UTX 23 23pl11.3 44732423 | 44971847 0.0274 0.1368 0.4500 1 13 0
TMEM189- 20 20g13.13 48697661 | 48770271 0.0274 0.1368 0.4500 7 4 0
UBE2V1
RBM23 14 14g11.2 23369855 | 23388396 0.0274 0.1368 0.4500 3 4 0
DZIP1 13 13g32.1 96230457 | 96296957 0.0273 0.1367 0.4500 9 4 0
NUF2 1 1g23.3 163291723[ 163325553 0.0273 0.1367 0.4501 18 1 2
RP11-544M22.4 1 1g23.3 161007421]161008780 0.0273 0.1366 0.4501 19 0 2
Clorfol 1 1p35.1 32680079 | 32687944 0.0273 0.1366 0.4501 2 9 0
ATAD5 17 17q11.2 29159020 | 29222295 0.0272 0.1363 0.4503 0 6 0
VAPB 20 20013.32 56964245 | 57021959 0.0272 0.1363 0.4504 8 5 0
KIAA1109 4 4927 123073488( 123283907 0.0272 0.1362 0.4504 4 2 0
SLC11A2 12 12g13.12 51375509 | 51422008 0.0272 0.1362 0.4504 0 9 0
CSK 15 15g24.1 75074425 | 75095537 0.0272 0.1362 0.4504 3 5 0
BSPRY 9 9932 116111812]116133512 0.0272 0.1361 0.4505 2 8 0
SVIL 10 10p11.23 29746277 | 30024730 0.0272 0.1361 0.4505 12 2 0
RELN 7 7022.1 103112231]103629963 0.0272 0.1361 0.4505 7 3 0
ANKRD49 11 11921 94227153 | 94232737 0.0271 0.1361 0.4505 6 3 0
ARF1GAP 20 20013.33 61904165 | 61921142 0.0271 0.1361 0.4505 9 7 0
FOXC1 6 6p25.3 1610681 | 1614127 0.0271 0.1361 0.4506 11 4 0
ALKBH7 19 19p13.3 6372444 | 6375040 0.0271 0.1360 0.4506 0 6 0
INO80 15 15g15.1 41271081 | 41408340 0.0271 0.1360 0.4507 0 10 0
CAll 19 199g13.33 49141272 | 49149451 0.0271 0.1359 0.4507 3 7 0
ITFG1 16 16g12.1 47189314 | 47495018 0.0271 0.1359 0.4507 3 7 0
PRKG2 4 4¢21.21 82009837 | 82136188 0.0271 0.1359 0.4507 4 5 0
KIAA1522 1 1p35.1 33207486 | 33240571 0.0271 0.1359 0.4508 2 8 0
NCKAP1L 12 12g13.13-g13.2 | 54891495 | 54936898 0.0271 0.1359 0.4508 0 11 0
CEP350 1 1g25.2 179923908( 180084014 0.0271 0.1359 0.4508 18 0 0
CBLB 3 3g13.11 105374305{ 105588396 0.0271 0.1359 0.4508 5 2 0
KRIT1 7 7q921.2 91828283 | 91875480 0.0270 0.1359 0.4508 9 0 1
CHD9 16 16g12.2 53088945 | 53361413 0.0270 0.1359 0.4509 3 11 0
Cl4orfl145 14 14g31.1 80962817 | 81405884 0.0270 0.1359 0.4509 1 10 0
ADFP 9 9p22.1 19115760 | 19149276 0.0270 0.1358 0.4509 4 9 0
ZBTB39 12 12g13.3 57392618 | 57400230 0.0270 0.1358 0.4509 1 8 0
MON2 12 12q14.1 62860597 | 62991363 0.0269 0.1356 0.4511 3 9 0
CADM4 19 19g13.31 44126522 | 44143991 0.0269 0.1355 0.4511 3 7 0
KLHDC5 12 12pl11.22 27933187 | 27955972 0.0269 0.1354 0.4512 8 5 0
ARHGEF5 7 7935 144052433[ 144077721 0.0269 0.1354 0.4512 11 1 0
HMGB1 13 13g12.3 31032877 | 31191734 0.0269 0.1354 0.4513 3 4 0
PEX7 6 6423.3 137143702{ 137235071 0.0268 0.1351 0.4514 7 3 1
LPGAT1 1 1932.3 211916800]212004114 0.0268 0.1351 0.4514 17 2 0
IL2RB 22 22q12.3 37515126 | 37571094 0.0268 0.1351 0.4514 4 7 0
ZNF420 19 19g13.12 37569321 | 37621138 0.0268 0.1351 0.4515 5 3 0
BAGALT7 5 5035.3 177027172{177037323 0.0267 0.1347 0.4517 4 5 0
NFIA 1 1p31.3 61330931 | 61928459 0.0267 0.1346 0.4518 7 3 1
EPHA4 2 2036.1 222282749]222438922 0.0267 0.1346 0.4518 1 7 0
RPS24 10 10g22.3 79793518 | 79816570 0.0267 0.1345 0.4518 4 5 0
CBARA1 10 10g22.1 74127098 | 74385863 0.0267 0.1345 0.4518 3 4 0
OSGEP 14 14qg11.2 20915216 | 20923198 0.0267 0.1345 0.4518 2 4 0
DNAJB6 7 7036.3 157128075{ 157210130 0.0266 0.1345 0.4519 14 2 0
LAT 16 16p1l1.2 28996147 | 29002096 0.0266 0.1345 0.4519 2 3 0
GORAB 1 1q24.2 170501270{ 170522584 0.0266 0.1344 0.4520 17 1 1
TAF1B 2 2p25.1 9973981 | 10074489 0.0266 0.1344 0.4520 7 2 0
PMS1 2 2932.2 190648811{190742354 0.0265 0.1342 0.4522 5 2 0
FUT9 6 6016.1 96463845 | 96663487 0.0265 0.1340 0.4523 8 5 0
ZFP90 16 16g22.1 68573661 | 68601039 0.0265 0.1340 0.4523 6 8 0
TMUB2 17 17921.31 42264354 | 42269098 0.0265 0.1340 0.4523 1 11 0
SLC7Al 13 13g12.3 30083552 | 30169825 0.0265 0.1340 0.4523 2 4 0
COG6 13 13g14.11 40229764 | 40365802 0.0264 0.1339 0.4524 1 5 0
HSPE1 2 2g33.1 198364721{198368186 0.0264 0.1339 0.4524 3 6 0
PLOD?2 3 3024 145787232]145879282 0.0264 0.1339 0.4524 14 0 0
MCTP2 15 15¢26.2 94774951 | 95023632 0.0264 0.1338 0.4525 12 4 0
CEP164 11 11g23.3 117198571]117283984 0.0264 0.1338 0.4525 5 5 0
TRIM45 1 1p13.1 117653677[117664486 0.0264 0.1336 0.4526 5 5 0
PPFIBP1 12 12p11.23-p11.22| 27677045 | 27848496 0.0263 0.1333 0.4528 7 5 0
XRCC3 14 14932.33 104163955(104181823 0.0263 0.1333 0.4528 1 8 0
ZNF250 8 8024.3 146092748]146126850 0.0263 0.1332 0.4528 17 1 0
GNLY 2 2p11.2 85921414 | 85925874 0.0263 0.1332 0.4529 4 1 0
ST14 11 11g24.3 130029682] 130080256 0.0263 0.1332 0.4529 4 6 0
KNG1 3 3927.3 186435120{ 186461741 0.0262 0.1332 0.4529 11 1 0
COMMDS8 4 4pl2 47446002 | 47465707 0.0262 0.1331 0.4530 2 6 0
WDR35 2 2p24.1 20110031 | 20189892 0.0262 0.1331 0.4530 5 0 0
ZFAND5 9 9g21.13 74966341 | 74980163 0.0262 0.1330 0.4531 4 5 0
MIER3 5 5q11.2 56215429 | 56267502 0.0262 0.1329 0.4531 0 15 0
YWHAQ 2 2p25.1 9724101 | 9771106 0.0262 0.1329 0.4532 5 2 0
SCFD1 14 14q12 31091521 | 31209645 0.0260 0.1323 0.4535 4 4 0
MRPS23 17 17922 55916848 | 55927408 0.0260 0.1323 0.4535 6 6 0
GCAT 22 22q13.1 38203912 | 38213183 0.0260 0.1321 0.4537 1 7 0
ZNF385D 3 3p24.3 21462669 | 21792816 0.0260 0.1321 0.4537 7 5 0
KIF21A 12 12g12 39687031 | 39837192 0.0259 0.1320 0.4537 4 8 0
FAM134C 17 17qg21.2 40731540 | 40761402 0.0259 0.1320 0.4537 1 11 0
C100rf76 10 10g24.32 103605356{ 103815950 0.0259 0.1320 0.4537 0 8 0
GOLPH3 5 5p13.3 32124824 | 32174425 0.0259 0.1320 0.4538 8 4 0
ORC5L 7 7022.1-g22.2 [103766790]103848463 0.0259 0.1320 0.4538 7 3 0
ARIH2 3 3p21.31 48956254 | 49022967 0.0259 0.1319 0.4539 0 8 0
SURF2 9 9934.2 136223421{136228040 0.0259 0.1318 0.4539 4 9 1
RNF34 12 12qg24.31 121837902]121862155 0.0259 0.1318 0.4540 2 6 0
SLC2A8 9 9933.3 130159434{130170134 0.0258 0.1318 0.4540 3 7 0
ABCC6P2 16 16p13.11 14916289 | 14918572 0.0258 0.1318 0.4540 3 2 0
TMEM61 1 1p32.3 55446465 | 55457965 0.0258 0.1318 0.4540 6 7 0
POLH 6 6p21.1 43543878 | 43588260 0.0258 0.1314 0.4543 13 1 0
SUPT5H 19 19g13.2 39936186 | 39967310 0.0258 0.1314 0.4543 4 6 0
SLC25A17 22 22913.2 41165634 | 41215403 0.0257 0.1313 0.4543 1 6 0
IDH3B 20 20p13 2639041 | 2644843 0.0257 0.1313 0.4543 2 7 0
COG2 1 1g42.2 230778202] 230829730 0.0257 0.1313 0.4544 19 0 1
KIF20B 10 10g23.31 91461367 | 91534700 0.0257 0.1313 0.4544 2 10 0
ZNF791 19 19p13.2 12721732 | 12740676 0.0257 0.1313 0.4544 4 4 0
MED13L 12 12g24.21 116396383(116715143 0.0257 0.1312 0.4545 3 9 0
ZNF343 20 20p13 2462463 | 2505348 0.0257 0.1311 0.4545 3 7 0
MTHFS 15 15¢25.1 80137320 | 80189370 0.0256 0.1311 0.4546 5 6 0
PMM1 22 220913.2 41972890 | 41985871 0.0256 0.1311 0.4546 2 6 0
AC009090.12 16 16913 57186387 | 57219976 0.0256 0.1310 0.4546 3 9 0
FAM154B 15 15025.2 82555140 | 82577262 0.0256 0.1310 0.4547 5 7 0
AC005033.5 2 2p13.1 74855455 | 74856069 0.0255 0.1307 0.4549 3 2 0
PBRM1 3 3p21.1 52579368 | 52719933 0.0255 0.1306 0.4550 1 9 0
RAB27A 15 15¢g21.3 55495802 | 55582001 0.0255 0.1306 0.4550 1 4 0




Supplementary Table 6

Page 9
SPEN 1 1p36.21-p36.13 | 16174359 | 16266950 0.0255 0.1305 0.4550 0 14 0
KCTD2 17 17g25.1 73043279 | 73061979 0.0254 0.1303 0.4551 6 3 0
IP6K2 3 3p21.31 48725437 | 48777786 0.0254 0.1303 0.4551 0 8 0
PGM1 1 1p31.3 64058947 | 64125912 0.0254 0.1303 0.4551 7 2 0
PTCD3 2 2p11.2 86333305 | 86369280 0.0254 0.1303 0.4552 4 0 0
TMEM123 11 11g22.2 102267058(102323775 0.0254 0.1301 0.4553 6 3 0
MRPL27 17 17921.33 48445231 | 48450562 0.0253 0.1300 0.4554 2 6 0
USP35 11 11g14.1 77899958 | 77925753 0.0253 0.1299 0.4554 5 2 0
KIAA0174 16 16g22.2 71929418 | 71962906 0.0253 0.1299 0.4555 3 7 0
ZFP37 9 90932 115804174{115818996 0.0253 0.1299 0.4555 2 8 0
NDUFB8 10 10g24.31 102283497( 102289757 0.0253 0.1299 0.4555 0 10 0
ZCCHC14 16 16g24.2 87439877 | 87525460 0.0253 0.1298 0.4556 3 9 0
ENPP5 6 6p21.1 46126926 | 46138717 0.0253 0.1298 0.4556 11 1 0
HFE 6 6p22.2 26087448 | 26097067 0.0253 0.1298 0.4556 8 0 0
AFP 4 4913.3 74301880 | 74321494 0.0252 0.1298 0.4557 5 3 0
MRPS14 1 1g25.1 174983128( 174992561 0.0252 0.1297 0.4557 16 1 0
PTPRF 1 1p34.2 43996547 | 44089343 0.0252 0.1295 0.4558 3 3 0
TBC1D2B 15 15g924.3-g25.1 | 78287327 | 78369994 0.0252 0.1295 0.4559 5 6 0
AURKC 19 19913.43 57742377 | 57746915 0.0252 0.1294 0.4559 2 6 0
ERMP1 9 9p24.1 5784571 | 5833081 0.0251 0.1293 0.4560 6 9 0
C70rf10 7 7pl4.1 40174575 | 40900362 0.0251 0.1293 0.4560 3 9 0
ZNF83 19 19g13.41 53115620 | 53141644 0.0251 0.1291 0.4562 4 5 0
MTRF1L 6 6025.2 153308400 153323925 0.0250 0.1289 0.4563 3 7 0
RIMS1 6 6013 72596406 | 73112508 0.0250 0.1288 0.4564 6 1 0
TUBGCP6 22 22713.33 50656118 | 50683400 0.0250 0.1287 0.4564 5 5 0
RSRC2 12 12g24.31 122989273{123011547 0.0249 0.1286 0.4565 2 6 0
ATG16L1 2 2q37.1 234118697]234204320 0.0249 0.1286 0.4565 2 10 0
APLP1 19 19g13.12 36359401 | 36370699 0.0249 0.1286 0.4566 5 1 0
VGLL4 3 3p25.3 11597544 | 11766453 0.0249 0.1285 0.4566 6 2 0
AC018452.11 3 3025.2 153839149( 153975616 0.0249 0.1285 0.4566 13 0 0
FARSLB 2 20g36.1 223436162] 223520827 0.0249 0.1285 0.4566 1 6 0
METTLS8 2 2931.1 172179761{172291312 0.0249 0.1284 0.4567 6 3 0
PRDM4 12 12g23.3 108126644(108154914 0.0249 0.1284 0.4567 2 10 0
AC109782.7 3 3911.2 96496033 | 96496531 0.0248 0.1283 0.4568 3 1 0
MAN1A2 1 1p12 117910071{118069161 0.0248 0.1282 0.4569 4 6 0
PAH 12 12g23.2 103232104{103311381 0.0248 0.1282 0.4569 0 10 0
STARD5 15 15¢25.1 81605014 | 81616524 0.0248 0.1282 0.4569 5 7 0
NFE2L2 2 2931.2 178092323]178129859 0.0248 0.1282 0.4569 5 3 0
TXNL4A 18 18923 77732869 | 77748532 0.0248 0.1281 0.4570 6 10 0
VPS36 13 13q14.3 52986739 | 53024763 0.0247 0.1279 0.4571 3 5 0
LRRN2 1 1g32.1 204586298] 204654597 0.0247 0.1277 0.4573 15 1 0
HSPA2 14 14923.3 65002623 | 65009955 0.0247 0.1277 0.4573 1 9 0
FRS2 12 12g15 69864129 | 69973559 0.0246 0.1276 0.4573 2 8 0
ZNF16 8 8024.3 146155746]146176274 0.0246 0.1276 0.4573 17 1 0
AC090587.2 11 11p15.4 3819049 | 3847601 0.0246 0.1276 0.4574 2 6 0
RPL14 3 3p22.1 40498801 | 40503858 0.0246 0.1276 0.4574 2 5 0
GALT 9 9p13.3 34646635 | 34650571 0.0246 0.1276 0.4574 5 9 0
ZNF528 19 19qg13.41 52901102 | 52921656 0.0246 0.1276 0.4574 3 5 0
FBXL20 17 17q12 37416848 | 37557898 0.0246 0.1276 0.4574 3 9 0
VPS18 15 15q15.1 41186628 | 41196172 0.0246 0.1276 0.4574 0 10 0
PDZD8 10 10g25.3-g26.11 |119042608]| 119134937 0.0246 0.1275 0.4576 3 7 0
C180orf25 18 18g21.1 43753988 | 43846954 0.0245 0.1270 0.4578 5 9 0
ECH1 19 19g13.2 39306068 | 39322497 0.0245 0.1270 0.4578 4 6 0
BAGALT3 1 1g23.3 161141101]161147314 0.0244 0.1268 0.4580 19 0 2
MOCS3 20 20gq13.13 49575363 | 49577820 0.0244 0.1268 0.4580 7 4 0
Clorf50 1 1p34.2 43232916 | 43241418 0.0244 0.1268 0.4580 3 3 0
TMEM86B 19 19g13.42 55738116 | 55740632 0.0244 0.1267 0.4581 3 6 0
RNF6 13 13qg12.13 26786905 | 26796508 0.0244 0.1266 0.4582 0 5 0
KIAA1543 19 19p13.2 7660788 | 7683194 0.0243 0.1265 0.4582 0 5 0
PNPLAG6 19 19p13.2 7599043 | 7626652 0.0243 0.1265 0.4583 0 5 0
SNX7 1 1p21.3 99127236 | 99226054 0.0243 0.1265 0.4583 5 6 0
PSMD12 17 17q24.2 65336619 | 65362721 0.0243 0.1264 0.4583 6 2 0
NXT1 20 20p11.21 23331373 | 23335408 0.0243 0.1263 0.4584 4 7 0
TCTEX1D2 3 3029 195975101]196045170 0.0243 0.1263 0.4584 10 2 0
SLMO2 20 20013.32 57608201 | 57617901 0.0243 0.1263 0.4584 9 5 0
DERL3 22 22911.23 24176690 | 24181199 0.0242 0.1263 0.4585 2 9 0
SLC2Al 1 1p34.2 43391046 | 43424847 0.0242 0.1262 0.4585 3 3 0
TXNDC11 16 16p13.13 11772943 | 11836704 0.0242 0.1262 0.4586 3 2 0
C18orfl 18 18pl11.21 13218786 | 13652753 0.0242 0.1262 0.4586 6 1 0
CHAF1B 21 21g22.12 37757689 | 37789124 0.0242 0.1262 0.4586 6 4 0
STAU2 8 8021.11 74332608 | 74659075 0.0242 0.1262 0.4586 13 1 0
CRSP9 5 5033.3 156565453[ 156569921 0.0241 0.1259 0.4588 0 14 0
ALG3 3 3927.1 183960089( 183967313 0.0241 0.1256 0.4590 12 1 0
CYHR1 8 8024.3 145675762]145691031 0.0240 0.1254 0.4591 16 1 0
DFNB31 9 9932 117164361[117267736 0.0240 0.1253 0.4592 5 8 0
MVP 16 16p11.2 29831787 | 29859353 0.0240 0.1253 0.4592 1 2 0
CASZ1 1 1p36.22 10696661 [ 10856707 0.0239 0.1251 0.4593 0 11 0
MED10 5 5p15.31 6372040 | 6378639 0.0239 0.1251 0.4594 8 5 1
HAT1 2 2g31.1 172778958( 172848599 0.0239 0.1250 0.4594 7 3 0
AGPAT6 8 8pll.21 41435707 | 41482520 0.0239 0.1250 0.4594 8 2 0
KIAA0831 14 14922.3 55833110 | 55878576 0.0239 0.1250 0.4595 2 9 0
KIAA1310 2 2g11.2 97258909 | 97308524 0.0239 0.1250 0.4595 7 3 1
WDR77 1 1p13.2 111981260{111991878 0.0239 0.1250 0.4595 4 5 0
ERI3 1 1p34.1 44686742 | 44820939 0.0238 0.1248 0.4596 3 3 0
ANXAG 5 5033.1 150480268 150537367 0.0238 0.1246 0.4598 0 14 0
LSM14A 19 199g13.11 34663352 | 34720420 0.0238 0.1246 0.4598 3 2 0
DAP3 1 1922 155658874 (155708317 0.0238 0.1246 0.4598 15 0 0
POMGNT1 1 1p34.1 46654354 | 46685977 0.0238 0.1246 0.4598 3 4 0
GPKOW 23 23p11.23 48970346 | 48980079 0.0238 0.1246 0.4599 2 13 0
ATP11B 3 3026.33 182511291]182639419 0.0238 0.1246 0.4599 12 1 1
CCDC50 3 3028 191046874(191116459 0.0238 0.1246 0.4599 11 0 0
CTNND1 11 11g12.1 57529234 | 57586651 0.0237 0.1243 0.4600 6 2 0
IFT20 17 17q11.2 26655353 | 26662495 0.0237 0.1243 0.4601 1 9 0
C5orf43 5 5912.1 60453540 | 60458302 0.0237 0.1243 0.4601 0 14 0
FZD5 2 20g33.3 208627332]208634143 0.0236 0.1240 0.4603 2 3 0
SUMF2 7 7pll.2 56131917 | 56148363 0.0236 0.1240 0.4603 3 2 0
ZCCHC17 1 1p35.2 31769842 | 31837783 0.0236 0.1240 0.4603 2 10 0
AC005921.3-2 17 17921.33 48796964 | 48830070 0.0236 0.1238 0.4604 3 6 0
TCF12 15 15¢g21.3 57210833 | 57580712 0.0236 0.1238 0.4604 1 4 0
GLRA4 23 23922.2 102962228]102983583 0.0235 0.1237 0.4605 2 13 0
LXN 3 3025.32 158384204 (158390482 0.0235 0.1236 0.4606 15 0 1
Cllorf57 11 11g23.1 111944968|111955872 0.0235 0.1235 0.4607 5 2 0
SYNE2 14 14923.2 64319683 | 64693165 0.0235 0.1235 0.4607 1 9 0
CA2 8 8021.2 86376131 | 86393721 0.0235 0.1234 0.4608 11 1 1
DDAl 19 19p13.11 17420337 | 17434094 0.0234 0.1233 0.4609 3 3 0
PIGM 1 1g23.2 159997462( 160001783 0.0234 0.1233 0.4609 20 1 4
C170rf85 17 17p13.2 3714460 | 3749540 0.0234 0.1231 0.4610 0 10 0
NGFR 17 17921.33 47572655 | 47592357 0.0234 0.1230 0.4610 1 7 0
ZDHHC20 13 13g12.11 21950263 | 22033509 0.0233 0.1230 0.4611 2 2 0
PHC3 3 3026.2 169805368| 169899537 0.0233 0.1229 0.4611 15 0 1
MAP2K5 15 15g23 67835021 | 68099452 0.0233 0.1229 0.4612 4 4 0
LRBA 4 4931.3 151185594{151936879 0.0233 0.1229 0.4612 1 8 0
PPCS 1 1p34.2 42921788 | 42926086 0.0233 0.1227 0.4613 5 3 0
PGBD1 6 6p22.1 28249349 | 28270326 0.0233 0.1227 0.4613 8 0 0
ENO1 1 1p36.23 8921063 | 8938780 0.0233 0.1227 0.4613 0 10 0
RSPH3 6 6025.3 159397312(159421219 0.0233 0.1227 0.4613 3 6 0
C2orf37 2 2g31.1 172290825( 172341560 0.0232 0.1226 0.4614 6 3 0
NFIX 19 19p13.2 13106584 | 13209610 0.0232 0.1226 0.4614 5 4 1
DR1 1 1p22.1 93811478 | 93828144 0.0232 0.1226 0.4615 5 8 0
WDR23 14 14g11.2 24584021 | 24594448 0.0232 0.1225 0.4615 3 4 0
SPATAS 4 4g28.1 123844225( 124240600 0.0232 0.1225 0.4615 4 2 0
NFKB1 4 4924 103422486|103538458 0.0232 0.1225 0.4616 2 4 0
NCK1 3 3922.3 136581073[ 136667967 0.0232 0.1225 0.4616 7 0 0
AMPD2 1 1p13.3 110162459(110174675 0.0231 0.1222 0.4618 4 7 0
C4dorf4l 4 4935.1 184580446(184634744 0.0231 0.1220 0.4619 3 9 0
C100rf33 10 10g24.2 100143326{100174941 0.0230 0.1219 0.4620 1 10 0
TMEM156 4 4pl4 38968365 | 39034542 0.0230 0.1219 0.4620 1 13 0
LASS2 1 1g21.3 150937649 150947440 0.0230 0.1219 0.4620 16 1 0
CIAPIN1 16 16921 57462086 | 57481369 0.0230 0.1217 0.4623 3 10 0
AURKA 20 20g13.2 54944445 | 54967351 0.0230 0.1217 0.4623 4 7 0
FADS?2 11 11g12.2 61583749 | 61634825 0.0229 0.1217 0.4623 3 1 0
PLEKHG4B 5 5p15.33 140373 190087 0.0229 0.1216 0.4623 9 3 0
PAPD4 5 5q14.1 78908243 | 78982471 0.0229 0.1215 0.4624 0 15 0
Clorf69 1 1942.13 228353429| 228369957 0.0228 0.1211 0.4626 18 0 0
KDELC1 13 13g33.1 103436632{ 103451404 0.0228 0.1211 0.4626 11 3 0
ZNF132 19 19q13.43 58944182 | 58951589 0.0228 0.1211 0.4626 2 5 0
USP20 9 9934.11 132597696( 132644107 0.0228 0.1211 0.4627 3 7 0
PLOD3 7 7022.1 100849258]100861701 0.0228 0.1211 0.4627 3 4 0
PCYT1B 23 23p22.11 24576204 | 24690794 0.0228 0.1211 0.4628 2 11 0
ZFP112 19 19q13.31 44830706 | 44860856 0.0227 0.1208 0.4629 3 7 0
RPL37 5 5p13.1 40831430 | 40835387 0.0227 0.1208 0.4629 5 4 0
PRH2 12 12p13.2 11081834 | 11087444 0.0227 0.1207 0.4630 7 5 0
DCXR 17 17925.3 79993757 | 79995573 0.0227 0.1206 0.4631 10 4 0
FXYD5 19 19q13.12 35645627 | 35660785 0.0227 0.1205 0.4631 4 2 0
SDHC 1 1g23.3 161284166(161334530 0.0227 0.1205 0.4631 19 0 2
TOM1 22 22912.3 35695268 | 35743985 0.0226 0.1205 0.4632 1 8 0
MX1 21 21g22.3 42792442 | 42831141 0.0226 0.1205 0.4632 5 6 1
ZNF335 20 20013.12 44577293 | 44600833 0.0226 0.1205 0.4632 5 7 0
CLK2 1 1922 155232660 155243281 0.0226 0.1205 0.4632 15 0 0
EIF5 14 14q32.32 103800493]103811359 0.0226 0.1204 0.4633 1 8 0
Clorfl77 1 1p32.3 55271736 | 55307936 0.0226 0.1204 0.4633 6 7 0
RUSC1 1 1922 155290640 155300909 0.0225 0.1201 0.4635 15 0 0
LRRC16A 6 6p22.2 25279306 | 25620758 0.0225 0.1200 0.4636 9 0 0
DSTYK 1 1g32.1 205111632]|205180727 0.0225 0.1198 0.4637 15 1 0
SFRS8 12 12924.33 132195635 132284282 0.0225 0.1198 0.4637 2 8 0
TSFM 12 12q14.1 58176536 | 58191367 0.0225 0.1198 0.4637 1 8 0
GBF1 10 10g24.32 104005309{ 104142649 0.0225 0.1198 0.4637 0 8 0
CTPS 1 1p34.2 41445007 | 41478226 0.0224 0.1197 0.4639 2 3 0
SMYD5 2 2p13.2 73441350 | 73454355 0.0224 0.1196 0.4639 4 0 0
C160rf70 16 16g22.1 67143915 | 67182440 0.0224 0.1196 0.4640 7 7 0
ABCG1 21 21g22.3 43619799 | 43717354 0.0224 0.1196 0.4640 5 6 1
ATF7 12 12g13.13 53905845 | 54020199 0.0224 0.1196 0.4640 0 11 0
MYL12A 18 18p11.31 3247528 | 3256226 0.0224 0.1196 0.4640 6 5 0
CCND2 12 12p13.32 4382902 | 4414521 0.0223 0.1195 0.4641 14 5 0
C100rf68 10 10pl11.22 32856651 | 33171802 0.0223 0.1195 0.4641 9 1 0
FGF21 19 19q13.33 49259344 | 49261580 0.0223 0.1195 0.4641 3 7 0
CCDC25 8 8p21.1 27590837 | 27630170 0.0223 0.1195 0.4641 1 13 0
UBE2E3 2 2031.3 181831975]181928168 0.0223 0.1194 0.4642 6 3 0
CMYAS 5 5q14.1 78985659 | 79096048 0.0223 0.1194 0.4642 0 15 0
CNKSR2 23 23p22.12 21392560 | 21670779 0.0223 0.1194 0.4642 4 12 0
YIPF4 2 2p22.3 32502958 | 32532431 0.0223 0.1194 0.4642 7 1 0
SIPA1L2 1 1q42.2 232533711]| 232697304 0.0223 0.1194 0.4643 21 0 2
TMX1 14 14g22.1 51706886 | 51724370 0.0223 0.1194 0.4643 3 8 0
GJB2 13 13g12.11 20761606 | 20767114 0.0222 0.1192 0.4644 1 2 0
Cllorf45 11 11g924.3 128769468 128775592 0.0222 0.1192 0.4644 3 5 0
ACBD5 10 10p12.1 27484144 | 27531068 0.0222 0.1191 0.4645 12 2 0
ZNF644 1 1p22.2 91380859 | 91487770 0.0222 0.1190 0.4646 6 8 0
F11R 1 1g23.3 160965001]161008734 0.0222 0.1189 0.4647 19 0 2
ORAI1 12 12g24.31 122064455( 122079946 0.0222 0.1189 0.4647 2 6 0
SRP9 1 1942.12 225965515| 225978165 0.0221 0.1189 0.4647 17 0 0
PYROXD1 12 12p12.1 21590538 | 21624176 0.0221 0.1188 0.4648 7 4 0
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FAMS54A 6 6023.3 136552168 136571462 0.0221 0.1187 0.4649 8 3 1
REEP5 5 5g22.2 112212081112258031 0.0221 0.1187 0.4649 0 13 0
OSM 22 22q12.2 30658821 | 30662840 0.0221 0.1187 0.4649 2 7 0
TARDBP 1 1p36.22 11072679 | 11085546 0.0221 0.1186 0.4650 0 11 0
BMP15 23 23p11.22 50653735 | 50659641 0.0220 0.1185 0.4650 3 12 1
ARSD 23 23p22.33 2822011 | 2847392 0.0220 0.1183 0.4651 4 13 0
MRPS22 3 3923 139062861139075888 0.0220 0.1183 0.4652 11 0 0
RAB3GAP2 1 1941 220321610(220445843 0.0220 0.1183 0.4652 16 1 1
AC004381.6 16 16p12.3 20817767 | 20860989 0.0220 0.1183 0.4652 1 4 0
HAVCR2 5 5033.3 156512843 156536138 0.0220 0.1183 0.4652 0 14 0
PCOLCE2 3 3923 142536717|142608041 0.0219 0.1182 0.4653 15 1 0
STX8 17 17p13.1 9153789 | 9479275 0.0219 0.1182 0.4653 0 16 0
VLDLR 9 9p24.2 2621793 | 2654485 0.0219 0.1182 0.4654 6 10 0
LRRC41 1 1p34.1 46744073 | 46769038 0.0219 0.1182 0.4654 3 4 0
AK1 9 9g34.11 130628759 130640022 0.0219 0.1182 0.4654 3 7 0
POLR1D 13 13q12.2 28194903 | 28241547 0.0219 0.1182 0.4654 0 4 0
RPL28 19 19913.42 55897300 | 55903449 0.0219 0.1182 0.4654 3 6 0
ARMCY? 17 17925.1 73106082 | 73126360 0.0219 0.1182 0.4654 6 3 0
C5orf51 5 5p13.1 41904470 | 41921737 0.0219 0.1179 0.4656 5 5 0
AES 19 19p13.3 3052908 | 3062964 0.0218 0.1178 0.4657 0 6 0
SFRS6 20 20q13.11 42086504 | 42092242 0.0218 0.1177 0.4658 2 9 0
RABEPK 9 9933.3 127962824 127996437 0.0218 0.1177 0.4658 1 7 0
TMX2 11 11gl2.1 57480042 | 57508444 0.0218 0.1177 0.4658 6 2 0
ATP7B 13 13q14.3 52506810 | 52585630 0.0218 0.1176 0.4659 2 6 0
S100A10 1 1921.3 151955387151966714 0.0218 0.1176 0.4659 17 1 1
LRRC47 1 1p36.32 3696784 | 3713068 0.0217 0.1176 0.4660 3 13 0
TMEM59 1 1p32.3 54497347 | 54519177 0.0217 0.1176 0.4660 6 7 0
AKAP1 17 17922 55162553 | 55198710 0.0217 0.1176 0.4660 6 6 0
EPM2A 6 6024.3 145822719 146056991 0.0217 0.1175 0.4661 6 6 1
BCCIP 10 10g26.2 127512104 127542263 0.0217 0.1174 0.4662 4 9 0
Cl60rf45 16 16p13.11 15528325 | 15682116 0.0216 0.1172 0.4663 4 2 0
SET 9 9g34.11 131445703 131458674 0.0216 0.1172 0.4663 3 7 0
SIK2 11 11g23.1 111473170[111597630 0.0216 0.1171 0.4664 5 2 0
C19orf61 19 19g13.31 44235301 | 44259142 0.0216 0.1171 0.4664 3 7 0
RPRD1A 18 18g12.2 33569794 | 33647519 0.0216 0.1170 0.4665 7 9 0
ZFP41 8 8g24.3 144329109 144359099 0.0216 0.1170 0.4665 14 1 0
EXOSC8 13 13913.3 37574678 | 37583538 0.0216 0.1169 0.4665 1 4 0
LNX1 4 4912 54325468 | 54457724 0.0215 0.1169 0.4666 4 7 0
STK40 1 1p34.3 36805225 | 36851497 0.0215 0.1169 0.4666 0 6 0
MTMRG6 13 13g12.13 25820343 | 25861704 0.0215 0.1168 0.4667 0 5 0
STARD? 2 2011.2 96850607 | 96874573 0.0215 0.1168 0.4667 7 4 1
SLC27A5 19 19913.43 59009704 | 59023432 0.0215 0.1168 0.4667 2 5 0
CTCF 16 16g22.1 67596310 | 67673086 0.0215 0.1168 0.4667 6 7 0
EPB41L2 6 6023.1-g23.2 [131160487[131384462 0.0215 0.1167 0.4668 8 3 1
PDES5SA 4 4926 120415552 120549981 0.0215 0.1167 0.4668 3 3 0
LIN7B 19 19913.33 49617618 | 49621717 0.0214 0.1166 0.4669 3 7 0
0GG1 3 3p25.3 9791628 | 9829903 0.0214 0.1165 0.4670 7 2 0
TMF1 3 3pl4.1 69068980 | 69101484 0.0214 0.1165 0.4670 2 8 0
ZNF2 2 2011.1 95831183 | 95850065 0.0214 0.1165 0.4670 6 3 1
PLAA 9 9p21.2 26903368 | 26947468 0.0214 0.1165 0.4670 4 11 0
NUB1 7 7936.1 151038858 151075530 0.0214 0.1165 0.4671 13 1 0
COX15 10 10g24.2 101468505[101492423 0.0214 0.1165 0.4671 1 10 0
EPN1 19 19913.42 56186561 | 56207132 0.0214 0.1165 0.4671 3 6 0
ACAT2 6 6925.3 160182989 160200085 0.0214 0.1164 0.4672 2 6 0
DCUN1D5 11 11922.3 102932822 102962869 0.0214 0.1164 0.4672 4 4 0
PTPN4 2 2q14.2 120517207[120735037 0.0213 0.1164 0.4672 5 7 0
KIAA1967 8 8p21.3 22462257 | 22477975 0.0213 0.1164 0.4672 0 13 0
RDH13 19 19q13.42 55555711 | 55580897 0.0213 0.1164 0.4672 3 6 0
NFATC3 16 16g22.1 68119375 | 68260800 0.0213 0.1164 0.4672 6 8 0
SFXN1 5 5g35.2 174905514[174955621 0.0213 0.1163 0.4673 2 9 0
USP40 2 2037.1 234384166(234474236 0.0213 0.1163 0.4673 2 10 0
POLE 12 12924.33 133200348[133263945 0.0213 0.1161 0.4674 1 6 0
MSTN 2 2032.2 190920429 190927455 0.0213 0.1161 0.4674 5 2 0
FAM113A 20 20p13 2815960 | 2821836 0.0213 0.1161 0.4675 2 7 0
UBEZ2B 5 5g31.1 133706870 133727799 0.0212 0.1161 0.4675 0 13 0
PRKCB 16 16p12.2-p12.1 | 23847300 | 24231932 0.0212 0.1160 0.4676 0 4 0
MARS 12 12g13.3 57881851 | 57910433 0.0212 0.1160 0.4676 1 8 0
GGH 8 8q12.3 63927643 | 63951610 0.0212 0.1159 0.4677 16 1 0
KPNAG 1 1p35.1 32573644 | 32642169 0.0212 0.1159 0.4677 2 9 0
HSD17B12 11 11p11.2 43702143 | 43878160 0.0212 0.1159 0.4677 5 3 0
S100PBP 1 1p35.1 33283043 | 33324475 0.0212 0.1159 0.4677 2 8 0
SCN1A 2 2gq24.3 166845670[166984523 0.0212 0.1159 0.4677 4 4 0
COG3 13 13914.13 46039071 | 46110759 0.0211 0.1157 0.4679 2 7 0
ATG3 3 3q13.2 112251360(112280763 0.0211 0.1157 0.4679 7 1 0
ILF2 1 1921.3 153634515 153643479 0.0211 0.1157 0.4679 16 1 1
TMEMG66 8 8pl2 29920642 | 29940649 0.0211 0.1156 0.4680 2 12 0
MAN2A1 5 5021.3 109025156 109203429 0.0211 0.1156 0.4680 0 13 0
ZNF155 19 19g13.31 44488355 | 44502477 0.0211 0.1155 0.4681 3 7 0
POGZ 1 1921.3 151375200 151431941 0.0211 0.1155 0.4681 16 1 0
CuUL2 10 10p11.21 35297479 | 35379570 0.0211 0.1155 0.4681 12 1 0
ACSS2 20 20q11.22 33462745 | 33515762 0.0210 0.1154 0.4682 0 5 0
Clorf43 1 1921.3 154179183[154193273 0.0210 0.1153 0.4683 15 0 0
YOD1 1 1g32.2 207217194[207226325 0.0210 0.1152 0.4684 16 1 1
DMWD 19 19g13.32 46286264 | 46296060 0.0210 0.1152 0.4684 3 9 0
SNRK 3 3p22.1 43328004 | 43392630 0.0210 0.1152 0.4684 1 9 0
AC068775.52 12 12p13.2 10658502 | 10675733 0.0209 0.1151 0.4685 7 4 0
IDH1 2 2034 209100953(209130798 0.0209 0.1148 0.4687 2 3 0
AKR1A1 1 1p34.1 46016215 | 46035721 0.0209 0.1148 0.4687 3 3 0
KTELC1 3 3913.33 119187785|119213550 0.0209 0.1148 0.4688 5 4 0
TRADD 16 16g22.1 67188093 | 67193812 0.0208 0.1147 0.4689 7 7 0
TMEM54 1 1p35.1 33360196 | 33376685 0.0208 0.1147 0.4689 2 8 0
MIPOL1 14 14913.3-g21.1 | 37667156 | 38020463 0.0208 0.1147 0.4689 2 6 0
ALB 4 4q13.3 74262831 | 74287127 0.0208 0.1146 0.4689 5 3 0
ZNF596 8 8p23.3 182200 197332 0.0208 0.1146 0.4689 2 7 0
MAP4 3 3p21.31 47892182 | 48130769 0.0208 0.1146 0.4689 0 8 0
PRKCD 3 3p21.1 53195223 | 53226731 0.0208 0.1146 0.4690 0 11 0
CDC42 1 1p36.12 22379120 | 22419437 0.0208 0.1146 0.4690 0 14 0
ZMIZ2 7 7p13 44788180 | 44809477 0.0208 0.1146 0.4690 1 6 0
RPS5 19 19913.43 58898636 | 58906170 0.0208 0.1146 0.4690 3 5 0
ERC1 12 12p13.33 1100404 | 1605099 0.0208 0.1146 0.4691 15 2 2
APITD1 1 1p36.22 10490159 [ 10512210 0.0207 0.1145 0.4691 0 11 0
ZNF569 19 19g13.12 37902062 | 37960165 0.0207 0.1145 0.4691 5 3 1
TAOK2 16 16p11.2 29985222 | 30003581 0.0207 0.1145 0.4692 2 2 0
MASTL 10 10pl12.1 27443717 | 27475848 0.0207 0.1145 0.4692 12 2 0
NIPSNAP3B 9 9g31.1 107526451|107536290 0.0207 0.1145 0.4692 2 6 0
STARD3 17 17912 37793412 | 37819722 0.0207 0.1145 0.4692 3 9 0
FAM76B 11 11921 95502106 | 95522954 0.0207 0.1144 0.4693 5 3 0
C13o0rf3 13 13g12.11 21727734 | 21750710 0.0207 0.1144 0.4693 2 2 0
RAD54L 1 1p34.1 46713367 | 46744145 0.0207 0.1144 0.4693 3 4 0
TRMT61A 14 14932.32-932.33]103995509| 104003408 0.0206 0.1142 0.4695 1 8 0
KIAA1468 18 18921.33 59854524 | 59974354 0.0206 0.1142 0.4695 6 8 0
CHDIL 1 1g21.1 146714291|146767441 0.0206 0.1142 0.4695 18 1 0
ASMTL 23 23p22.33 1522032 | 1571844 0.0206 0.1142 0.4695 3 12 0
EMP1 12 12p13.1 13349602 | 13369708 0.0206 0.1142 0.4696 8 6 0
FBXW7 4 4q31.3 153242410 153456172 0.0206 0.1141 0.4696 1 8 0
ZFAT 8 8g24.22 135490033 135725281 0.0206 0.1141 0.4696 19 2 2
C200rf3 20 20p11.21 24943561 | 24973425 0.0206 0.1141 0.4697 3 7 0
RPL27 17 17921.31 41150446 | 41154956 0.0206 0.1141 0.4697 1 11 0
SH3BP1 22 22g13.1 38030661 | 38062939 0.0205 0.1140 0.4698 1 7 0
PEN3 5 5035.3 176827108 176827637 0.0205 0.1139 0.4698 4 6 0
ACO027277.5 16 16p13.13 10622435 | 10626617 0.0205 0.1139 0.4699 2 4 0
RC3H2 9 9g33.2 125606835 125667562 0.0205 0.1138 0.4700 1 8 0
TIFA 4 4925 113196783|113207059 0.0205 0.1137 0.4700 2 4 0
LIN37 19 19g13.12 36239499 | 36245417 0.0205 0.1137 0.4700 5 1 0
FBXO5 6 6925.2 153291660 153304740 0.0205 0.1137 0.4701 3 7 0
CDKN2A 9 9p21.3 21967751 | 21994490 0.0205 0.1137 0.4701 5 11 0
THADA 2 2p21 43457975 | 43823185 0.0204 0.1136 0.4701 6 3 0
SLC7A11 4 4q928.3 139085248[139163503 0.0204 0.1136 0.4701 5 2 0
SEC14L4 22 22q12.2 30884900 | 30901698 0.0204 0.1136 0.4701 2 7 0
PTPN18 2 2021.1 131113580{131132981 0.0204 0.1136 0.4702 3 7 0
SQLE 8 8024.13 126010720 126034525 0.0204 0.1136 0.4702 17 0 1
PPP1R1B 17 17912 37783179 | 37792878 0.0204 0.1136 0.4702 3 9 0
C13orf7 13 13g31.1 79188421 | 79233314 0.0204 0.1136 0.4703 6 3 0
KIAA1219 20 20g11.23 37101486 | 37207504 0.0204 0.1136 0.4703 1 8 0
ZMAT2 5 5031.3 140080032 140086239 0.0204 0.1135 0.4704 0 12 0
ST3GAL1 8 8g24.22 134467091[134584183 0.0203 0.1133 0.4705 19 2 2
CITED1 23 23qg13.1 71521490 | 71527037 0.0203 0.1133 0.4705 2 10 0
KCNK1 1 1g42.2 233749750 233808258 0.0203 0.1131 0.4707 21 0 1
ESNA1 6 6022.32 126102307 126252266 0.0202 0.1129 0.4708 12 2 1
BCL2 18 18g21.33 60790579 | 60987361 0.0202 0.1129 0.4708 7 8 0
Cé6orf114 6 6p23 13469513 | 13486415 0.0202 0.1128 0.4709 12 3 0
OGFOD1 16 16qg12.2 56485424 | 56511407 0.0202 0.1127 0.4710 3 9 0
ZNF586 19 19913.43 58281025 | 58291984 0.0202 0.1127 0.4710 2 6 0
VPS24 2 2pll.2 86730553 | 86948245 0.0202 0.1126 0.4711 6 0 0
RPL36AL 14 14921.3 50085409 | 50087349 0.0201 0.1124 0.4712 4 7 0
JMJD4 1 1942.13 227918926(227923112 0.0201 0.1124 0.4713 18 0 0
KIAAQ0195 17 17925.1 73452664 | 73496530 0.0201 0.1124 0.4713 6 3 1
ALG2 9 9g22.33 101978708[101984246 0.0201 0.1124 0.4713 3 9 1
SAMMS50 22 22q13.31 44342616 | 44392411 0.0201 0.1123 0.4714 3 7 0
TTC14 3 3026.33 180319918 180335355 0.0201 0.1123 0.4714 15 0 0
GBA2 9 9p13.3 35736864 | 35749225 0.0201 0.1123 0.4714 5 9 0
C9orf6 9 9931.3 111696461[111713024 0.0200 0.1123 0.4714 1 10 0
MMP15 16 16921 58059282 | 58080802 0.0200 0.1123 0.4715 2 10 0
MPV17L2 19 19p13.11 18304040 | 18307552 0.0200 0.1122 0.4715 4 3 0
CD14 5 5031.3 140011317140013255 0.0200 0.1120 0.4716 0 12 0
PRKAA1 5 5p13.1 40759481 | 40798297 0.0200 0.1120 0.4717 5 4 0
ASAP1 8 8g24.21 131064353 131414217 0.0199 0.1118 0.4718 18 1 2
Cl4orf21 14 14q12 24769068 | 24778330 0.0199 0.1117 0.4718 3 4 0
PBK 8 8p21.1 27667142 | 27695349 0.0199 0.1116 0.4719 1 13 0
NAPB 20 20p11.21 23355166 | 23402156 0.0199 0.1115 0.4720 4 7 0
SGK3 8 8g13.1 67624891 | 67774246 0.0198 0.1114 0.4721 16 1 0
SPR 2 2pl13.2 73114512 | 73119289 0.0198 0.1112 0.4722 5 0 0
PPPDE2 22 22q13.2 41996879 | 42017020 0.0198 0.1112 0.4722 2 6 0
Cl6orfol 16 16p13.3 1469754 | 1479345 0.0198 0.1112 0.4723 5 5 0
CRLF3 17 17q11.2 29109726 | 29151778 0.0198 0.1112 0.4723 0 6 0
CLYBL 13 13g32.3 100258923[100545148 0.0198 0.1112 0.4723 11 4 1
TMEM106B 7 7p21.3 12250848 | 12276890 0.0198 0.1112 0.4723 5 3 0
PRMT6 1 1p13.3 107599301[107601916 0.0197 0.1110 0.4725 6 7 0
MDM2 12 12915 69201980 | 69234214 0.0197 0.1110 0.4725 3 8 0
CD74 5 5032 149781206(149792332 0.0197 0.1109 0.4726 1 14 0
IL6ST 5 5g11.2 55230923 | 55290772 0.0197 0.1107 0.4727 0 13 0
HERPUD1 16 16913 56965748 | 56977793 0.0196 0.1105 0.4729 3 9 0
ZNF326 1 1p22.2 90457722 | 90494097 0.0196 0.1103 0.4730 6 7 0
USP12 13 13g12.13 27640293 | 27745881 0.0196 0.1103 0.4730 0 5 0
PNPLA8S 7 7931.1 108110866 108168605 0.0196 0.1103 0.4731 9 3 0
CMAH 6 6p22.3-p22.2 | 25081295 | 25218698 0.0195 0.1100 0.4733 9 0 0
HSD17B10 23 23p11.22 53458206 | 53461323 0.0195 0.1098 0.4734 2 13 0
YES1 18 18p11.32 721588 812327 0.0194 0.1096 0.4736 9 4 0
ROBLD3 1 1922 156024517 156028301 0.0194 0.1095 0.4737 15 0 0
BAG5 14 14932.33 104022889[104029151 0.0194 0.1094 0.4737 1 8 0
CyC1 8 8g24.3 145149960 145152427 0.0193 0.1093 0.4739 14 1 0
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SHF 15 15g21.1 45459411 | 45493373 0.0193 0.1093 0.4739 1 9 0
AC011597.27 3 3g22.3 136617909(136618918 0.0193 0.1093 0.4739 7 0 0
LRRC8D 1 1p22.2 90286573 | 90401982 0.0193 0.1093 0.4739 6 7 0
SLC30A9 4 4p13 41992523 | 42089550 0.0193 0.1092 0.4739 2 11 0
SNRPC 6 6p21.31 34725297 | 34741567 0.0193 0.1092 0.4740 9 0 0
KLHL23 2 2031.1 170551001 [170633499 0.0193 0.1090 0.4741 6 4 0
ANKRD26 10 10pi2.1 27280843 | 27389427 0.0192 0.1087 0.4743 12 2 0
SFI1 22 22012.2 31892261 | 32014572 0.0192 0.1087 0.4744 1 8 0
ARF4 3 3p14.3 57557092 | 57583215 0.0192 0.1087 0.4744 0 10 0
MYL12B 18 18p11.31 3262111 | 3278282 0.0192 0.1087 0.4744 6 5 0
TTC30B 2 2031.2 178414973[178417742 0.0192 0.1086 0.4745 5 3 0
SKIL 3 3026.2 170075473[170110948 0.0192 0.1086 0.4745 15 0 1
IRF6 1 1932.2 209961262( 209979479 0.0192 0.1086 0.4745 17 3 0
SNX3 6 6021 108532717[108582464 0.0192 0.1086 0.4745 8 2 0
EIF2AK4 15 15q15.1 40226347 | 40327797 0.0191 0.1085 0.4746 0 8 0
LINS1 15 15026.3 101109435[101142404 0.0191 0.1085 0.4746 13 2 0
STK31 7 7p15.3 23749814 | 23872132 0.0191 0.1084 0.4747 4 5 0
SMARCA2 9 9p24.3 2015342 | 2193624 0.0191 0.1084 0.4747 7 10 0
GNB4 3 3026.33 179113876[179169371 0.0191 0.1084 0.4747 16 0 0
GLRX5 14 14932.13 96001323 | 96011055 0.0191 0.1084 0.4748 4 10 0
KCNH3 12 12913.12 49932940 | 49952059 0.0190 0.1083 0.4748 0 8 0
MCART6 23 23022.2 103343899(103401708 0.0190 0.1080 0.4751 2 13 0
CDCA3 12 12p13.31 6957972 | 6960456 0.0190 0.1079 0.4751 12 3 0
MYCBP 1 1p34.3 39328634 | 39339050 0.0190 0.1079 0.4752 0 5 0
CDC42EP4 17 17925.1 71279764 | 71308143 0.0190 0.1079 0.4752 9 3 0
C140rf83 14 14g24.1 67913801 | 67982202 0.0189 0.1079 0.4752 1 10 0
ELAVL1 19 19p13.2 8023458 | 8070529 0.0189 0.1079 0.4752 1 5 0
C2orf42 2 2p13.3 70377019 | 70418151 0.0189 0.1079 0.4753 4 0 0
CTDSP2 12 12914.1 58213712 | 58240747 0.0189 0.1079 0.4753 2 8 0
GOLGA3 12 12924.33 133345495[133405288 0.0189 0.1079 0.4753 1 6 0
RNPEP 1 1932.1 201951766(201975262 0.0189 0.1079 0.4753 14 1 0
DOPEY1 6 6g14.1 83777385 | 83878190 0.0189 0.1079 0.4753 7 2 0
CCDC126 7 7p15.3 23636998 | 23684327 0.0189 0.1079 0.4753 4 5 0
NEDD9 6 6p24.2 11183534 | 11382581 0.0189 0.1079 0.4753 10 3 0
CPN2 3 3929 194060494[194072057 0.0189 0.1078 0.4754 12 2 0
C9orf156 9 9g22.33 100666772[100684852 0.0189 0.1077 0.4755 3 8 0
NDUFA1 23 23924 119005734[119010603 0.0188 0.1077 0.4755 2 11 0
UBA3 3 3pl4.1 69103881 | 69129532 0.0188 0.1077 0.4755 2 8 0
UCHL1 4 4p13 41258928 | 41270445 0.0188 0.1075 0.4756 1 12 0
UBTF 17 17921.31 42282402 | 42298250 0.0188 0.1075 0.4757 1 11 0
RABY9A 23 23p22.2 13707341 | 13727760 0.0188 0.1075 0.4757 5 10 0
ZNF146 19 19913.12 36705504 | 36729673 0.0188 0.1073 0.4758 5 1 0
CYTH2 19 19913.33 48972465 | 48985571 0.0188 0.1073 0.4758 3 7 0
RPAP1 15 15015.1 41809377 | 41836464 0.0187 0.1072 0.4759 0 10 0
RUNDC3B 7 70921.12 87257729 | 87461613 0.0187 0.1072 0.4760 8 0 0
APOF 12 12913.3 56754386 | 56756607 0.0187 0.1072 0.4760 1 7 0
NUP35 2 2g32.1 183982242[184026405 0.0187 0.1071 0.4761 6 2 0
HECTD1 14 14912 31569324 | 31676689 0.0187 0.1071 0.4761 4 4 0
TMEM74 8 8g23.1 109795346(109799770 0.0187 0.1071 0.4761 18 0 2
C100rf18 10 10p15.1 5726801 | 5806943 0.0187 0.1069 0.4762 15 0 1
C8orf38 8 8q22.1 95908041 | 96087923 0.0186 0.1069 0.4762 14 0 2
PDZRN3 3 3p13 73431652 | 73674074 0.0186 0.1069 0.4763 3 6 0
PSMA7 20 20913.33 60711791 | 60718474 0.0186 0.1068 0.4763 7 7 0
MYO6 6 6q14.1 76458909 | 76629254 0.0186 0.1067 0.4764 7 1 0
SORBS2 4 4935.1 186506598 186877870 0.0186 0.1067 0.4764 3 10 0
VRK1 14 14932.2 97263684 | 97347950 0.0186 0.1067 0.4764 3 12 0
RHOC 1 1p13.2 113243749[113250025 0.0186 0.1067 0.4765 5 5 0
MKS1 17 17922 56282799 | 56296666 0.0186 0.1067 0.4765 7 4 0
CNIH 14 14q22.2 54893647 | 54908148 0.0186 0.1067 0.4765 2 9 0
SEPT7 7 7pl4.2 35840542 | 35944917 0.0185 0.1067 0.4766 3 9 0
KLHL9 9 9p21.3 21331018 | 21335429 0.0185 0.1066 0.4766 5 10 0
ZBTB47 3 3p22.1 42695176 | 42709072 0.0185 0.1065 0.4767 3 7 0
RP11-18B16.1 9 9932 116521277[116521699 0.0185 0.1064 0.4768 4 8 0
C5orf22 5 5p13.3 31532373 | 31555154 0.0185 0.1064 0.4768 8 4 0
MTERFD3 12 12g923.3 107371069[107380929 0.0185 0.1064 0.4768 3 9 0
UROS 10 10926.13-026.2 | 127477148[127511837 0.0185 0.1064 0.4768 4 9 0
EGFR 7 7pll.2 55086714 | 55324313 0.0184 0.1062 0.4770 3 3 1
ADPRHL2 1 1p34.3 36554486 | 36559532 0.0184 0.1062 0.4770 0 5 0
SEC13L1 3 3p25.3 10342615 | 10362855 0.0184 0.1060 0.4771 6 2 0
Cl70rf53 17 17921.31 42219326 | 42239844 0.0184 0.1060 0.4772 1 11 0
DDC 7 7pl2.1 50526136 | 50633154 0.0184 0.1059 0.4772 4 7 0
RAB24 5 5035.3 176728199(176730744 0.0184 0.1059 0.4772 4 6 0
NHP2 5 5¢35.3 177576468[ 177580961 0.0184 0.1059 0.4772 5 5 0
FDFT1 8 8p23.1 11660190 | 11696817 0.0183 0.1059 0.4773 1 12 0
ELK4 1 1932.1 205585237 205602000 0.0183 0.1059 0.4773 16 1 0
AP1S1 7 7q922.1 100797686|100804877 0.0183 0.1059 0.4773 3 4 0
ANP32E 1 1921.2 150190718 150208504 0.0183 0.1059 0.4774 15 1 0
ELP3 8 8p21.1 27950584 | 28048665 0.0183 0.1059 0.4774 1 13 0
TJP1 15 15g13.1 29991571 | 30114706 0.0183 0.1059 0.4774 0 8 0
PNKD 2 2935 219135115|219211512 0.0182 0.1055 0.4777 2 7 0
SLC37A3 7 7934 140033554[140098311 0.0182 0.1055 0.4777 9 0 0
ZNF746 7 7q36.1 149169887[149194794 0.0182 0.1055 0.4777 11 1 0
LRSAM1 9 9933.3 130213792[130265778 0.0182 0.1054 0.4778 3 7 0
UBE2D3 4 4924 103717134[103790032 0.0182 0.1054 0.4778 2 4 0
MFAPS 12 12p13.31 8798540 | 8815433 0.0182 0.1054 0.4778 9 3 0
KIF18A 11 11pl4.1 28042163 | 28129746 0.0182 0.1054 0.4778 5 2 0
ANKRD5 20 20p12.2 9966736 | 10037405 0.0182 0.1053 0.4779 3 7 1
GLMN 1 1p22.1 92711957 | 92764566 0.0182 0.1053 0.4779 5 8 0
DDIT4L 4 4924 101107029(101111625 0.0182 0.1052 0.4780 3 4 0
ABCC1 16 16p13.11 16043434 | 16236931 0.0181 0.1052 0.4780 4 2 0
TNK2 3 3929 195590235 195635880 0.0181 0.1052 0.4780 11 2 0
NUS1 6 6022.1 117996617[118031884 0.0181 0.1052 0.4781 6 2 0
GRHPR 9 9p13.2 37422707 | 37436986 0.0181 0.1052 0.4781 6 9 0
RAB14 9 9033.2 123940416(123985292 0.0181 0.1052 0.4781 3 7 0
SHPRH 6 6024.3 146185381 (146285559 0.0181 0.1052 0.4781 6 6 1
ARPC4 3 3p25.3 9834227 | 9896822 0.0181 0.1051 0.4782 7 2 0
BAZ1A 14 14913.1-913.2 | 35221938 | 35344853 0.0181 0.1051 0.4782 3 4 0
HMBOX1 8 8p21.1-p12 28747911 | 28910787 0.0181 0.1051 0.4782 2 12 0
SETD1B 12 12924.31 122242638| 122270562 0.0181 0.1050 0.4783 2 6 0
SGSH 17 17025.3 78183079 | 78194199 0.0181 0.1050 0.4783 12 3 0
ATPG6VOE 5 5¢35.1 172410763[ 172461900 0.0181 0.1050 0.4783 1 12 0
ZNF691 1 1p34.2 43312280 | 43318148 0.0180 0.1048 0.4785 3 3 0
SOCS4 14 14922.2-922.3 | 55493844 | 55516204 0.0180 0.1046 0.4786 2 9 0
UBE2D1 10 10g21.1 60094739 | 60130509 0.0180 0.1046 0.4786 3 1 0
CHGB 20 20p12.3 5891974 | 5906003 0.0180 0.1045 0.4787 3 7 0
FBXL12 19 19p13.2 9920947 | 9929731 0.0180 0.1045 0.4787 3 4 0
LGR4 11 11pi4.1 27387508 | 27494334 0.0179 0.1045 0.4788 5 2 0
CYB5R3 22 22013.2 43014814 | 43045405 0.0179 0.1042 0.4790 2 6 0
TTLL11 9 9¢33.2 124584207 (124855885 0.0179 0.1042 0.4790 2 8 0
PPM1A 14 14923.1 60712470 | 60765801 0.0179 0.1042 0.4790 2 9 0
G2E3 14 14912 31028329 | 31089046 0.0179 0.1042 0.4790 4 4 0
CCDC12 3 3p21.31 46963216 | 47023472 0.0179 0.1042 0.4790 1 9 0
MUDENG 14 14922.3 57735606 | 57756794 0.0179 0.1042 0.4790 2 9 0
ACOT7Y 1 1p36.31 6324333 | 6453826 0.0179 0.1042 0.4791 2 13 0
GALNT?2 1 1942.13 230202956 230417875 0.0179 0.1042 0.4791 19 0 1
PPP2R5A 1 1932.3 212458879(212535204 0.0179 0.1042 0.4791 17 2 0
C9o0rf95 9 9921.13 77668989 | 77703133 0.0178 0.1040 0.4793 3 6 0
COL17A1 10 10g24.33-g25.1 [105791046]105845629 0.0178 0.1039 0.4793 0 10 0
DARS2 1 1925.1 173793958[173827682 0.0178 0.1039 0.4793 16 1 0
NROB1 23 23p21.2 30322540 | 30327495 0.0178 0.1037 0.4794 2 10 0
RAPGEF4 2 2g31.1 173600525[173917621 0.0177 0.1037 0.4795 8 3 0
TTC22 1 1p32.3 55246752 | 55266941 0.0177 0.1037 0.4795 6 7 0
PMF1 1 1922 156182784[156213112 0.0177 0.1037 0.4795 15 0 0
LARS 5 5032 145492590(145562294 0.0177 0.1036 0.4796 1 15 0
AGFG1 2 2036.3 228336868 228425938 0.0177 0.1036 0.4796 2 8 0
KIDINS220 2 2p25.1 8868987 | 8977755 0.0177 0.1036 0.4796 5 2 0
LPIN1 2 2p25.1 11864478 | 11967531 0.0177 0.1036 0.4796 7 4 0
OSBPL9 1 1p32.3 52042851 | 52254141 0.0177 0.1035 0.4797 6 6 0
DMXL1 5 5023.1 118407084[118584822 0.0177 0.1035 0.4797 0 12 0
TSGA14 7 7q32.2 130036375[130080854 0.0177 0.1035 0.4798 9 0 0
EIF3I 1 1p35.1 32687529 | 32697205 0.0176 0.1033 0.4799 2 9 0
XPOT 12 12914.2 64798233 | 64842461 0.0176 0.1033 0.4799 3 9 0
C120rf52 12 12924.13 113623543[113630166 0.0176 0.1033 0.4799 3 8 0
CEP76 18 18p11.21 12672632 | 12702703 0.0176 0.1033 0.4800 5 2 0
ACIN1 14 14911.2 23527776 | 23564823 0.0176 0.1033 0.4800 3 4 0
SNTA1L 20 20g11.21 31995763 | 32031698 0.0176 0.1033 0.4800 0 2 0
RABAC1 19 19913.2 42460838 | 42463528 0.0176 0.1033 0.4800 4 7 0
ZNF331 19 19913.42 54024177 | 54083523 0.0176 0.1033 0.4800 3 5 0
RABGGTA 14 14912 24734746 | 24740803 0.0176 0.1031 0.4802 3 4 0
RBPMS 8 8pl2 30241944 | 30429734 0.0176 0.1031 0.4802 2 12 0
TMEMS30A 6 6q14.1 75962649 | 75994632 0.0176 0.1031 0.4802 7 1 0
C200rf135 20 20¢13.33 62492851 | 62494341 0.0175 0.1028 0.4804 8 6 0
ZNF642 1 1p34.2 40942887 | 40962015 0.0175 0.1028 0.4804 2 3 0
ARHGAP26 5 5031.3 142150292[142608572 0.0175 0.1028 0.4805 1 14 0
NUFIP1 13 13q14.12 45513384 | 45563613 0.0175 0.1028 0.4805 2 7 0
ISOC2 19 19q13.42 55964345 | 55973049 0.0175 0.1028 0.4805 3 6 0
CABYR 18 18q11.2 21718955 | 21741564 0.0174 0.1024 0.4808 8 3 0
MBTPS1 16 16023.3 84087371 | 84150517 0.0174 0.1023 0.4809 3 9 0
TRAF5 1 1932.2-932.3 | 211499957| 211548282 0.0174 0.1023 0.4809 17 1 0
COMMD9 11 11p13 36293843 | 36310999 0.0174 0.1023 0.4809 5 2 0
C9orf86 9 9q34.3 139702381 (139735639 0.0174 0.1023 0.4809 2 8 0
NEK9 14 14924.3 75548819 | 75593778 0.0173 0.1023 0.4810 1 9 0
RASAL2 1 1925.2 178063630 178443555 0.0173 0.1023 0.4810 17 1 0
RHBDD2 7 7q911.23 75508317 | 75518244 0.0173 0.1022 0.4811 2 3 0
MSI2 17 17922 55333931 | 55757299 0.0173 0.1022 0.4811 7 7 0
UHRF1BP1L 12 12923.1 100430865[100536642 0.0173 0.1022 0.4811 1 7 0
PIN1 19 19p13.2 9945999 | 9960358 0.0173 0.1021 0.4812 3 4 0
PAK1IP1 6 6p24.2 10695188 | 10709968 0.0172 0.1019 0.4814 10 4 0
KIAA0317 14 14924.3 75127955 | 75179807 0.0172 0.1015 0.4817 1 9 0
ZNF410 14 14924.3 74353574 | 74398980 0.0171 0.1015 0.4817 1 10 0
TRIM44 11 11p13 35684353 | 35830930 0.0171 0.1015 0.4817 5 2 0
UPK1A 19 19913.12 36157715 | 36169367 0.0171 0.1012 0.4819 5 1 0
SIN3A 15 15q924.2 75661722 | 75748124 0.0171 0.1012 0.4819 4 5 0
TCHP 12 12924.11 110338079[110355873 0.0171 0.1012 0.4820 3 7 0
SFRS18 6 6016.2 99847840 | 99873207 0.0171 0.1012 0.4820 7 5 0
BATF 14 14924.3 75988784 | 76013327 0.0171 0.1012 0.4820 1 11 0
IMPACT 18 18q11.2 22006609 | 22033492 0.0171 0.1012 0.4820 8 3 0
HMOX2 16 16p13.3 4524719 | 4560347 0.0171 0.1012 0.4820 2 2 0
NUP107 12 12915 69080731 | 69136472 0.0171 0.1012 0.4821 3 8 0
TMEM14B 6 6p24.2 10747995 [ 10757204 0.0170 0.1011 0.4822 10 4 0
KIF23 15 15923 69706688 | 69745160 0.0170 0.1011 0.4822 5 5 0
HAX1 1 1921.3 154245039[154248349 0.0170 0.1010 0.4822 15 0 0
LACTB2 8 8q13.3 71549501 | 71581447 0.0170 0.1010 0.4823 13 2 0
EZH2 7 7q36.1 148504475[148581414 0.0170 0.1010 0.4823 10 1 0
CYB5B 16 16g922.1 69458498 | 69500167 0.0170 0.1009 0.4823 6 7 0
GLRX2 1 1g31.2 193065600 193075244 0.0170 0.1009 0.4824 16 1 1
C5orf41 5 5¢35.1 172483370( 172563961 0.0170 0.1008 0.4824 1 12 0
NDRG3 20 20q11.23 35280169 | 35374481 0.0169 0.1007 0.4825 0 7 0
INA 10 10g924.33 105036920 105050104 0.0169 0.1006 0.4826 0 7 0
RSPRY1 16 16913 57220241 | 57272940 0.0169 0.1006 0.4826 3 9 0
NUPS50 22 22013.31 45559726 | 45583892 0.0169 0.1006 0.4826 3 6 0
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LRRC49 15 15923 71174891 | 71342434 0.0169 0.1004 0.4828 3 5 0
WDR62 19 19g13.12 36545783 | 36596012 0.0168 0.1002 0.4829 5 1 0
BSN 3 3p21.31 49591922 | 49708981 0.0168 0.1001 0.4830 0 9 0
STAT6 12 12g13.3 57489195 | 57505161 0.0168 0.1000 0.4831 1 8 0
CCDC130 19 19p13.2 13858720 | 13874106 0.0168 0.0998 0.4832 5 3 0
RPL10A 6 6p21.31 35436178 | 35438558 0.0167 0.0998 0.4833 10 0 0
NOL9 1 1p36.31 6585222 | 6614595 0.0167 0.0997 0.4834 2 13 0
LRCH3 3 3929 197518097197610869 0.0167 0.0996 0.4834 11 2 0
ZFC3H1 12 12g21.1 72003384 | 72057749 0.0167 0.0996 0.4834 2 8 0
TMEM181 6 6025.3 158957276 159056467 0.0167 0.0996 0.4835 3 6 0
KIAA1632 18 18912.3-021.1 | 43427575 [ 43547305 0.0166 0.0993 0.4836 3 9 0
Cliorf82 11 11g14.1 82625731 | 82645697 0.0166 0.0993 0.4836 7 3 0
MID2 23 23022.3 107068985|107174867 0.0166 0.0993 0.4836 2 13 0
IER5 1 1925.3 181057638 181059977 0.0166 0.0993 0.4837 17 1 0
RALGPS1 9 9933.3 129677053 129985445 0.0166 0.0993 0.4837 3 7 0
BXDC1 6 6921 111303218/111347231 0.0166 0.0993 0.4837 7 2 0
ANKLE1 19 19p13.11 17392454 | 17398455 0.0166 0.0992 0.4838 3 3 0
TCP10L 21 21¢g22.11 33948862 | 33984896 0.0166 0.0992 0.4838 4 6 0
TUBG1 17 17921.2 40761694 | 40767247 0.0166 0.0992 0.4839 1 11 0
EXOC1 4 4q12 56719816 | 56771244 0.0165 0.0990 0.4840 4 5 0
RPUSD3 3 3p25.3 9879533 | 9885743 0.0165 0.0990 0.4840 7 2 0
BAT2L 9 9934.13 134269480 134375584 0.0165 0.0990 0.4840 3 8 0
SIGMAR1 9 9p13.3 34634719 | 34637768 0.0165 0.0989 0.4841 5 9 0
IPO13 1 1p34.1 44412611 | 44433693 0.0165 0.0989 0.4842 3 3 0
ALKBH1 14 14924.3 78138749 | 78174356 0.0165 0.0989 0.4842 1 11 0
OR1G1 17 17p13.3 3029904 | 3030959 0.0165 0.0989 0.4843 0 10 0
AFG3L2 18 18p11.21 12329108 | 12377194 0.0165 0.0987 0.4844 5 2 0
SLC17A5 6 6913 74303103 | 74363737 0.0165 0.0987 0.4844 6 1 0
CEP110 9 9g33.2 123837141|123939888 0.0164 0.0987 0.4845 3 7 0
KIFAP3 1 1924.2 169890467|170043879 0.0164 0.0986 0.4845 17 1 1
FGFR1 8 8p11.23-p11.22 | 38268657 | 38326352 0.0164 0.0985 0.4846 5 4 1
PDCD6IP 3 3p22.3 33839557 | 33911194 0.0164 0.0985 0.4846 6 5 0
KL 13 13g13.1 33590571 | 33640279 0.0164 0.0985 0.4846 1 4 0
MAML1 5 5035.3 179159851|179218871 0.0164 0.0985 0.4846 5 4 0
BET1 7 7021.3 93592074 | 93633694 0.0164 0.0985 0.4847 10 0 1
ERAL1 17 17q11.2 27182034 | 27188078 0.0164 0.0985 0.4847 0 9 0
ADAM22 7 7921.12 87563566 | 87826447 0.0163 0.0983 0.4848 8 0 0
SPTB 14 14923.3 65213001 | 65289866 0.0163 0.0983 0.4848 1 9 0
NUDCD1 8 8g23.1 110253149110346350 0.0163 0.0983 0.4849 19 0 2
TSC22D1 13 13g14.11 45007661 | 45150701 0.0163 0.0982 0.4850 2 7 0
KIAA0391 14 14913.2 35591769 | 35743268 0.0163 0.0981 0.4850 2 4 0
C13orf27 13 13g33.1 103418340{103426161 0.0163 0.0981 0.4850 11 3 0
TOMM20 1 1g42.3 235272662 235292256 0.0162 0.0979 0.4853 19 1 1
LMBR1 7 7936.3 156473571[156685910 0.0162 0.0978 0.4853 14 2 0
PDE9A 21 21922.3 44073862 | 44195616 0.0162 0.0977 0.4854 2 7 0
TTC13 1 1g42.2 231041990(231114607 0.0162 0.0976 0.4855 19 0 1
ZNF346 5 5035.2 176449697|176493743 0.0162 0.0976 0.4856 4 6 0
PPA1 10 10g22.1 71962586 | 71993190 0.0161 0.0975 0.4856 7 3 1
C5orf44 5 5g12.3 64920558 | 64961951 0.0161 0.0975 0.4856 0 13 0
HSPAS8 11 11g24.1 122928203 (122932844 0.0161 0.0974 0.4857 4 6 0
C100rf46 10 10926.11 120440494|120514758 0.0161 0.0973 0.4858 3 8 0
AP2S1 19 19913.32 47341423 | 47354203 0.0161 0.0972 0.4859 3 9 0
SLAIN2 4 4pll 48343613 | 48428215 0.0160 0.0971 0.4860 3 6 0
CTDSPL2 15 15015.3-921.1 | 44719579 | 44819430 0.0160 0.0971 0.4860 1 9 0
ANKRD10 13 13934 111530887|111567416 0.0160 0.0971 0.4860 13 2 2
UST 6 6925.1 149068271 149398125 0.0160 0.0970 0.4861 3 7 0
SNX4 3 3g21.2 125165495 125239058 0.0160 0.0970 0.4861 5 3 0
LHPP 10 10g926.13 126150404[126302710 0.0160 0.0969 0.4862 5 8 1
CEBPZ 2 2p22.2 37428783 | 37458744 0.0160 0.0968 0.4863 6 1 0
MRPL4 19 19p13.2 10362640 | 10370736 0.0159 0.0965 0.4865 2 4 0
NSUN5 7 7911.23 72716514 | 72722823 0.0159 0.0965 0.4866 2 3 0
EPC2 2 2023.1 149402009[149545136 0.0159 0.0965 0.4866 5 7 0
TTCS5 14 14q11.2 20757290 | 20774136 0.0159 0.0965 0.4867 2 4 0
CRSP3 6 6923.2 131895108 131949363 0.0159 0.0964 0.4867 8 3 1
SOX13 1 1g32.1 204042246(204096867 0.0159 0.0963 0.4868 15 1 0
ELOF1 19 19p13.2 11663858 | 11670051 0.0158 0.0961 0.4869 2 4 0
RP11-426L16.8 1 1p13.2 113362792 113393265 0.0158 0.0961 0.4870 5 5 0
ZNF682 19 19p12 20115227 | 20150277 0.0158 0.0960 0.4870 6 2 0
ERICH1 8 8p23.3 614201 681226 0.0158 0.0960 0.4870 3 12 0
C190rf60 19 19p13.11 18699495 | 18703146 0.0158 0.0960 0.4871 4 3 0
DDX49 19 19p13.11 19030494 | 19039438 0.0158 0.0960 0.4871 4 3 0
SCAPER 15 15g24.3 76640538 | 77197744 0.0157 0.0959 0.4872 4 5 0
C5orf5 5 5031.2 137273638 137368802 0.0157 0.0959 0.4873 1 12 0
PKP2 12 12p11.21 32943680 | 33049780 0.0157 0.0959 0.4873 4 4 0
CoQs3 6 6916.2 99817276 | 99842080 0.0157 0.0958 0.4873 7 5 0
NDUFA5 7 7931.32 123181083|123197958 0.0157 0.0958 0.4873 12 0 0
TMEM35 23 23g22.1 100333836 100351353 0.0157 0.0958 0.4874 1 13 0
ITGB3BP 1 1p31.3 63906444 | 63988865 0.0157 0.0958 0.4874 7 2 0
TOB2 22 22013.2 41829492 | 41843027 0.0157 0.0958 0.4874 2 6 0
DIDO1 20 20q13.33 61509090 | 61569274 0.0157 0.0958 0.4874 9 7 0
RASSF6 4 4q913.3 74438160 | 74486287 0.0157 0.0957 0.4875 5 3 0
ZDHHC14 6 6025.3 157802557 158094977 0.0157 0.0957 0.4875 5 7 0
OFD1 23 23p22.2 13752832 | 13787480 0.0157 0.0957 0.4875 5 10 0
FUCA2 6 6924.2 143815949 143832837 0.0157 0.0957 0.4875 7 5 1
WwWC1 5 5034 167719092| 167896756 0.0156 0.0955 0.4877 2 14 0
SNHG5 6 6914.3 86386725 | 86388451 0.0156 0.0954 0.4878 8 3 0
C4orfl6 4 4925 113152895/113191209 0.0156 0.0953 0.4879 2 4 0
BEX1 23 23g22.1 102317588102319168 0.0156 0.0952 0.4879 1 13 0
PTGES3 12 12g13.3 57057127 | 57082078 0.0156 0.0952 0.4880 1 7 0
GTF2B 1 1p22.2 89318322 | 89357301 0.0155 0.0951 0.4881 6 7 0
UBA2 19 19g13.11 34919268 | 34960795 0.0155 0.0947 0.4883 5 2 0
CDR2 16 16p12.2 22357257 | 22385938 0.0155 0.0947 0.4884 0 4 0
ATAD2 8 8g24.13 124332093124408705 0.0154 0.0945 0.4885 17 0 1
RGOMTD3 9 9p13.2 37753802 | 37778969 0.0154 0.0945 0.4886 7 9 0
CCDC71 3 3p21.31 49199958 | 49203785 0.0154 0.0945 0.4886 0 8 0
PQBP1 23 23p11.23 48755195 | 48760419 0.0154 0.0944 0.4887 2 13 0
KIF1B 1 1p36.22 10270764 | 10441661 0.0154 0.0942 0.4888 0 11 0
DHX9 1 1925.3 182808451 182856882 0.0153 0.0940 0.4890 16 1 1
THAPS 19 19g13.12 36525887 | 36545664 0.0153 0.0939 0.4891 5 1 0
USP32 17 17923.1-023.2 | 58254691 [ 58469586 0.0153 0.0939 0.4891 5 4 0
PDK1 2 2g31.1 173420101[173463862 0.0153 0.0938 0.4892 8 3 0
USE1 19 19p13.11 17326155 | 17330638 0.0153 0.0938 0.4892 3 2 0
DHX29 5 5g11.2 54552074 | 54603521 0.0153 0.0938 0.4893 0 13 0
ENDOG 9 9g34.11 131580779 131584955 0.0152 0.0938 0.4893 3 7 0
CCDC55 17 17q11.2 28443834 | 28513491 0.0152 0.0937 0.4893 0 7 0
DYNC1I1 7 7021.3 95401818 | 95727736 0.0152 0.0937 0.4894 7 0 0
LRRC58 3 3g13.33 120043576 120068186 0.0152 0.0937 0.4894 5 4 0
SNX8 7 7p22.3 2294641 | 2393953 0.0152 0.0937 0.4894 4 7 0
DNAJC28 21 21g22.11 34860238 | 34864023 0.0152 0.0936 0.4895 5 6 0
ZNF20 19 19p13.2 12242803 | 12251141 0.0152 0.0936 0.4895 3 4 0
ZNF295 21 21g22.3 43406940 | 43430496 0.0152 0.0934 0.4897 4 6 1
TCEA2 20 20q13.33 62688439 | 62703699 0.0151 0.0933 0.4898 9 6 0
EBF4 20 20p13 2673480 | 2740753 0.0151 0.0932 0.4898 2 7 0
EBAGY9 8 8g23.2 110551929|110577387 0.0151 0.0931 0.4899 19 0 2
RBM16 6 6925.2 155054512 155155190 0.0151 0.0930 0.4900 3 7 0
UCK2 1 1g924.1 165796890 165877335 0.0151 0.0930 0.4900 14 0 0
WDR85 9 9934.3 140449361 140473387 0.0151 0.0930 0.4900 2 8 0
F7 13 13934 113760105|113774992 0.0151 0.0930 0.4900 11 2 2
MRPL34 19 19p13.11 17416477 | 17417652 0.0151 0.0930 0.4901 3 3 0
TBC1D22B 6 6p21.2 37225548 | 37300745 0.0150 0.0930 0.4901 11 1 0
BOLA1L 1 1921.2 149858486 149872347 0.0150 0.0929 0.4902 15 1 0
SIRT2 19 19g13.2 39369221 | 39390463 0.0150 0.0927 0.4903 4 6 0
C2o0rf15 2 2911.2 99757948 | 99939196 0.0150 0.0927 0.4903 4 5 1
HMGXB3 5 5032 149379609 149432690 0.0150 0.0927 0.4904 1 14 0
CKAP2L 2 2913 113493930 113522204 0.0150 0.0926 0.4905 3 7 0
KHDRBS3 8 8024.23 136469700 136659838 0.0150 0.0926 0.4905 17 2 2
RPL23A 17 17q11.2 27047000 | 27051373 0.0150 0.0926 0.4905 1 9 0
CKS1B 1 1921.3 154947118 154951724 0.0149 0.0926 0.4906 18 0 1
uso1 4 4921.1 76678648 | 76735364 0.0149 0.0925 0.4906 3 3 0
AHI1 6 6023.3 135605110 135818903 0.0149 0.0925 0.4907 8 3 1
Cl70rf58 17 17q924.2 65987218 | 65989765 0.0149 0.0925 0.4907 7 2 0
RAD51L3 17 17912 33426816 | 33448512 0.0149 0.0925 0.4907 2 11 0
HEMK2 21 21921.3 30244513 | 30257693 0.0149 0.0924 0.4908 7 3 0
UACA 15 15923 70946895 | 71055850 0.0149 0.0924 0.4908 3 5 0
AC009532.9 11 11p15.4 10562819 | 10621478 0.0149 0.0923 0.4909 4 6 0
EPS15 1 1p32.3 51819935 | 51984995 0.0148 0.0923 0.4909 6 6 0
GAPVD1 9 9g33.3 128024108[128127289 0.0148 0.0923 0.4910 1 7 0
RPS27 1 1921.3 153963238 153964631 0.0148 0.0922 0.4910 15 1 0
COG4 16 16g22.1 70514473 | 70557457 0.0148 0.0921 0.4911 6 7 0
WAC 10 10pi12.1 28821422 | 28909928 0.0148 0.0919 0.4913 12 2 0
DDX27 20 20g13.13 47835832 | 47860612 0.0148 0.0919 0.4913 6 4 0
EFHC1 6 6pl12.2 52284994 | 52360581 0.0148 0.0919 0.4913 10 1 0
RGS19 20 20q13.33 62704534 | 62711324 0.0148 0.0919 0.4913 11 4 0
LRRC37B 17 17q11.2 30348024 | 30380508 0.0148 0.0919 0.4913 0 7 0
FADS1 11 11g12.2 61567103 | 61596790 0.0147 0.0918 0.4914 3 3 0
MTSSI1L 16 16g22.1 70695107 | 70719954 0.0147 0.0918 0.4914 6 7 0
TAF1 23 23013.1 70586114 | 70750211 0.0147 0.0918 0.4914 2 10 0
Clorf109 1 1p34.3 38147250 | 38156192 0.0147 0.0918 0.4914 1 7 0
ZFHX4 8 8g21.11 77593523 | 77779521 0.0147 0.0918 0.4915 14 1 1
ZNF652 17 17921.32-921.33| 47366568 | 47439835 0.0147 0.0917 0.4916 1 7 0
DPAGT1 11 11g23.3 118967214[118979041 0.0147 0.0917 0.4916 4 4 0
CCDC47 17 17923.3 61822611 | 61851088 0.0147 0.0916 0.4917 6 3 0
SIRPB2 20 20p13 1455236 | 1472233 0.0147 0.0915 0.4918 6 7 1
WDR3 1 1p12 118472372|118503049 0.0146 0.0914 0.4919 5 6 0
ASTE1 3 3g22.1 130732721[130745646 0.0146 0.0912 0.4920 7 0 0
EXOSC3 9 9p13.2 37779949 | 37785054 0.0146 0.0909 0.4922 7 9 0
AADAT 4 4933 170981373[171011372 0.0146 0.0909 0.4922 2 6 1
NKAP 23 23924 119059024|119077735 0.0145 0.0909 0.4922 2 11 0
EMP2 16 16p13.13 10622280 | 10674539 0.0145 0.0909 0.4923 2 4 0
DLG1 3 3929 196769431|197026171 0.0145 0.0909 0.4923 10 2 0
HEATR1 1 1943 236713971[236767814 0.0145 0.0909 0.4923 22 0 2
ZNF7 8 8g24.3 146052903 146071563 0.0145 0.0909 0.4924 17 1 0
TIRAP 11 11g24.2 126152982(126164828 0.0145 0.0909 0.4924 4 5 0
LSS 21 21922.3 47608360 | 47648738 0.0145 0.0909 0.4924 5 7 0
PURB 7 7p13 44915896 | 44924960 0.0145 0.0909 0.4924 2 6 0
RHEB 7 7936.1 151163099151217010 0.0145 0.0908 0.4925 13 1 0
ELAC1 18 18g21.2 48494387 | 48514490 0.0145 0.0908 0.4925 3 10 0
HEMGN 9 9g22.33 100689073|100707138 0.0145 0.0908 0.4925 3 8 0
YEATS2 3 3g27.1 183415606183530413 0.0145 0.0908 0.4925 11 1 1
TPM3 1 1921.3 154127780 154164609 0.0145 0.0908 0.4925 15 0 0
ZDHHC5 11 11gi2.1 57435368 | 57468659 0.0145 0.0908 0.4925 6 2 0
SLC35A4 5 5031.3 139944420 139948683 0.0145 0.0908 0.4926 0 12 0
MALT1 18 18g21.32 56338618 | 56417370 0.0145 0.0908 0.4926 2 9 0
MANEA 6 6016.1 96025413 | 96057326 0.0144 0.0906 0.4928 8 5 0
GLG1 16 16g23.1 74481328 | 74641042 0.0144 0.0906 0.4928 2 9 0
RRAGC 1 1p34.3 39305021 | 39325340 0.0144 0.0906 0.4928 0 5 0
CLPP 19 19p13.3 6361463 | 6368915 0.0144 0.0906 0.4928 0 6 0
NINJ2 12 12p13.33 673463 772907 0.0144 0.0906 0.4929 15 2 2
RPUSD4 11 11g24.2 126071992(126081587 0.0144 0.0906 0.4929 4 5 0
PHF13 1 1p36.31 6673756 | 6684093 0.0144 0.0906 0.4929 2 12 0
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HIF1AN 10 10g924.31 102295616(102313680 0.0144 0.0905 0.4930 0 10 0
STAT5A 17 17921.2 40439565 | 40463958 0.0144 0.0904 0.4931 1 11 0
SPHKAP 2 2036.3 228844670( 229046361 0.0144 0.0904 0.4931 2 9 0
IPO11 5 5gi12.1 61699877 | 61924415 0.0143 0.0904 0.4931 0 12 0
KLRAQ1 2 2p16.3 48667737 | 48742525 0.0143 0.0902 0.4932 7 2 0
CYP2C8 10 10g923.33 96796529 | 96829254 0.0143 0.0901 0.4934 1 11 0
Cl120rf23 12 12g923.3 107349544[107367811 0.0143 0.0901 0.4934 3 9 0
TRIP12 2 2036.3 230631930 230787955 0.0143 0.0900 0.4935 3 7 0
CXorf39 23 23022.2 103411301[103436125 0.0143 0.0900 0.4935 2 13 0
GTSF1 12 12g13.13 54849738 | 54867386 0.0142 0.0899 0.4936 0 11 0
SORBS3 8 8p21.3 22409251 | 22433007 0.0142 0.0899 0.4936 0 13 0
STRN3 14 14912 31363005 | 31495607 0.0142 0.0899 0.4936 4 4 0
EIF2B1 12 12924.31 124105570(124118247 0.0142 0.0899 0.4936 2 8 0
HSPH1 13 13g12.3 31710762 | 31736502 0.0142 0.0899 0.4937 3 4 0
SCAND2 15 15025.2 85174691 | 85185694 0.0142 0.0898 0.4937 5 6 0
DLD 7 7931.1 107531586(107572175 0.0142 0.0898 0.4938 9 2 0
XAGE3 23 23p11.22 52891560 | 52897119 0.0142 0.0897 0.4938 2 13 0
DNAJA2 16 16911.2-912.1 | 46989274 | 47007625 0.0142 0.0896 0.4940 3 5 0
PGM3 6 6014.1-q14.2 | 83878630 | 83902971 0.0141 0.0896 0.4940 7 2 0
ZFP64 20 20013.2 50668202 | 50808524 0.0141 0.0895 0.4941 4 4 0
Clorf2 1 1922 155216997[155225274 0.0141 0.0891 0.4944 15 0 0
C2CD3 11 11g13.4 73724430 | 73882064 0.0141 0.0890 0.4944 3 2 0
SLC31A2 9 9g32 115913238[115926421 0.0141 0.0890 0.4944 2 8 0
ENTPD5 14 14924.3 74433193 | 74482634 0.0140 0.0889 0.4945 1 10 0
CLIP1 12 12924.31 122755981[122907116 0.0140 0.0889 0.4946 2 6 0
PTER 10 10p13 16478964 | 16555736 0.0140 0.0889 0.4946 11 1 1
PAF1 19 19q13.2 39876275 | 39881746 0.0140 0.0888 0.4947 4 6 0
SFRP1 8 8pl1.21 41119483 | 41166992 0.0140 0.0887 0.4947 8 2 0
USP13 3 3026.33 179370933[179507189 0.0140 0.0887 0.4948 16 0 0
PUST7L 12 12g12 44122416 | 44152596 0.0140 0.0887 0.4948 3 7 0
RAB25 1 1922 156030966 | 156040293 0.0139 0.0886 0.4949 15 0 0
AGPATS 8 8p23.1 6565878 | 6619019 0.0139 0.0882 0.4952 1 12 0
DHCRY 11 11913.4 71145457 | 71159477 0.0139 0.0881 0.4953 9 2 1
FCERI1A 1 1923.2 159259504 (159278014 0.0139 0.0881 0.4953 19 0 2
PDHB 3 3p14.3 58413354 | 58419565 0.0138 0.0880 0.4954 0 11 0
ARHGAP28 18 18p11.31 6729821 | 6915699 0.0138 0.0880 0.4954 7 5 0
PSRC1 1 1p13.3 109822176(109825808 0.0138 0.0880 0.4954 4 5 0
BPHL 6 6p25.2 3118608 | 3153432 0.0138 0.0879 0.4955 12 3 0
AC133961.3 4 4p15.2 25915528 | 25931500 0.0138 0.0878 0.4957 0 18 0
SRPRB 3 3922.1 133524665[ 133539523 0.0138 0.0877 0.4957 13 0 0
RAC1 7 7p22.1 6414126 | 6443598 0.0138 0.0877 0.4957 3 1 0
TRNT1 3 3p26.2 3168600 | 3192563 0.0138 0.0877 0.4957 6 7 1
TRIM8 10 10g924.32 104404252(104418164 0.0137 0.0877 0.4958 0 7 0
SLC35D2 9 9922.32 99082989 | 99145992 0.0137 0.0877 0.4958 2 7 0
SNRNP200 2 2q11.2 96940077 | 96971261 0.0137 0.0877 0.4958 7 4 1
PCSK6 15 15026.3 101844134[102030187 0.0137 0.0877 0.4959 11 2 0
C6orf64 6 6p21.2 39071840 | 39082949 0.0137 0.0877 0.4959 12 1 0
ZNF248 10 10p11.1 38117899 | 38147034 0.0137 0.0877 0.4959 8 1 0
SRD5A1 5 5p15.31 6633500 | 6669673 0.0137 0.0875 0.4960 8 5 1
ACAAL 3 3p22.2 38144620 | 38178733 0.0137 0.0874 0.4961 4 5 0
DNM1L 12 12p11.21 32832137 | 32898584 0.0136 0.0872 0.4963 4 5 0
GTPBP10 7 7921.13 89969685 | 90016650 0.0136 0.0870 0.4965 8 0 0
GNL3 3 3p21.1 52719936 | 52728508 0.0136 0.0869 0.4965 2 9 0
CCDC28A 6 6q24.1 139094646(139114454 0.0136 0.0869 0.4965 7 3 1
OIP5 15 15q15.1 41601470 | 41624819 0.0136 0.0869 0.4966 0 10 0
AP006216.9 11 11923.3 116714118[116969137 0.0136 0.0869 0.4966 5 5 0
NNT 5 5p12 43602791 | 43705667 0.0136 0.0869 0.4966 6 4 0
Cl70rf32 17 17911.2 26684687 | 26728046 0.0136 0.0869 0.4966 1 9 0
POLR2J3 7 7022.1 102178366(102213075 0.0136 0.0869 0.4967 6 6 0
CCDC42 17 17p13.1 8633252 | 8648154 0.0136 0.0869 0.4967 0 15 0
CBLC 19 19q13.32 45281126 | 45303903 0.0135 0.0866 0.4969 3 7 0
NF2 22 22¢12.2 29999545 | 30094583 0.0135 0.0866 0.4969 2 7 0
MTHFD2L 4 4913.3 74979891 | 75168816 0.0135 0.0866 0.4969 4 3 0
C50rf35 5 5q11.2 56205100 | 56213175 0.0135 0.0866 0.4969 0 15 0
RPL23 17 17912 37004118 | 37010053 0.0135 0.0866 0.4970 3 9 0
RPP40 6 6p25.1 4995283 | 5004271 0.0135 0.0866 0.4971 8 3 0
SLC35F5 2 2q14.1 114471930{114514400 0.0135 0.0865 0.4971 4 6 0
GPR19 12 12p13.1 12813995 [ 12849121 0.0135 0.0865 0.4971 7 5 0
CCDC91 12 12p11.22 28410133 | 28703098 0.0134 0.0864 0.4972 7 5 0
MFESD6 2 2q32.2 191273081[191373931 0.0134 0.0864 0.4973 5 2 0
MAP3K19 1 1942.2 233463514 233520894 0.0134 0.0864 0.4973 21 0 1
ACOX1 17 17025.1 73937596 | 73975444 0.0134 0.0863 0.4974 7 3 0
RAD18 3 3p25.3 8817088 | 9005457 0.0134 0.0863 0.4974 7 4 0
ADAM10 15 15021.3 58888510 | 59042177 0.0134 0.0863 0.4974 1 6 0
SMARCA4 19 19p13.2 11071598 | 11172958 0.0134 0.0863 0.4974 2 4 0
ASPH 8 8012.3 62413115 | 62627199 0.0134 0.0863 0.4975 14 1 0
WDRY 18 18g21.31 54318616 | 54697042 0.0134 0.0862 0.4976 4 10 0
UQCRH 1 1p34.1 46769370 | 46782445 0.0134 0.0862 0.4976 3 4 0
ZNF135 19 19913.43 58570607 | 58580771 0.0134 0.0862 0.4976 2 6 0
CACYBP 1 1g25.1 174968571[174981163 0.0133 0.0862 0.4977 16 1 0
LRP11 6 6025.1 150139934[150185480 0.0133 0.0861 0.4978 3 8 0
MAGOH 1 1p32.3 53692566 | 53704207 0.0133 0.0861 0.4978 8 6 1
SEN 1 1p36.11 27189653 | 27190947 0.0133 0.0861 0.4978 0 10 0
MRM1 17 17912 34958001 | 34965397 0.0133 0.0860 0.4979 5 11 1
EPS8 12 12p12.3 15773076 | 15942510 0.0133 0.0860 0.4979 7 4 0
GTF3C1 16 16pl12.1 27471935 | 27561251 0.0133 0.0860 0.4980 3 3 0
SNAPC5 15 15g922.31 66782666 | 66790146 0.0132 0.0857 0.4981 4 6 0
TIMMS50 19 19913.2 39971052 | 39981528 0.0132 0.0856 0.4982 4 6 0
IGSF9 1 1923.2 159896829 159915394 0.0132 0.0856 0.4983 20 1 3
Cl40rf28 14 14921.2 45366507 | 45376460 0.0132 0.0855 0.4984 3 5 0
MRPL48 11 11g13.4 73498917 | 73575655 0.0132 0.0855 0.4984 3 2 0
LASP1 17 17912 37026112 | 37078023 0.0132 0.0855 0.4984 3 9 0
PXMP3 8 8g21.11 77892496 | 77912524 0.0132 0.0854 0.4985 14 1 1
EXOSC5 19 19g13.2 41892281 | 41903256 0.0132 0.0854 0.4985 5 7 0
PNRC1 6 6q15 89790429 | 89794879 0.0131 0.0853 0.4986 6 2 0
RNGTT 6 6915 89319989 | 89673348 0.0131 0.0853 0.4986 6 2 0
GDPD1 17 17922 57297834 | 57352559 0.0131 0.0853 0.4986 5 4 0
FALZ 17 17924.2 65821780 | 65980494 0.0131 0.0853 0.4986 6 2 0
TRPV3 17 17p13.2 3416486 | 3461289 0.0131 0.0853 0.4987 0 11 0
ZC3H14 14 14931.3 89029314 | 89079852 0.0131 0.0853 0.4987 2 11 0
FTS 16 16q912.2 53525192 | 53537170 0.0131 0.0853 0.4987 3 10 0
ABCD3 1 1p21.3 94883933 | 94984219 0.0131 0.0853 0.4987 6 8 0
PRDX1 1 1p34.1 45976708 | 45988719 0.0131 0.0852 0.4988 3 3 0
MNAT1 14 14923.1 61201470 | 61435396 0.0131 0.0852 0.4988 1 9 0
B3GNT5 3 3q927.1 182971032(182991178 0.0131 0.0852 0.4989 12 1 1
MAP1LC3B 16 16g24.2 87425801 | 87438369 0.0131 0.0851 0.4990 3 9 0
PITRM1 10 10p15.2 3179922 | 3215003 0.0130 0.0851 0.4990 16 0 2
TPD52 8 8g21.13 80947107 | 81083836 0.0130 0.0850 0.4991 12 1 1
KCNK12 2 2p21 47747936 | 47797498 0.0130 0.0850 0.4991 6 3 0
PRPF31 19 19913.42 54618790 | 54635150 0.0130 0.0849 0.4992 3 5 0
PIAS1 15 15923 68346572 | 68480402 0.0130 0.0849 0.4992 5 4 0
GULP1 2 2032.1-q32.2 [189156396 189460653 0.0130 0.0849 0.4992 4 2 0
AIFM2 10 10g22.1 71857979 | 71892690 0.0130 0.0848 0.4994 7 3 1
RPS25 11 11g23.3 118886425[118889057 0.0130 0.0848 0.4994 4 4 0
SC5DL 11 11923.3 121163388[121184119 0.0130 0.0847 0.4995 5 7 1
AK3L1 1 1p31.3 65613232 | 65693173 0.0130 0.0847 0.4995 6 3 0
CDCA4 14 14932.33 105475910(105487425 0.0129 0.0845 0.4996 2 8 0
RPGR 23 23pll4 38128424 | 38186788 0.0129 0.0843 0.4998 4 10 1
SNAPIN 1 1921.3 153631145[153634325 0.0129 0.0842 0.4999 17 1 1
ARID2 12 12g12 46123620 | 46301823 0.0128 0.0841 0.5000 3 8 0
PFEDN1 5 5q31.3 139624635 139682689 0.0128 0.0840 0.5001 0 12 0
Clorf59 1 1p13.3 109190912(109217815 0.0128 0.0840 0.5002 5 4 0
C4orfl9 4 4pl4 37455552 | 37595119 0.0128 0.0838 0.5003 1 12 0
ISG20 15 15g26.1 89182035 | 89199680 0.0128 0.0838 0.5003 7 4 0
FAM118B 11 11924.2 126081619[126132540 0.0128 0.0837 0.5004 4 5 0
LTA4H 12 12g23.1 96394611 | 96437153 0.0127 0.0836 0.5005 0 5 0
TMEMG63A 1 1942.12 226028584 (226070048 0.0127 0.0836 0.5005 17 0 0
ETF1 5 5¢31.2 137841791[137878932 0.0127 0.0836 0.5006 0 13 0
PTPN14 1 1941 214531091[214724951 0.0127 0.0834 0.5007 16 2 1
Cl4orfl47 14 14913.1 34902145 | 34931468 0.0127 0.0834 0.5008 3 4 0
GLUL 1 1925.3 182351669 182360950 0.0127 0.0833 0.5009 18 1 0
GCLM 1 1p22.1 94352590 | 94375012 0.0126 0.0832 0.5010 6 8 0
PXDNL 8 8011.22-911.23 | 52232145 | 52722005 0.0126 0.0832 0.5010 11 2 0
ZFYVE20 3 3p25.1 15111580 [ 15140655 0.0126 0.0831 0.5011 6 2 0
WDRS 1 1p36.32 3547332 | 3566671 0.0126 0.0831 0.5011 3 13 0
PDK4 7 7q921.3 95212817 | 95225925 0.0126 0.0829 0.5013 8 0 0
EPRS 1 1941 220141944(220220000 0.0126 0.0829 0.5013 13 1 1
ZNF839 14 14932.31 102786096 102809044 0.0126 0.0829 0.5013 1 8 0
CSDE1 1 1p13.2 115259538[115300671 0.0126 0.0828 0.5014 5 5 0
SRF 6 6p21.1 43138920 | 43149241 0.0126 0.0828 0.5014 11 1 0
ZNF670 1 1944 247200087 (247242069 0.0126 0.0828 0.5014 18 0 0
ADAT2 6 6q24.2 143743970(143771841 0.0125 0.0827 0.5015 7 5 1
MED14 23 23pll.4 40507558 | 40594783 0.0125 0.0827 0.5016 1 11 0
TMEMZ218 11 11924.2 124966398(124981509 0.0125 0.0826 0.5016 5 5 0
VPS35 16 16911.2 46693594 | 46723144 0.0125 0.0826 0.5016 3 5 0
OR13C8 9 9q31.1 107331449[107332411 0.0125 0.0826 0.5017 2 6 0
TOMMY 7 7p15.3 22850011 | 22862464 0.0125 0.0826 0.5017 4 5 0
PPP1CA 11 11913.2 67165652 | 67188605 0.0125 0.0826 0.5017 4 1 0
VAPA 18 18p11.22 9913955 | 9960018 0.0125 0.0824 0.5019 6 4 0
THOC4 17 17925.3 79845721 | 79849462 0.0125 0.0824 0.5019 10 5 0
AC012568.7 15 150922.33-9q23 [ 67493371 | 67547074 0.0124 0.0824 0.5020 4 4 0
TMED9 5 5035.3 177019208[177023094 0.0124 0.0822 0.5021 4 5 0
ACTR3B 7 7936.1 152456851 152552463 0.0124 0.0822 0.5022 10 2 0
NDST1 5 5033.1 149887674[149937773 0.0124 0.0822 0.5022 1 14 0
ASHI1L 1 1922 155305053 155532324 0.0124 0.0822 0.5022 15 0 0
HINT2 9 9p13.3 35812957 | 35815042 0.0124 0.0822 0.5022 5 9 0
WDR75 2 2032.2 190306159[190340278 0.0124 0.0822 0.5023 6 2 0
DDX18 2 2q14.1 118572255[118589953 0.0124 0.0821 0.5024 2 11 0
FAM62B 7 7936.3 158523689 158622729 0.0124 0.0821 0.5024 13 3 0
MLF1IP 4 4935.1 185615238 185655286 0.0124 0.0821 0.5024 3 9 0
TRIM28 19 19913.43 59055836 | 59062082 0.0123 0.0821 0.5024 2 5 0
METTL6 3 3p25.1 15422782 | 15469042 0.0123 0.0820 0.5025 7 3 0
TSPYL1 6 6022.1 116597744[116601280 0.0123 0.0819 0.5026 7 2 0
TBC1D9B 5 5q35.3 179289073[179334858 0.0123 0.0819 0.5026 5 4 0
BEND7 10 10p13 13480501 | 13570533 0.0123 0.0819 0.5027 11 2 1
NUP54 4 4021.1 77035818 | 77069655 0.0123 0.0819 0.5027 4 3 0
NARF 17 17925.3 80416060 | 80446141 0.0123 0.0818 0.5028 9 4 0
WASL 7 7q931.32 123322001[123389116 0.0123 0.0818 0.5028 12 0 0
PER2 2 2937.3 239152679(239198743 0.0123 0.0818 0.5028 3 12 0
LRRC59 17 17921.33 48458600 | 48474832 0.0123 0.0818 0.5028 2 6 0
TFG 3 3q12.2 100428160{100467810 0.0122 0.0817 0.5030 4 2 0
LAMC?2 1 1925.3 183155174[183214262 0.0122 0.0816 0.5031 16 1 1
C9orf78 9 9g34.11 132589565 132597572 0.0122 0.0816 0.5031 3 7 0
IKBKAP 9 9931.3 111629801[111696608 0.0122 0.0815 0.5032 1 10 0
ZNF266 19 19p13.2 9523272 | 9546234 0.0122 0.0814 0.5033 1 4 0
SLC4A11 20 20p13 3208064 | 3219855 0.0121 0.0813 0.5034 2 8 0
LSM4 19 19p13.11 18417720 | 18434001 0.0121 0.0813 0.5034 4 3 0
SLEN12 17 17912 33738079 | 33760218 0.0121 0.0812 0.5035 3 11 0
NRD1 1 1p32.3 52254863 | 52344609 0.0121 0.0812 0.5035 6 6 0
DGCR14 22 22911.21 19117793 | 19132197 0.0121 0.0812 0.5035 1 7 0
PHF11 13 13q14.2 50069816 | 50103117 0.0121 0.0812 0.5036 2 6 0
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OPRK1 8 8q11.23 54138276 | 54164194 0.0121 0.0812 0.5036 11 2 0
VTCN1 1 1p13.1 117686209[117753549 0.0121 0.0812 0.5036 4 5 0
MTIF2 2 2pl6.1 55463731 | 55496483 0.0121 0.0812 0.5036 8 1 0
ACBDY 10 10p13 15117475 | 15130775 0.0121 0.0812 0.5036 9 2 1
G3BP1 5 5¢33.1 151151476[151184913 0.0121 0.0812 0.5037 0 14 0
DDX42 17 17923.3 61851560 | 61896676 0.0121 0.0812 0.5037 6 2 0
TFF3 21 21922.3 43726682 | 43735706 0.0121 0.0812 0.5037 5 6 1
RGOMTD2 4 4923 100467874[100485189 0.0121 0.0811 0.5038 3 4 0
TMEM131 2 2q11.2 98372796 | 98612354 0.0121 0.0810 0.5038 7 4 1
NXF1 11 11g12.3 62559598 | 62572964 0.0121 0.0810 0.5039 1 2 0
CARD15 16 16g12.1 50731050 | 50766987 0.0120 0.0809 0.5040 4 12 0
RPAP3 12 12g13.11 48057075 | 48099774 0.0120 0.0808 0.5040 3 7 0
PSMF1 20 20p13 1093906 | 1160596 0.0120 0.0808 0.5040 6 7 1
YY1AP1 1 1922 155584517[155658791 0.0120 0.0808 0.5041 15 0 0
SARI1B 5 5¢31.1 133942120(133968527 0.0120 0.0807 0.5042 0 12 0
ZSWIM5 1 1p34.1 45482078 | 45672250 0.0120 0.0807 0.5042 3 3 0
ANKRD36B 2 2q11.2 98121261 | 98206329 0.0120 0.0807 0.5042 7 4 1
MRPS12 19 19g13.2 39421348 | 39423657 0.0120 0.0807 0.5043 4 6 0
VDAC1 5 5¢31.1 133307606 133340824 0.0120 0.0807 0.5043 1 14 0
SEC24C 10 10g22.2 75504132 | 75531917 0.0120 0.0807 0.5043 3 3 0
TRIM2 4 4931.3 154073645[154260474 0.0120 0.0806 0.5044 1 8 0
ATP6VIEL 22 22011.21 18074902 | 18111588 0.0119 0.0805 0.5045 1 7 0
SETD5 3 3p25.3 9439299 | 9520924 0.0119 0.0803 0.5046 7 2 0
LRRC8C 1 1p22.2 90098644 | 90185094 0.0119 0.0802 0.5047 6 7 0
KLK10 19 19913.41 51516001 | 51523431 0.0119 0.0802 0.5048 3 5 0
RCC1 1 1p35.3 28832492 | 28865607 0.0119 0.0801 0.5049 0 9 0
C140rf100 14 14923.1 59951161 | 59972081 0.0119 0.0801 0.5049 2 9 0
PROZ 13 13934 113812968[113826694 0.0118 0.0800 0.5050 11 2 2
Clorf27 1 1931.1 186345001 186390499 0.0118 0.0799 0.5051 17 0 1
UBR7 14 14932.12 93673401 | 93695553 0.0118 0.0799 0.5051 3 10 0
RPS6KC1 1 1932.3 213224588 213446807 0.0118 0.0799 0.5051 17 2 0
RNF2 1 1925.3 185014551[185071740 0.0118 0.0798 0.5052 17 0 1
FAM131A 3 3q927.1 184053714[184064065 0.0118 0.0798 0.5053 12 1 0
GOSR2 17 17921.32 45000486 | 45022263 0.0118 0.0797 0.5053 2 7 0
ADCK1 14 14924.3 78266426 | 78400296 0.0118 0.0797 0.5053 1 11 0
Cl6orf44 16 16g24.1 84682131 | 84695915 0.0118 0.0797 0.5054 3 9 0
ASPHD2 22 22012.1 26825280 | 26840978 0.0118 0.0797 0.5054 3 11 0
PCCB 3 3q22.3 135969167[136049011 0.0117 0.0796 0.5055 7 0 0
ARNTL2 12 12p11.23 27485988 | 27573466 0.0117 0.0796 0.5055 7 5 0
MTO1 6 6013 74171454 | 74211177 0.0117 0.0796 0.5056 6 1 0
GGPS1 1 1942.3 235491753 235507840 0.0117 0.0795 0.5057 19 1 1
RP5-834A16.1 23 23p11.22 54698419 | 54699071 0.0117 0.0795 0.5057 1 11 0
AC021054.28 12 12p13.33 752148 755044 0.0117 0.0795 0.5057 15 2 2
ARTN 1 1p34.1 44398992 | 44402911 0.0117 0.0794 0.5058 3 3 0
TRPC6 11 11g22.1 101322295[101454659 0.0117 0.0794 0.5058 5 3 0
PPPDE1 1 1g44 244816352|244872335 0.0116 0.0792 0.5060 18 0 1
RAB35 12 12q924.23 120532899 120554599 0.0116 0.0791 0.5061 2 6 0
PTAR1 9 9921.12 72324439 | 72374876 0.0116 0.0791 0.5062 4 5 0
EXOC3 5 5p15.33 446264 467407 0.0116 0.0790 0.5062 9 4 0
PARD3 10 10p11.22-p11.21| 34398489 | 35104249 0.0116 0.0790 0.5063 12 1 0
STK17B 2 2032.3 196998308[ 197041227 0.0116 0.0790 0.5063 5 4 0
Clorfl35 1 1p36.11 26160497 | 26185848 0.0116 0.0790 0.5063 1 12 0
EIF4G3 1 1p36.12 21132972 | 21503377 0.0116 0.0790 0.5064 0 11 0
PPP1R12B 1 1g32.1 202317836] 202557697 0.0116 0.0790 0.5064 14 1 0
C19o0rf12 19 19912 30189794 | 30206452 0.0116 0.0790 0.5064 10 1 1
MED26 19 19p13.11 16685718 | 16739015 0.0115 0.0788 0.5066 3 2 0
ZNF187 6 6p22.1 28234788 | 28245974 0.0115 0.0787 0.5067 8 0 0
HDDC?2 6 6022.31 125596496(125623282 0.0115 0.0785 0.5069 12 2 2
UBE2K 4 4pi4 39699664 | 39784408 0.0115 0.0785 0.5069 1 13 0
BUB1 2 2913 111395409(111435684 0.0115 0.0784 0.5070 4 6 0
ORC2L 2 2033.1 201774895(201828410 0.0115 0.0784 0.5070 2 6 0
PDGFD 11 11922.3 103777915[104035027 0.0115 0.0784 0.5070 4 3 0
PIGO 9 9p13.3 35088685 | 35096579 0.0115 0.0784 0.5070 5 9 0
MRPL53 2 2p13.1 74699109 | 74699927 0.0115 0.0784 0.5070 3 2 0
SPRR2F 1 1921.3 153084612 153085989 0.0114 0.0781 0.5073 17 1 1
HMGCS1 5 5pl12 43289493 | 43313595 0.0114 0.0780 0.5074 4 4 0
TM2D1 1 1p31.3 62146717 | 62191095 0.0114 0.0780 0.5074 7 3 0
UBAP2 9 9p13.3 33921691 | 34048947 0.0114 0.0779 0.5075 3 9 0
C8orf76 8 8724.13 124232231[124253617 0.0113 0.0777 0.5077 17 0 1
PSIP1 9 9p22.3 15464067 | 15511003 0.0113 0.0777 0.5077 6 9 0
ITGAE 17 17p13.2 3617923 | 3704544 0.0113 0.0777 0.5077 0 10 0
MCM4 8 8g11.21 48873494 | 48890068 0.0113 0.0776 0.5078 8 2 0
XRCC2 7 7936.1 152343589 152373250 0.0113 0.0774 0.5079 10 3 0
RPL24 3 3912.3 101399936(101405563 0.0113 0.0774 0.5080 4 2 0
SDCBP2 20 20p13 1290619 | 1309838 0.0113 0.0774 0.5080 6 7 1
OBSCN 1 1g42.13 228395861 228566575 0.0113 0.0774 0.5081 18 0 0
SNX6 14 14913.1 35030618 | 35099366 0.0112 0.0772 0.5082 3 4 0
DMRTA1 9 9p21.3 22446840 | 22452472 0.0112 0.0772 0.5082 5 11 0
FDPS 1 1922 155278539 155290457 0.0112 0.0772 0.5083 15 0 0
TPR 1 1g31.1 186280788|186344825 0.0112 0.0772 0.5083 17 0 1
HSPBAP1 3 3921.1 122458846(122512650 0.0112 0.0772 0.5083 7 3 0
MRRF 9 9033.2 125026935[125085743 0.0112 0.0772 0.5083 2 8 0
CLCNG6 1 1p36.22 11866207 | 11908136 0.0112 0.0772 0.5083 1 11 0
DIO1 1 1p32.3 54359861 | 54376759 0.0112 0.0771 0.5084 6 7 0
CRTC2 1 1921.3 153920151[153931101 0.0112 0.0771 0.5085 15 1 0
CGB7 19 19913.33 49557548 | 49559036 0.0112 0.0771 0.5085 3 7 0
OCIAD1 4 4pi1l 48833015 | 48863831 0.0112 0.0770 0.5086 0 9 0
FDXACB1 11 11923.1 111652919(111750153 0.0111 0.0769 0.5087 5 2 0
KPNA1 3 3921.1 122140748[122233786 0.0111 0.0769 0.5087 7 3 0
NAGA 22 22¢13.2 42428724 | 42466846 0.0111 0.0769 0.5087 2 6 0
CALCRL 2 2q32.1 188207854[188313187 0.0111 0.0769 0.5088 4 2 0
AC018892.4 2 2011.2 97691712 | 97697373 0.0111 0.0769 0.5088 7 3 1
MARCH7 2 2024.2 160569000 160625083 0.0111 0.0769 0.5088 5 4 0
PITPNB 22 22¢12.1 28247658 | 28316122 0.0111 0.0768 0.5089 2 10 0
ZBTB45 19 19913.43 59024899 | 59030921 0.0111 0.0767 0.5090 2 5 0
C150rf51 15 15g26.3 100330361[100347132 0.0111 0.0766 0.5091 13 2 0
SOCS1 16 16p13.13 11348274 | 11350039 0.0111 0.0766 0.5091 3 4 0
SEPT4 17 17922 56597616 | 56616574 0.0110 0.0764 0.5093 6 4 0
ACVR2A 2 2022.3 148602185148688393 0.0110 0.0764 0.5093 5 7 0
SFRS16 19 19913.32 45542298 | 45574213 0.0110 0.0764 0.5093 3 6 0
LMO4 1 1p22.3 87794151 | 87814604 0.0110 0.0764 0.5093 6 8 1
PSMAS5 1 1p13.3 109944474[109969066 0.0110 0.0764 0.5093 4 5 0
MEGF9 9 9¢33.2 123363091[123476636 0.0110 0.0763 0.5094 3 7 0
GIMAP8 7 7936.1 150147962[150176480 0.0110 0.0763 0.5095 12 1 0
STAG1 3 3922.3 136055999[136471245 0.0110 0.0762 0.5095 7 0 0
SF3B3 16 16g22.1 70557701 | 70606200 0.0110 0.0762 0.5095 6 7 0
AL137003.12 6 6p22.3 16737085 | 16761721 0.0110 0.0762 0.5095 9 2 0
BZW2 7 7p21.1 16685756 | 16746148 0.0110 0.0762 0.5096 4 4 0
C210rf70 21 21922.3 46359940 | 46396887 0.0110 0.0761 0.5097 7 6 0
ERCC1 19 19913.32 45912872 | 45927177 0.0109 0.0760 0.5098 3 7 0
VPS13A 9 9g21.2 79792361 | 80032399 0.0109 0.0760 0.5098 3 6 0
CAD 2 2p23.3 27440258 | 27466654 0.0109 0.0757 0.5100 5 1 0
ILIRL2 2 2q12.1 102803433[102855811 0.0109 0.0757 0.5100 5 5 1
SIP1 14 14921.1 39583488 | 39606175 0.0109 0.0756 0.5102 2 6 0
TBC1D20 20 20p13 416124 443187 0.0109 0.0756 0.5102 2 6 1
CDC40 6 6021 110501344[110575478 0.0109 0.0756 0.5102 7 2 0
FBXO9 6 6pl2.1 52929796 | 52965671 0.0108 0.0755 0.5103 11 1 0
DEGS1 1 1g42.11 224363458(224381140 0.0108 0.0755 0.5104 16 0 0
MVK 12 12924.11 110011500{110035070 0.0108 0.0755 0.5104 4 7 0
ANXAS5 4 4q27 122589154(122618147 0.0108 0.0752 0.5106 4 3 0
NOLA3 15 15q14 34633925 | 34635362 0.0108 0.0751 0.5107 0 8 0
GPR135 14 14923.1 59895740 | 59932060 0.0108 0.0751 0.5107 2 9 0
C7orfll 7 7pla.l 40172343 | 40174258 0.0107 0.0748 0.5110 3 9 0
CENPA 2 2p23.3 27008882 | 27017457 0.0107 0.0748 0.5111 6 1 0
PSMD1 2 2q37.1 231921581 (232037468 0.0107 0.0748 0.5111 2 7 0
NCAPD2 12 12p13.31 6602545 | 6641120 0.0107 0.0748 0.5111 12 3 0
HSPA14 10 10p13 14880261 | 14913738 0.0107 0.0748 0.5111 10 2 1
DTX3 12 12013.3 57998604 | 58003583 0.0107 0.0748 0.5111 1 8 0
AC008012.8 12 12p13.32 4596934 | 4647637 0.0107 0.0747 0.5113 14 6 0
AP001372.4 11 11913.4 74202923 | 74204755 0.0107 0.0746 0.5113 4 2 0
PMS2L1 7 7022.1 99897652 | 99939531 0.0107 0.0746 0.5114 4 3 0
ZNF782 9 9922.33 99579273 | 99616761 0.0106 0.0744 0.5116 2 7 0
BCAS3 17 17q923.2 58755216 | 59470191 0.0106 0.0743 0.5116 6 4 0
PDCD10 3 3026.1 167401697[167452651 0.0106 0.0742 0.5117 16 0 1
PCSK7 11 11923.3 117075810{117102811 0.0106 0.0742 0.5118 5 5 0
TTC35 8 8023.1 109455853[109499135 0.0106 0.0742 0.5118 17 0 2
TMEMG0 7 7q11.23 77423046 | 77427747 0.0106 0.0741 0.5119 5 2 0
SFRS5 14 14924.2 70233829 | 70238722 0.0105 0.0741 0.5120 1 11 0
RBBP9 20 20p11.23 18467190 | 18477887 0.0105 0.0741 0.5120 4 6 0
B3GALNT2 1 1g42.3 235613267] 235667781 0.0105 0.0740 0.5120 21 0 1
SNX27 1 1921.3 151584514[151671559 0.0105 0.0740 0.5120 16 1 1
NENF 1 1932.3 212606280]212619720 0.0105 0.0740 0.5120 17 2 0
TAF11 6 6p21.31 34845555 | 34855819 0.0105 0.0739 0.5122 9 0 0
RAD51C 17 17922 56769963 | 56811690 0.0105 0.0738 0.5123 5 4 0
PLD1 3 3026.31 171318620(171528273 0.0104 0.0736 0.5125 17 0 1
GMPS 3 3g25.31 155588325[ 155655521 0.0104 0.0734 0.5127 13 0 0
ERGIC?2 12 12p11.22 29493601 | 29534143 0.0104 0.0733 0.5128 8 5 0
C200rf194 20 20p13 3229948 | 3388255 0.0104 0.0733 0.5129 2 8 0
GLA 23 23022.1 100652779[100663001 0.0104 0.0732 0.5129 1 13 0
ATP6V1B2 8 8p21.3 20054704 | 20079205 0.0104 0.0731 0.5130 1 11 0
ZNF418 19 19913.43 58296821 | 58446740 0.0104 0.0731 0.5130 2 6 0
GYS2 12 12p12.1 21689123 | 21757781 0.0103 0.0731 0.5131 7 4 0
PARN 16 16p13.12 14529559 | 14724124 0.0103 0.0730 0.5131 5 2 0
TMEM160 19 19913.32 47549168 | 47551899 0.0103 0.0730 0.5132 3 9 0
CASC3 17 17921.1 38296507 | 38328431 0.0103 0.0730 0.5132 2 10 0
TMEM111 3 3p25.3 10005637 | 10028524 0.0103 0.0730 0.5132 6 2 0
LITAF 16 16p13.13 11641582 | 11680806 0.0103 0.0729 0.5133 3 3 0
BLVRA 7 7p13 43798272 | 43846939 0.0103 0.0729 0.5133 2 4 0
ZNF680 7 7q11.21 63980255 | 64023505 0.0103 0.0729 0.5134 6 1 1
LYG1 2 2q11.2 99900702 | 99921205 0.0103 0.0729 0.5134 4 5 1
MIB1 18 18q11.2 19321545 | 19450914 0.0103 0.0727 0.5136 6 4 0
KLHDC2 14 14921.3 50234787 | 50249856 0.0102 0.0725 0.5138 4 7 0
SSRP1 11 11gi2.1 57093460 | 57103351 0.0102 0.0724 0.5139 8 2 0
ZNRF1 16 16023.1 75032915 | 75144892 0.0102 0.0724 0.5139 2 8 0
TSPYL4 6 6022.1 116571124[116575321 0.0102 0.0724 0.5139 7 2 0
ACBD3 1 1g42.12 226332382|226374431 0.0102 0.0724 0.5140 18 0 0
GLE1 9 9g34.11 131266971[131304577 0.0102 0.0724 0.5140 3 7 0
UGCGL1 2 2q14.3 128848774[128949002 0.0102 0.0723 0.5141 4 8 0
WDR67 8 8724.13 124084920(124164390 0.0101 0.0719 0.5144 17 0 1
TFB1M 6 6925.3 155578660 155635631 0.0101 0.0719 0.5145 3 9 0
SHISA3 4 4p13 42399856 | 42404504 0.0101 0.0718 0.5145 1 10 0
TAS2R5 7 7934 141490017[141491166 0.0101 0.0716 0.5148 11 0 0
SPATS2 12 12913.12 49760688 | 49921207 0.0100 0.0715 0.5148 0 8 0
MKLN1 7 7q32.3 130794855[131181395 0.0100 0.0715 0.5149 9 0 0
ARHGAP22 10 10q11.22 49654079 | 49813176 0.0100 0.0714 0.5150 4 8 0
DEFB126 20 20p13 123231 126391 0.0100 0.0713 0.5151 2 5 1
TPD52L1 6 6022.31 125474879[125585553 0.0100 0.0713 0.5151 12 2 2
TADA2L 17 17912 35766965 | 35837596 0.0100 0.0712 0.5152 3 9 0
SERPINAG 14 14932.13 94770586 | 94789688 0.0100 0.0712 0.5152 4 10 0
CSPP1 8 8q13.1-q13.2 | 67976603 | 68108494 0.0100 0.0710 0.5154 16 1 0
FBXO8 4 4q934.1 175157809[ 175205402 0.0099 0.0710 0.5154 2 6 0
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CWF19L2 11 11922.3 107197074[107328572 0.0099 0.0709 0.5156 4 4 0
MTCH2 11 11p11.2 47638858 | 47664206 0.0099 0.0709 0.5156 1 2 0
RASA2 3 3923 141205891[141331621 0.0099 0.0707 0.5158 13 0 0
IRF2BP2 1 1942.3 234740017[234745271 0.0099 0.0706 0.5159 20 1 2
ETV6 12 12p13.2 11802788 | 12048321 0.0099 0.0706 0.5159 8 5 0
INADL 1 1p31.3 62208149 | 62629592 0.0099 0.0706 0.5159 7 2 0
SYTLS 23 23pll.4 37865835 | 37988069 0.0099 0.0706 0.5159 4 10 1
FUBP3 9 9034.11-934.12 |133454960| 133513739 0.0098 0.0705 0.5160 3 7 0
RNFT2 12 12q924.22 117176096[117291434 0.0098 0.0705 0.5160 3 9 0
AKAP10 17 17p11.2 19808752 | 19881129 0.0098 0.0704 0.5161 0 11 0
SMU1 9 9p21.1 33041850 | 33076714 0.0098 0.0703 0.5162 3 8 0
AHNAK 11 11g12.3 62201016 | 62314332 0.0098 0.0703 0.5163 1 1 0
R3HCC1 8 8p21.3 23145442 | 23153791 0.0098 0.0703 0.5163 0 13 0
NOP56 20 20p13 2633178 | 2638976 0.0098 0.0702 0.5163 2 7 0
NIN 14 14g922.1 51186481 | 51297847 0.0098 0.0702 0.5164 4 8 0
PPIL5 14 14921.3 50065415 | 50081389 0.0098 0.0702 0.5165 4 7 0
ZNF408 11 11p11.2 46722368 | 46727461 0.0098 0.0700 0.5166 1 2 0
LRRC1 6 6pl2.1 53659778 | 53788919 0.0097 0.0700 0.5166 9 1 0
KATNA1L 6 6025.1 149916013[149970108 0.0097 0.0699 0.5167 3 8 0
ATF2 2 2031.1 175936978[176033110 0.0097 0.0699 0.5168 6 3 0
FAM63B 15 15921.3-922.1 | 59063393 | 59149732 0.0097 0.0699 0.5168 1 6 0
CiRL 12 12p13.31 7247153 | 7261793 0.0097 0.0698 0.5169 10 3 0
CHMP4B 20 20911.22 32399119 | 32442169 0.0097 0.0696 0.5171 0 3 0
CECR5 22 22011.1 17618411 | 17646177 0.0096 0.0694 0.5173 1 6 0
NIP7 16 16g922.1 69373546 | 69377009 0.0096 0.0694 0.5173 6 7 0
SIRT1 10 10g21.3 69644427 | 69678147 0.0096 0.0693 0.5174 3 2 0
VAC14 16 16922.1-922.2 | 70721344 | 70835071 0.0096 0.0693 0.5174 7 5 0
FKBP10 17 17921.2 39968962 | 39979469 0.0096 0.0691 0.5176 2 11 0
TMCO1 1 1924.1 165693530 165738135 0.0096 0.0691 0.5176 15 0 0
NIPSNAP3A 9 9g31.1 107509969[107522405 0.0096 0.0691 0.5176 2 6 0
ZNF507 19 19913.11 32836514 | 32878572 0.0096 0.0691 0.5177 4 2 1
BSDC1 1 1p35.1 32830707 | 32860062 0.0096 0.0690 0.5178 2 9 0
ARFIP1 4 4931.3 153701112[153833064 0.0095 0.0690 0.5178 1 8 0
RPLP1 15 15923 69745159 | 69747884 0.0095 0.0688 0.5180 5 5 0
OSBPL11 3 3921.2 125247713[125314381 0.0095 0.0688 0.5180 5 4 0
PARKY 1 1p36.23 8021714 | 8045341 0.0095 0.0688 0.5180 1 11 0
AIDA 1 1941 222841357 222885864 0.0095 0.0688 0.5180 17 1 1
DIS3L2 2 2q37.1 232826293] 233208613 0.0095 0.0687 0.5181 1 10 0
C170rf96 17 17912 36827961 | 36831187 0.0095 0.0686 0.5183 3 9 0
MAFG 17 17925.3 79876149 | 79885588 0.0095 0.0686 0.5183 10 5 0
ZNF559 19 19p13.2 9434873 | 9454519 0.0095 0.0685 0.5184 1 4 0
EXOCS8 1 1g42.2 231468480]231473598 0.0095 0.0685 0.5184 21 0 1
KIF2C 1 1p34.1 45205490 | 45233439 0.0094 0.0683 0.5186 3 2 0
RANBP9 6 6p23 13621735 [ 13711953 0.0094 0.0682 0.5187 13 2 0
TBCE 1 1942.3 235530728 235612278 0.0094 0.0682 0.5187 20 0 1
PQLC2 1 1p36.13 19638740 [ 19655793 0.0094 0.0682 0.5188 2 14 0
PLBD1 12 12p13.1 14656597 | 14720791 0.0094 0.0682 0.5188 6 5 0
IFI16 1 1g23.1 158969758[159024943 0.0094 0.0681 0.5190 19 0 2
CPSF3 2 2p25.1 9563793 | 9613227 0.0094 0.0681 0.5190 5 2 0
STT3A 11 11924.2 125462739[125491280 0.0094 0.0681 0.5190 4 5 0
RPS6KAS5 14 14932.11 91337172 | 91526993 0.0094 0.0681 0.5190 2 10 0
GRSF1 4 4913.3 71681504 | 71705627 0.0094 0.0681 0.5190 5 3 0
FRYL 4 4pill 48499380 | 48782316 0.0093 0.0681 0.5191 2 6 0
SLC25A13 7 7921.3 95749533 | 95951459 0.0093 0.0681 0.5191 7 0 0
TRIM32 9 9g33.1 119449581[119463579 0.0093 0.0679 0.5193 2 9 0
DHX57 2 2p22.1 39024877 | 39103075 0.0093 0.0679 0.5194 5 1 0
TRIM37 17 17922 57060002 | 57184266 0.0093 0.0677 0.5196 5 4 0
ANKRDS57 2 2913 110371911[110376563 0.0092 0.0674 0.5198 3 7 1
TMEM161A 19 19p13.11 19230429 | 19249270 0.0092 0.0674 0.5198 4 3 0
SIAH2 3 3025.1 150458921[150481263 0.0092 0.0672 0.5201 13 0 0
WDR89 14 14923.2 64063757 | 64108125 0.0092 0.0670 0.5202 1 9 0
MAPK10 4 4921.3 86937631 | 87374296 0.0092 0.0670 0.5203 3 4 0
BET3L 6 6022.1 116816150(116866677 0.0092 0.0670 0.5203 7 2 0
POLR3E 16 16p12.2 22308741 | 22345339 0.0091 0.0670 0.5203 0 4 0
RBM22 5 5¢33.1 150070356 150080624 0.0091 0.0670 0.5203 0 14 0
THAPG6 4 4021.1 76439654 | 76465137 0.0091 0.0670 0.5204 3 3 0
POLS 5 5p15.31 6714718 | 6757161 0.0091 0.0670 0.5204 8 5 1
AKAPG6 14 14912-g13.1 | 32798479 [ 33302267 0.0091 0.0669 0.5205 4 4 0
ZNF281 1 1932.1 200375430( 200379166 0.0091 0.0669 0.5205 15 2 1
CDK4 12 12914.1 58142005 | 58146164 0.0091 0.0669 0.5205 1 8 0
CITED4 1 1p34.2 41326729 | 41328018 0.0091 0.0669 0.5205 2 3 0
MYH14 19 19913.33 50706885 | 50813799 0.0091 0.0668 0.5206 3 6 0
C6orf192 6 6023.2 133090507(133119747 0.0091 0.0668 0.5207 8 3 1
ZNRF2 7 7p14.3 30323923 | 30452118 0.0091 0.0668 0.5207 4 7 0
ZNF493 19 19p12 21579921 | 21610284 0.0091 0.0668 0.5207 6 3 0
PILRB 7 7q922.1 99933737 | 99965454 0.0091 0.0667 0.5208 4 3 0
PLCH1 3 3025.31 155197671[155421997 0.0091 0.0667 0.5208 13 0 0
AMN1 12 12p11.21 31824073 | 31882108 0.0091 0.0667 0.5209 5 4 0
NRSN2 20 20p13 327370 335511 0.0091 0.0667 0.5209 2 6 1
RECQL 12 12p12.1 21621845 | 21657515 0.0090 0.0666 0.5210 7 4 0
BBS7 4 4927 122745639(122791642 0.0090 0.0666 0.5210 4 2 0
LPHN1 19 19p13.12 14258547 | 14316972 0.0090 0.0665 0.5211 5 3 0
C4orf29 4 4q28.2 128886435[128957474 0.0090 0.0665 0.5211 5 2 0
CYTH1 17 17925.3 76670130 | 76778379 0.0090 0.0664 0.5212 11 4 0
HS2ST1 1 1p22.3 87380335 | 87634887 0.0090 0.0664 0.5212 6 8 1
DNAJC3 13 13032.1 96329402 | 96447241 0.0090 0.0663 0.5214 9 4 0
POLR3GL 1 1921.1 145456236(145470387 0.0090 0.0661 0.5216 16 1 0
SSBP3 1 1p32.3 54692195 | 54872092 0.0089 0.0660 0.5217 6 7 0
MRI1 19 19p13.2 13875337 | 13885096 0.0089 0.0660 0.5217 5 3 0
SUPV3L1 10 10g22.1 70939993 | 70968847 0.0089 0.0659 0.5218 1 2 0
REEP4 8 8p21.3 21995533 | 21999448 0.0089 0.0659 0.5219 0 12 0
SH2D2A 1 1g23.1 156776036 156786602 0.0089 0.0659 0.5219 16 0 1
E2F3 6 6p22.3 20402137 | 20493945 0.0089 0.0659 0.5219 8 0 0
ECHDC1 6 6022.33 127609861[127664754 0.0089 0.0657 0.5221 11 3 1
ST7L 1 1p13.2 113066143[113162040 0.0089 0.0657 0.5221 5 5 0
FAMG3A 1 1921.3 150967549[ 150979333 0.0089 0.0657 0.5221 16 1 0
NCKAP1 2 2032.1 183789612 183903586 0.0089 0.0657 0.5221 6 2 0
CYB561 17 17q923.3 61509668 | 61523722 0.0089 0.0657 0.5221 6 3 0
GRK6 5 5¢35.3 176853687[ 176869850 0.0089 0.0657 0.5221 4 6 0
SECG62 3 3026.2 169684580(169716161 0.0088 0.0657 0.5223 15 0 1
SLC35B1 17 17921.33 47778682 | 47785526 0.0088 0.0657 0.5223 1 7 0
LMNB2 19 19p13.3 2428165 | 2456958 0.0088 0.0657 0.5223 1 6 0
PCM1 8 8p22 17780366 | 17887453 0.0088 0.0657 0.5223 1 10 0
ZNF254 19 19p12 24269976 | 24312643 0.0088 0.0657 0.5223 6 4 0
STAG3L4 7 7q11.21 66767624 | 66786513 0.0088 0.0657 0.5223 3 5 1
FAMG62A 12 12g13.2 56522054 | 56538452 0.0088 0.0656 0.5224 1 7 0
SEC11L3 18 18921.32 56807125 | 56826061 0.0088 0.0656 0.5224 2 8 0
CDK6 7 7021.2 92234239 | 92465941 0.0088 0.0654 0.5227 9 0 1
NDNL2 15 15g13.1 29560353 | 29562033 0.0088 0.0654 0.5227 0 8 0
FAM151B 5 5q14.1 79783800 | 79838206 0.0088 0.0653 0.5228 0 14 0
NUP155 5 5p13.2 37291941 | 37371197 0.0087 0.0652 0.5229 6 3 0
SDAD1 4 4921.1 76871059 | 76912113 0.0087 0.0649 0.5232 3 3 0
CPNE2 16 16913 57126506 | 57181876 0.0087 0.0649 0.5232 3 9 0
CYP20A1 2 2033.2 204103174[204170563 0.0087 0.0649 0.5233 2 6 0
USP45 6 6016.2 99880190 | 99963308 0.0087 0.0649 0.5233 7 5 0
AQP5 12 12g13.12 50355279 | 50359459 0.0087 0.0649 0.5233 0 8 0
SCAND1 20 20911.23 34541546 | 34547394 0.0087 0.0649 0.5234 0 6 0
KDELR2 7 7p22.1 6500713 | 6523849 0.0086 0.0646 0.5236 3 1 0
FGGY 1 1p32.1 59762467 | 60228400 0.0086 0.0646 0.5236 7 4 1
RWDD2A 6 6q14.2 83903032 | 83906254 0.0086 0.0646 0.5237 7 2 0
CP 3 30924-925.1  [148890292(148939832 0.0086 0.0646 0.5237 16 1 0
CSNK2A1 20 20p13 459307 524482 0.0086 0.0645 0.5238 2 6 1
MECR 1 1p35.3 29519385 | 29557454 0.0086 0.0645 0.5238 2 11 0
UTP20 12 12g23.2 101673905[101780397 0.0086 0.0644 0.5239 0 8 0
REPS2 23 23p22.2-p22.13 | 16964814 | 17171403 0.0086 0.0644 0.5239 5 11 0
EFCAB2 1 1944 245133171[245288530 0.0086 0.0644 0.5240 18 0 1
PPM1D 17 17q923.2 58677554 | 58742036 0.0086 0.0643 0.5241 5 4 0
SRPR 11 11924.2 126132842[126138750 0.0086 0.0643 0.5241 4 5 0
BCL2L2 14 14911.2 23776012 | 23780966 0.0086 0.0642 0.5242 3 4 0
DHRS1 14 14912 24759806 | 24769039 0.0085 0.0642 0.5242 3 4 0
NAAA 4 4921.1 76832504 | 76862166 0.0085 0.0642 0.5243 3 3 0
STK10 5 5035.1 171469074[171615346 0.0085 0.0641 0.5243 2 11 0
SIRT7 17 17q925.3 79869815 | 79876040 0.0085 0.0641 0.5244 10 5 0
UHRF2 9 9p24.1 6413151 | 6507051 0.0085 0.0640 0.5245 6 9 0
MMADHC 2 2023.2 150426153[150444330 0.0085 0.0640 0.5245 4 6 0
C2orf55 2 2q11.2 99410309 | 99552722 0.0085 0.0640 0.5245 6 4 1
COPS2 15 15g21.1 49417473 | 49447854 0.0085 0.0640 0.5246 1 7 0
GBAS 7 7pll.2 56019486 | 56067874 0.0085 0.0640 0.5246 3 2 0
RIBC1 23 23p11.22 53449639 | 53458055 0.0085 0.0640 0.5246 2 13 0
PM20D2 6 6915 89855769 | 89875284 0.0085 0.0640 0.5247 6 2 0
TMEM135 11 11g14.2 86749065 | 87034568 0.0085 0.0639 0.5247 6 3 0
IFT52 20 20g13.12 42219579 | 42275862 0.0085 0.0639 0.5247 3 9 0
FNBP1L 1 1p22.1 93913725 | 94020218 0.0085 0.0639 0.5247 5 9 0
NDUFA10 2 2q37.3 240831867 240964798 0.0085 0.0639 0.5248 3 14 0
TNFRSF10A 8 8p21.3 23048971 | 23082639 0.0085 0.0638 0.5249 0 13 0
HIRA 22 22¢11.21 19318224 | 19435755 0.0084 0.0637 0.5250 1 7 0
APISL1 11 11pi12 43333505 | 43366080 0.0084 0.0637 0.5250 5 3 0
IL22RA2 6 6023.3 137464958[137494785 0.0084 0.0637 0.5251 7 3 1
AC093003.11 3 3q12.2 100053562[100074478 0.0084 0.0634 0.5253 4 2 0
SLC37A4 11 11g23.3 118895066118901590 0.0084 0.0634 0.5254 4 4 0
MLL5 7 7022.3 104654637[104754808 0.0084 0.0633 0.5255 7 3 0
C120rf53 12 12p13.31 6802958 | 6809966 0.0084 0.0633 0.5255 12 3 0
MGST1 12 12p12.3 16500076 | 16517343 0.0083 0.0632 0.5256 6 5 0
SNRPA 19 19913.2 41256779 | 41271290 0.0083 0.0632 0.5256 3 7 0
NPHS2 1 1925.2 179519676[ 179545084 0.0083 0.0632 0.5256 17 0 0
CX3CL1 16 16921 57406414 | 57418954 0.0083 0.0631 0.5257 3 9 0
POP5 12 12924.31 121016849(121019201 0.0083 0.0631 0.5257 2 6 0
INTU 4 4928.1 128554120(128637924 0.0083 0.0631 0.5258 5 2 0
H1FO 22 22013.1 38201114 | 38203442 0.0083 0.0630 0.5259 1 7 0
Cl6ori84 16 16g24.3 88772891 | 88781784 0.0083 0.0630 0.5259 2 9 0
NAB1 2 2032.2 191511472[191557489 0.0083 0.0630 0.5259 5 2 0
SPTY2D1 11 11p15.1 18627951 | 18656020 0.0083 0.0630 0.5259 4 5 0
OR14L1P 1 1944 247782384 (247783872 0.0083 0.0630 0.5260 17 0 0
CRNKL1 20 20p11.23 20015012 | 20036690 0.0083 0.0629 0.5261 4 6 0
GRB2 17 17925.1 73314157 | 73401790 0.0083 0.0629 0.5262 6 3 0
ZNF571 19 19q13.12 38053294 | 38085691 0.0083 0.0629 0.5262 5 3 1
TRIM24 7 7033-g34 138144953[138270693 0.0083 0.0629 0.5262 11 1 0
EXOSC7 3 3p21.31 45017741 | 45052962 0.0083 0.0629 0.5262 1 9 0
UFC1 1 1923.3 161123534[161128646 0.0082 0.0628 0.5263 19 0 2
STX17 9 9g31.1 102668915[102736818 0.0082 0.0628 0.5263 2 7 0
YWHAZ 8 8q22.3 101930804[101965623 0.0082 0.0628 0.5263 19 0 2
NUTF2 16 16022.1 67880830 | 67905226 0.0082 0.0625 0.5266 6 7 0
NUBP1 16 16p13.13 10837698 | 10863208 0.0082 0.0625 0.5267 3 4 0
ORCI1L 1 1p32.3 52838502 | 52870131 0.0082 0.0623 0.5269 7 6 0
C200rf11 20 20913.33 61569441 | 61579823 0.0081 0.0621 0.5271 9 7 0
SEPT11 4 4021.1 77870895 | 77959767 0.0081 0.0621 0.5271 4 4 0
FRZB 2 2032.1 183698737[183731498 0.0081 0.0621 0.5272 6 2 0
UNC50 2 2q11.2 99225040 | 99234978 0.0081 0.0621 0.5272 6 4 1
TMEM161B 5 5q14.3 87491023 | 87564665 0.0081 0.0620 0.5273 1 12 0
LGALS3 14 14922.3 55595872 | 55612147 0.0081 0.0619 0.5274 2 9 0
FGF9 13 13g12.11 22245215 | 22278640 0.0081 0.0619 0.5275 2 2 0
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GRIN3A 9 9g31.1 104331634 104500862 0.0081 0.0618 0.5275 2 6 0
NMT2 10 10p13 15132913 [ 15210695 0.0081 0.0617 0.5276 9 2 1
KAT2A 17 17921.2 40265129 | 40273382 0.0081 0.0617 0.5276 1 11 0
TIPRL 1 1924.2 168148171/168171352 0.0081 0.0617 0.5276 16 1 1
GRAMDIA 19 19913.11-q13.12| 35486927 | 35517373 0.0081 0.0617 0.5277 4 2 0
CTH 1 1p31.1 70876955 | 70905252 0.0080 0.0616 0.5278 6 4 0
TLE1 9 9g21.32 84198603 | 84303596 0.0080 0.0615 0.5279 4 6 0
NDFIP2 13 13g31.1 80055339 | 80130210 0.0080 0.0615 0.5280 6 3 0
GCLC 6 6pl2.1 53362139 | 53409831 0.0080 0.0613 0.5282 10 1 0
ARHGAP10 4 4931.23 148653453 148993926 0.0079 0.0610 0.5285 3 6 0
TOMM6 6 6p21.1 41755181 | 41757632 0.0079 0.0609 0.5286 13 1 0
DDX54 12 12924.13 113594986 113623284 0.0079 0.0609 0.5286 3 8 0
GRWD1 19 19913.33 48949062 | 48957154 0.0079 0.0609 0.5287 3 7 0
MAPK14 6 6p21.31 35995454 | 36079013 0.0079 0.0609 0.5287 11 0 0
Cl70rf76 17 17pl11.2 16345328 | 16395480 0.0079 0.0608 0.5288 0 13 0
GAB3 23 23028 153903531 153979348 0.0079 0.0608 0.5289 6 10 0
SHANK2 11 11913.3-913.4 | 70313961 [ 70963623 0.0079 0.0608 0.5289 9 2 1
TADA3L 3 3p25.3 9821648 | 9834695 0.0079 0.0608 0.5289 7 2 0
NFRKB 11 11924.3 129733671129762904 0.0079 0.0608 0.5289 4 5 0
MBD4 3 3g21.3 129149793 129158852 0.0079 0.0606 0.5291 6 2 0
ZNF32 10 10911.21 44139308 | 44144326 0.0078 0.0605 0.5292 6 1 1
SLC25A37 8 8p21.2 23386363 | 23430063 0.0078 0.0605 0.5293 0 13 0
NIPBL 5 5p13.2 36876861 | 37065921 0.0078 0.0605 0.5293 8 3 0
ATAD3A 1 1p36.33 1447533 | 1470065 0.0078 0.0604 0.5294 2 8 0
INTS9 8 8p21.1 28625182 | 28747698 0.0078 0.0604 0.5294 2 12 0
PAICS 4 4q12 57301915 | 57327534 0.0078 0.0604 0.5295 4 5 0
DUS3L 19 19p13.3 5785151 | 5791194 0.0078 0.0604 0.5295 0 6 0
AGXT2L2 5 5035.3 177635541|177659803 0.0078 0.0604 0.5295 5 5 0
AFF4 5 5¢31.1 132211071132299354 0.0078 0.0604 0.5295 2 16 0
APLP2 11 11g24.3 129939716 130014703 0.0078 0.0604 0.5295 4 6 0
PLEKHG2 19 19g13.2 39903750 | 39919054 0.0078 0.0603 0.5296 4 6 0
CAGE1 6 6p24.3 7326884 | 7389942 0.0078 0.0603 0.5296 9 3 0
TMEMS50A 1 1p36.11 25664811 | 25688850 0.0078 0.0603 0.5297 0 12 0
TMEM14C 6 6p24.2 10723294 | 10731360 0.0077 0.0601 0.5299 10 4 0
AP002478.3-1 18 18p11.31 3594112 | 3598350 0.0077 0.0600 0.5300 6 5 0
USP3 15 15g22.31 63796810 | 63883659 0.0077 0.0599 0.5301 3 5 0
EGF 4 4925 110834040(110933411 0.0077 0.0596 0.5304 3 3 0
RPL7A 9 9g34.2 136215069 136218281 0.0077 0.0595 0.5305 4 9 1
LDLRAP1 1 1p36.11 25870076 | 25895377 0.0076 0.0594 0.5307 1 12 0
ZMATS 22 22012.2 30126948 | 30162969 0.0076 0.0593 0.5308 2 7 0
BRP44 1 1924.2 167887311|167906278 0.0076 0.0592 0.5310 16 1 0
C13orfl 13 13qg14.2 50486842 | 50510626 0.0076 0.0590 0.5311 2 6 0
OPA1 3 3929 193310933 193415599 0.0076 0.0589 0.5313 13 0 0
C9orf80 9 9932 115448797[115480429 0.0075 0.0588 0.5313 2 8 0
PDS5B 13 13g13.1 33160592 | 33352157 0.0075 0.0587 0.5315 1 4 0
HIF3A 19 19913.32 46800305 | 46846690 0.0075 0.0587 0.5316 3 9 0
MOCOS 18 18q12.2 33767480 | 33848684 0.0075 0.0586 0.5317 7 9 0
ID4 6 6p22.3 19837617 | 19840914 0.0075 0.0586 0.5317 8 0 0
INTS6 13 13g14.3 51935701 | 52027275 0.0075 0.0585 0.5317 2 6 0
MRPS24 7 7p13 43906157 | 43909145 0.0075 0.0585 0.5318 1 4 0
CRISPLD2 16 16g24.1 84853584 | 84943116 0.0075 0.0585 0.5318 3 9 0
ARHGEF7 13 13934 111767624[111958078 0.0075 0.0585 0.5319 13 2 2
PLEKHO1 1 1921.2 150121373|150136916 0.0075 0.0585 0.5319 15 1 0
ZFANDG6 15 15g25.1 80352021 | 80430712 0.0075 0.0585 0.5319 5 6 0
YY1 14 14932.2 100705102 100744804 0.0075 0.0584 0.5320 2 10 0
IL34 16 16g22.1 70680468 | 70694584 0.0075 0.0584 0.5320 6 7 0
GRIPAP1 23 23p11.23 48830134 | 48858675 0.0074 0.0584 0.5321 2 13 0
SMG5 1 1922 156219015 156252620 0.0074 0.0583 0.5322 15 0 0
C9orf46 9 9p24.1 5357973 | 5437878 0.0074 0.0583 0.5322 6 9 0
ERF 19 19g13.2 42751717 | 42759309 0.0074 0.0582 0.5323 3 7 0
MCM5 22 22q12.3 35796116 | 35820494 0.0074 0.0582 0.5323 1 8 0
RANGAP1 22 22013.2 41641615 | 41698963 0.0074 0.0582 0.5323 2 6 0
ENAH 1 1942.12 225674534 (225840845 0.0074 0.0582 0.5324 17 0 0
TOMMA40 19 19913.32 45394477 | 45406935 0.0074 0.0582 0.5324 3 6 0
EXOC4 7 7933 132937823| 133750511 0.0074 0.0581 0.5325 10 1 0
SEL1L 14 14g31.1 81937893 | 82000133 0.0074 0.0580 0.5327 1 10 0
NGLY1 3 3p24.2 25760436 | 25831530 0.0073 0.0577 0.5330 8 5 0
ITGAV 2 2032.1 187454790[187545627 0.0073 0.0577 0.5330 5 2 0
UBE2D2 5 5031.2 138940751139008016 0.0073 0.0577 0.5331 0 11 0
SIPA1L3 19 19913.13 38397868 | 38699009 0.0073 0.0577 0.5331 4 4 1
Clorfl14 1 1924.2 169364114169396700 0.0073 0.0576 0.5332 17 1 1
UBXN7 3 3929 196080371|196159345 0.0073 0.0576 0.5332 8 1 0
Clorfg85 1 1922 156248142 156265463 0.0073 0.0576 0.5332 15 0 0
RPL30 8 8g22.2 99053954 | 99059858 0.0073 0.0576 0.5332 18 0 1
KIAAQ586 14 14923.1 58894120 | 59015546 0.0073 0.0574 0.5334 2 9 0
SP1 12 12g13.13 53773979 | 53810221 0.0073 0.0574 0.5334 0 11 0
KIF3B 20 20q11.21 30865467 | 30922807 0.0073 0.0573 0.5336 1 3 0
ANKZF1 2 2935 220094479(220101391 0.0072 0.0573 0.5337 3 6 0
GREM1 15 15g13.3 33010205 | 33026866 0.0072 0.0573 0.5337 0 9 0
CGN 1 1921.3 151483862[ 151511165 0.0072 0.0573 0.5337 16 1 0
RAVER?2 1 1p31.3 65210778 | 65298912 0.0072 0.0571 0.5338 6 2 0
PSMB2 1 1p34.3 36035414 | 36107143 0.0072 0.0571 0.5339 0 6 0
MCC 5 5022.2 112357796 112824527 0.0072 0.0571 0.5339 0 13 0
Cl7orf47 17 17922 56618948 | 56621683 0.0072 0.0570 0.5341 6 4 0
NEIL3 4 4q34.3 178230991 178284092 0.0072 0.0570 0.5341 3 6 0
TMPO 12 12g23.1 98909405 | 98942897 0.0072 0.0570 0.5341 1 8 0
MAP4K5 14 14921.3-g22.1 | 50885249 [ 50999376 0.0072 0.0570 0.5342 5 7 0
CTBP2 10 10g926.13 126676418[126849624 0.0072 0.0569 0.5342 5 9 0
KDM2B 12 12924.31 121866902 122018889 0.0072 0.0569 0.5343 2 6 0
CLEC4A 12 12p13.31 8276226 | 8291203 0.0072 0.0569 0.5343 7 3 0
DPM1 20 20q13.13 49551412 | 49575087 0.0071 0.0569 0.5343 7 4 0
PARPG6 15 15923 72533523 | 72563628 0.0071 0.0568 0.5344 5 5 0
FBL 19 19g13.2 40325094 | 40337054 0.0071 0.0568 0.5345 3 7 0
THIL 20 20913.32 57556311 | 57570186 0.0071 0.0567 0.5345 9 5 0
PROK?2 3 3p13 71820806 | 71834357 0.0071 0.0567 0.5346 3 9 0
TRMT11 6 6022.32 126307576[126360418 0.0071 0.0566 0.5347 11 2 1
CBX3 7 7p15.2 26241099 | 26252976 0.0071 0.0565 0.5348 4 7 0
ZNF33A 10 10pl11.1 38299578 | 38353045 0.0071 0.0565 0.5348 7 1 0
TRIM38 6 6p22.2 25963275 | 25985348 0.0071 0.0565 0.5348 8 0 0
PLK4 4 4q28.2 128802045 128820350 0.0071 0.0564 0.5350 5 2 0
SCAMP1 5 5g14.1 77656339 | 77776562 0.0071 0.0563 0.5351 0 15 0
SNRNP48 6 6p24.3 7590432 | 7612200 0.0071 0.0563 0.5351 9 3 0
ARPC3 12 12924.11 110872707/110891802 0.0070 0.0563 0.5351 2 7 0
TMEM79 1 1922 156252739 156262234 0.0070 0.0563 0.5352 15 0 0
PICALM 11 11g14.2 85668486 | 85780144 0.0070 0.0561 0.5354 6 3 0
AC021649.18 3 3g26.1 160801671160823160 0.0070 0.0561 0.5354 16 0 1
RBM39 20 20q11.22 34291533 | 34330196 0.0070 0.0561 0.5354 0 6 0
CITED2 6 6924.1 139693396 139695785 0.0070 0.0560 0.5355 7 3 1
GIGYF2 2 2937.1 233562015 233725285 0.0070 0.0560 0.5356 1 10 0
IFRD1 7 7931.1 112063023|112116244 0.0070 0.0559 0.5357 9 2 1
C18orf22 18 18923 77794358 | 77806385 0.0070 0.0559 0.5357 6 10 0
ALDH5A1 6 6p22.3 24495197 | 24537435 0.0070 0.0559 0.5357 9 0 0
GOLGA5 14 14932.12 93260650 | 93306304 0.0070 0.0559 0.5357 3 10 0
CRBN 3 3p26.2 3191695 | 3221390 0.0070 0.0559 0.5358 6 7 1
N4BP2L1 13 13g13.1 32974861 | 33002315 0.0070 0.0559 0.5358 1 4 0
SMARCC?2 12 12q13.2 56555636 | 56583351 0.0070 0.0558 0.5359 1 7 0
DENND4A 15 15922.31 65952959 | 66084631 0.0069 0.0557 0.5360 2 5 0
KLHDC10 7 7932.2 129710349129773593 0.0069 0.0557 0.5361 9 0 0
IL21R 16 16pl12.1 27413723 | 27462115 0.0069 0.0557 0.5361 3 3 0
BCAT2 19 19913.33 49298322 | 49314301 0.0069 0.0557 0.5361 3 7 0
RSAD1 17 17921.33 48556190 | 48563336 0.0069 0.0557 0.5361 2 6 0
AGPAT3 21 21g22.3 45285116 | 45407475 0.0069 0.0557 0.5362 4 6 0
WDR60 7 7036.3 158649269 158749438 0.0069 0.0556 0.5363 13 3 0
FAM179B 14 14921.2 45431416 | 45543634 0.0069 0.0556 0.5363 3 5 0
PRUNE 1 1921.3 150980953 151008189 0.0069 0.0556 0.5363 16 1 0
BLZF1 1 1924.2 169337194|169365778 0.0069 0.0555 0.5364 17 1 1
HACL1 3 3p25.1 15602242 | 15643130 0.0069 0.0555 0.5364 8 3 0
ERP44 9 9g31.1 102741472[102861330 0.0069 0.0554 0.5365 2 7 0
TNPO3 7 7932.1 128594948 128695198 0.0069 0.0554 0.5366 9 0 0
ATP5G1 17 17921.32 46970148 | 46973230 0.0069 0.0553 0.5367 1 7 0
TBC1D1 4 4pl4 37892720 | 38140796 0.0069 0.0553 0.5367 1 13 0
AKT2 19 19g13.2 40736224 | 40791265 0.0068 0.0553 0.5367 3 7 0
DIS3L 15 15922.31 66585633 | 66626235 0.0068 0.0552 0.5369 4 6 0
TBC1D9 4 4g31.21 141541939(141677471 0.0068 0.0552 0.5369 4 6 0
DOLK 9 9g34.11 131707810(131710012 0.0068 0.0551 0.5370 3 7 0
CENPB 20 20p13 3764500 | 3767337 0.0068 0.0550 0.5371 2 8 0
TIMM9 14 14923.1 58875214 | 58894232 0.0068 0.0550 0.5371 2 9 0
RPL32P11 3 3p24.2 25790979 | 25791387 0.0068 0.0550 0.5372 8 5 0
FBXW4 10 10924.32 103370423 103455110 0.0068 0.0550 0.5372 0 9 0
PSMA2 7 7pl4.1 42948872 | 42971805 0.0068 0.0550 0.5372 3 9 0
EBNA1BP2 1 1p34.2 43629853 | 43637968 0.0068 0.0549 0.5373 3 3 0
SLC25A12 2 2q31.1 172640881[172750754 0.0068 0.0549 0.5374 7 3 0
PFDN2 1 1923.3 161070347|161087866 0.0068 0.0549 0.5374 19 0 2
KRTCAP3 2 2p23.3 27665263 | 27669346 0.0067 0.0548 0.5375 6 1 0
Clorf52 1 1p22.3 85715639 | 85725355 0.0067 0.0546 0.5378 3 7 0
C20o0rf111 20 20013.12 42825136 | 42839431 0.0067 0.0546 0.5378 3 9 0
SH3BP5L 1 1944 249104651 (249120832 0.0067 0.0546 0.5379 17 0 1
ANKRA2 5 5q13.2 72848163 | 72861498 0.0067 0.0545 0.5380 0 16 0
VCP 9 9p13.3 35056065 | 35072739 0.0067 0.0543 0.5382 5 9 0
CBFA2T2 20 20911.21-g11.22| 32077923 | 32237842 0.0067 0.0543 0.5383 0 3 0
NUP37 12 12g23.2 102467975|102512361 0.0067 0.0542 0.5383 0 8 0
ATPY9A 20 20qg13.2 50213053 | 50384908 0.0066 0.0542 0.5384 3 4 0
PIP5K2B 17 17912 36921944 | 36956158 0.0066 0.0542 0.5385 3 9 0
STYXL1 7 7q11.23 75625656 | 75677321 0.0066 0.0541 0.5386 2 2 0
DNTTIP2 1 1p22.1 94331839 | 94344743 0.0066 0.0540 0.5387 6 8 0
ZNF433 19 19p13.2 12125532 | 12146556 0.0066 0.0540 0.5388 3 4 0
SRRM1 1 1p36.11 24969594 | 24999771 0.0066 0.0538 0.5389 0 12 0
METTSD1 11 11p14.1 28129798 | 28355054 0.0066 0.0537 0.5391 6 1 0
KPNB1 17 17921.32 45727275 | 45761004 0.0066 0.0537 0.5391 1 6 0
HSD17B6 12 12g13.3 57157108 | 57181574 0.0066 0.0537 0.5391 1 7 0
C7orf42 7 7911.21 66386211 | 66423538 0.0065 0.0536 0.5392 3 4 1
RNF130 5 5035.3 179382505|179499113 0.0065 0.0535 0.5394 5 4 0
THBS3 1 1922 155165381155177690 0.0065 0.0535 0.5394 15 0 0
CCDC56 17 17921.31 40949653 | 40950719 0.0065 0.0534 0.5396 1 11 0
ZNF606 19 19913.43 58488449 | 58514714 0.0065 0.0533 0.5397 2 6 0
YLPM1 14 14924.3 75230069 | 75304012 0.0065 0.0532 0.5398 1 9 0
FABP5 8 8021.13 82192770 | 82197012 0.0065 0.0531 0.5399 12 1 2
RPL4 15 15g922.31 66791654 | 66797184 0.0065 0.0530 0.5400 4 6 0
MCAT 22 22q13.2 43528212 | 43539403 0.0064 0.0530 0.5400 2 6 0
WDR33 2 2g914.3 128461810(128568761 0.0064 0.0529 0.5402 4 8 0
BICD2 9 9g22.31 95473645 | 95527083 0.0064 0.0529 0.5403 3 8 0
HBSI1L 6 6923.3 135281525 135376036 0.0064 0.0529 0.5403 9 3 1
Cl6orf51 16 16p13.2 8889038 | 8891505 0.0064 0.0529 0.5403 1 5 0
ERI1 8 8p23.1 8860314 | 8890849 0.0064 0.0528 0.5405 2 13 0
SLC25A38 3 3p22.1 39424815 | 39438819 0.0064 0.0527 0.5405 3 5 0
GPATCH3 1 1p36.11 27216979 | 27226962 0.0064 0.0527 0.5405 0 10 0
GGA2 16 16p12.2 23475644 | 23521808 0.0064 0.0527 0.5406 0 4 0
XG 23 23p22.33 2670093 | 2734539 0.0064 0.0527 0.5406 4 13 0
AVL9 7 7p14.3 32535138 | 33078516 0.0064 0.0526 0.5408 2 8 0
ZNF121 19 19p13.2 9676292 | 9695209 0.0063 0.0525 0.5409 2 4 0
ORCAL 2 2022.3-023.1 |148691732]| 148779136 0.0063 0.0524 0.5410 5 7 0
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MITD1 2 2q11.2 99778410 | 99797513 0.0063 0.0524 0.5410 4 5 1
ACLY 17 17921.2 40023184 | 40075272 0.0063 0.0524 0.5410 2 11 0
ATXN7L1 7 7022.3 105245221[105517031 0.0063 0.0524 0.5411 8 3 0
ALMS1P 2 2pl3.1 73867998 | 73912703 0.0063 0.0523 0.5412 3 2 0
CRY1 12 12g923.3 107385145[107487598 0.0063 0.0523 0.5412 2 9 0
EIF4E2 2 2g37.1 233415357(233448354 0.0063 0.0522 0.5413 1 10 0
DMTF1 7 70921.12 86781677 | 86825648 0.0063 0.0522 0.5413 8 0 0
usSpP22 17 17p11.2 20902906 | 20946369 0.0063 0.0522 0.5414 0 12 0
GYG2 23 23p22.33 2746863 | 2800858 0.0063 0.0522 0.5414 4 13 0
ZNF704 8 8021.13 81550769 | 81787016 0.0063 0.0522 0.5414 12 1 2
CABC1 1 1942.13 227085237(227175246 0.0063 0.0521 0.5415 18 0 1
WDR74 11 11g12.3 62600384 | 62607133 0.0063 0.0521 0.5416 1 2 0
TXNDC9 2 2q11.2 99935489 | 99957165 0.0063 0.0520 0.5418 4 5 1
TRAPPC2 23 23p22.2 13730363 | 13752742 0.0062 0.0519 0.5418 5 10 0
AASDH 4 4912 57204459 | 57253655 0.0062 0.0519 0.5418 4 5 0
HIVEP1 6 6p24.1 12012571 | 12165232 0.0062 0.0519 0.5419 11 3 0
SS18L1 20 20913.33 60718822 | 60757563 0.0062 0.0518 0.5420 7 7 0
PRNP 20 20p13 4666797 [ 4690360 0.0062 0.0518 0.5420 2 8 0
SMYD4 17 17p13.3 1682832 | 1733175 0.0062 0.0518 0.5421 1 10 0
MPV17L 16 16p13.11 15489611 | 15503543 0.0062 0.0517 0.5421 4 2 0
CAPN7 3 3p25.1 15247659 | 15294422 0.0062 0.0517 0.5422 6 3 0
ZNF316 7 7p22.1 6676953 | 6694242 0.0062 0.0517 0.5422 3 1 0
EIF3G 19 19p13.2 10225690 | 10230599 0.0062 0.0517 0.5422 2 4 0
SLC12A4 16 16g22.1 67978230 | 68002525 0.0062 0.0516 0.5424 6 7 0
ZCCHCY 9 9p13.2 37120469 | 37361947 0.0062 0.0516 0.5424 6 9 0
PUF60 8 8g24.3 144898549(144911537 0.0062 0.0516 0.5424 14 1 0
GFM1 3 3025.32 158362317[158410361 0.0062 0.0516 0.5425 15 0 1
TATDN2 3 3p25.3 10290372 | 10334334 0.0062 0.0516 0.5425 6 2 0
C200rf54 20 20p13 740725 749228 0.0062 0.0516 0.5425 4 6 1
POLQ 3 3g13.33 121150274[121265488 0.0062 0.0515 0.5426 5 4 0
DIP2A 21 21922.3 47878812 | 47989621 0.0061 0.0514 0.5427 5 7 0
UGT3Al 5 5p13.2 35953210 | 35991499 0.0061 0.0513 0.5428 8 4 0
ASNS 7 7921.3 97481443 | 97501854 0.0061 0.0513 0.5429 3 2 0
RABGA 11 11g13.4 73386694 | 73472201 0.0061 0.0513 0.5429 3 2 0
PACSIN3 11 11p11.2 47199083 | 47207958 0.0061 0.0513 0.5430 3 2 0
FNDC5 1 1p35.1 33327869 | 33336347 0.0061 0.0513 0.5430 2 8 0
CREB3 9 9p13.3 35732317 | 35737004 0.0061 0.0512 0.5431 5 9 0
LMAN2L 2 2q11.2 97371669 | 97405813 0.0061 0.0512 0.5431 7 3 1
CPSF4 7 7022.1 99036563 | 99054994 0.0061 0.0510 0.5434 4 1 0
OMA1 1 1p32.2-p32.1 | 58933599 | 59012474 0.0061 0.0510 0.5434 7 5 0
ZNF277 7 7931.1 111846643[111983980 0.0061 0.0510 0.5434 9 2 1
TMEM438 1 1p32.3 54233392 | 54304175 0.0061 0.0510 0.5435 7 6 0
SMCR7L 22 22013.1 39896105 | 39914133 0.0061 0.0509 0.5435 2 6 0
ZNF512B 20 20g13.33 62588055 | 62680113 0.0060 0.0509 0.5435 8 6 0
PRSS16 6 6p22.1 27215508 | 27224348 0.0060 0.0509 0.5436 7 0 0
DONSON 21 21g22.11 34931848 | 35288158 0.0060 0.0509 0.5436 5 6 0
DDX23 12 12913.12 49223540 | 49245957 0.0060 0.0509 0.5437 0 7 0
HOXAG6 7 7p15.2 27185116 | 27187368 0.0060 0.0509 0.5437 4 7 0
SH3YL1 2 2p25.3 218149 264824 0.0060 0.0509 0.5437 9 3 0
PPIB 15 15022.31 64448017 | 64455354 0.0060 0.0508 0.5438 2 6 0
NAF1 4 4q32.2 164047860 164088073 0.0060 0.0508 0.5438 2 5 1
APOL1 22 22¢12.3 36649117 | 36663576 0.0060 0.0508 0.5439 3 8 0
ZFAND1 8 8021.13 82613958 | 82633530 0.0060 0.0508 0.5439 12 1 2
DNAJA4 15 15025.1 78556487 | 78574534 0.0060 0.0508 0.5439 5 6 0
CDC37L1 9 9p24.1 4679559 [ 4707634 0.0060 0.0507 0.5441 6 9 0
REM2 14 14911.2 23352432 | 23356889 0.0060 0.0507 0.5441 3 4 0
JAZF1 7 7p15.2-p15.1 | 27870192 | 28220437 0.0060 0.0506 0.5442 4 6 0
CTNNBL1 20 20g11.23 36322434 | 36500531 0.0060 0.0506 0.5442 1 8 0
IBTK 6 6q14.1 82879703 | 82957471 0.0060 0.0505 0.5443 7 2 0
PHGDH 1 1pl2 120254419[120286848 0.0060 0.0505 0.5444 10 4 0
FUK 16 16g922.1 70488498 | 70514176 0.0059 0.0504 0.5445 6 7 0
GNB5 15 15021.2 52413123 | 52483565 0.0059 0.0504 0.5445 1 6 0
TEX2 17 17q923.3 62224796 | 62340653 0.0059 0.0504 0.5446 6 2 0
MAPKAP1 9 90933.3 128199673[128469513 0.0059 0.0504 0.5446 1 7 0
MTMR12 5 5p13.3 32227111 | 32313114 0.0059 0.0504 0.5446 8 4 0
CCDC24 1 1p34.1 44457280 | 44462196 0.0059 0.0502 0.5448 3 3 0
ZNF574 19 19q13.2 42572864 | 42585717 0.0059 0.0501 0.5449 4 7 0
AC114273.2 19 19p13.12 16144564 | 16152945 0.0059 0.0501 0.5450 3 2 0
CENPM 22 22013.2 42334741 | 42343148 0.0059 0.0501 0.5450 2 6 0
ZNF729 19 19p12 22486433 | 22499951 0.0059 0.0501 0.5451 6 4 0
Cl7orf75 17 17911.2 30658392 | 30669189 0.0059 0.0499 0.5453 0 7 0
PIGL 17 17p11.2 16120509 | 16229561 0.0058 0.0498 0.5454 0 13 0
CDS1 4 4921.23 85504057 | 85572492 0.0058 0.0498 0.5455 3 4 0
FOXP4 6 6p21.1 41514164 | 41570121 0.0058 0.0497 0.5456 13 2 0
PAWR 12 12g921.2 79985747 | 80084790 0.0058 0.0497 0.5457 2 7 0
ARID4B 1 1g42.3 235330210] 235491532 0.0058 0.0495 0.5458 19 1 1
C5 9 9933.2 123714616[123837452 0.0058 0.0495 0.5459 3 7 0
PDLIM1 10 10923.33-g24.1 | 96997334 [ 97050781 0.0058 0.0493 0.5461 1 11 0
ANAPC13 3 3q22.2 134196547[134204863 0.0058 0.0493 0.5462 14 0 0
PIK3C2A 11 11p15.1 17108129 [ 17191354 0.0058 0.0492 0.5463 6 4 0
NAP1L1 12 12g21.2 76438682 | 76478738 0.0057 0.0492 0.5463 0 6 0
ADRA1D 20 20p13 4201278 | 4229659 0.0057 0.0491 0.5464 2 8 0
FOLH1 11 11p11.12 49168188 | 49230222 0.0057 0.0491 0.5464 8 3 0
STARD3NL 7 7pl4.1 38217851 | 38270235 0.0057 0.0491 0.5465 3 9 0
SDC2 8 8g22.1 97505882 | 97624037 0.0057 0.0491 0.5465 18 0 2
HACE1 6 6916.3 105175968[105308174 0.0057 0.0491 0.5465 8 3 0
ATAD3B 1 1p36.33 1407143 | 1431581 0.0057 0.0491 0.5465 2 8 0
SuUB1 5 5p13.3 32585605 | 32604185 0.0057 0.0491 0.5466 9 4 0
CCDC34 11 11pi4.1 27360061 | 27384852 0.0057 0.0490 0.5466 5 2 0
STK25 2 2q37.3 2424344341242449145 0.0057 0.0490 0.5467 4 7 0
LSM1 8 8p11.23 38020861 | 38034026 0.0057 0.0489 0.5468 5 4 0
DSCR3 21 21922.13 38595728 | 38640262 0.0057 0.0488 0.5470 5 4 0
PGLS 19 19p13.11 17622432 | 17632095 0.0057 0.0488 0.5470 3 4 0
SSB 2 2q31.1 170648443[170668574 0.0057 0.0488 0.5470 6 4 0
CANX 5 5¢35.3 179125503[179158637 0.0057 0.0488 0.5471 5 4 0
ZC3H13 13 139g14.13 46528600 | 46626894 0.0057 0.0488 0.5471 2 7 0
VEZF1 17 17922 56048910 | 56065615 0.0057 0.0488 0.5471 6 6 0
ASCC3 6 6916.3 100956070{101329240 0.0057 0.0488 0.5471 7 5 0
RUVBL2 19 19913.33 49497156 | 49519182 0.0056 0.0487 0.5473 3 7 0
TRIP11 14 14932.12 92435462 | 92506817 0.0056 0.0487 0.5473 2 9 0
ARL2BP 16 16913 57279038 | 57287545 0.0056 0.0486 0.5475 3 9 0
KIAA1033 12 12g23.3 105501492[105562904 0.0056 0.0485 0.5475 1 9 0
ZNF142 2 2q35 219502639(219524378 0.0056 0.0485 0.5476 2 7 0
YWHAB 20 20913.12 43514344 | 43537160 0.0056 0.0485 0.5476 4 8 0
LARP7 4 4925 113558120(113578741 0.0056 0.0485 0.5476 2 4 0
Cllorf59 11 11g13.4 71808339 | 71814322 0.0056 0.0485 0.5477 4 4 0
Cl4orfl0 14 14913.2 35554704 | 35591637 0.0056 0.0484 0.5478 2 4 0
LPP 3 30927.3-g28  [187871072[188597441 0.0056 0.0483 0.5479 10 2 0
C18orf2 18 18p11.32 1269177 | 1359630 0.0056 0.0483 0.5479 8 4 0
PRPF6 20 20913.33 62612431 | 62664449 0.0056 0.0483 0.5480 8 6 0
PHB 17 17921.33 47481420 | 47492242 0.0056 0.0482 0.5481 1 7 0
Cl7orf42 17 17qg11.2 29226001 | 29233286 0.0056 0.0482 0.5481 0 6 0
METAP2 12 12g922 95867822 | 95909615 0.0056 0.0482 0.5481 1 5 0
C130rf18 13 13914.13 46916139 | 47012325 0.0055 0.0482 0.5482 2 7 0
SLC41A3 3 30921.2-q21.3 [125725200( 125803134 0.0055 0.0482 0.5482 3 4 0
MTMR11 1 1921.2 149900544[149910252 0.0055 0.0482 0.5482 15 1 0
TK1 17 17925.3 76170161 | 76183285 0.0055 0.0480 0.5485 9 4 0
MZF1 19 19913.43 59073285 | 59084942 0.0055 0.0479 0.5485 2 5 0
CEP72 5 5p15.33 612405 653664 0.0055 0.0478 0.5487 10 4 0
QTRT1 19 19p13.2 10812112 | 10824040 0.0055 0.0478 0.5487 2 4 0
FBXL2 3 3p22.3 33318934 | 33428125 0.0055 0.0478 0.5487 6 5 0
AP003117.2 8 8g22.1 97657499 | 98155718 0.0055 0.0478 0.5488 18 0 2
AC092329.3-1 19 19p12 23442763 | 23445436 0.0055 0.0478 0.5488 6 4 0
PSENEN 19 19g13.12 36236494 | 36237903 0.0055 0.0478 0.5489 5 1 0
SLC38A7 16 16921 58700298 | 58718674 0.0055 0.0477 0.5490 4 9 0
RASGRF2 5 5q14.1 80256558 | 80521942 0.0055 0.0477 0.5490 0 15 0
MTPAP 10 10p11.23 30598730 | 30663315 0.0055 0.0477 0.5490 12 2 0
KPTN 19 19913.32 47978400 | 47987521 0.0055 0.0476 0.5491 3 9 0
RNASEH1 2 2p25.3 3579403 | 3605940 0.0055 0.0476 0.5491 7 2 0
PGS1 17 17925.3 76374735 | 76420635 0.0054 0.0476 0.5492 11 4 0
RBBP8 18 18q11.2 20513295 | 20606449 0.0054 0.0476 0.5492 8 3 1
SIX2 2 2p21 45232325 | 45236542 0.0054 0.0476 0.5493 5 4 0
ASCC?2 22 22012.2 30184603 | 30234265 0.0054 0.0475 0.5494 2 7 0
ARMCS8 3 3922.3 137906148[138016219 0.0054 0.0475 0.5495 9 0 0
C100rf104 10 10g22.1 73975806 | 73995616 0.0054 0.0474 0.5497 3 4 0
MMP2 16 16912.2 55513081 | 55540584 0.0054 0.0471 0.5500 3 13 0
EIF3S9 7 7p22.3 2393721 | 2420375 0.0053 0.0470 0.5502 4 6 0
Cl40rf138 14 14921.3 50575350 | 50583297 0.0053 0.0469 0.5503 5 7 0
LANCL1 2 2q34 211295973[211342376 0.0053 0.0468 0.5505 2 3 0
SAP18 13 13g12.11 21714653 | 21723223 0.0053 0.0468 0.5505 2 2 0
PRPF38A 1 1p32.3 52870219 | 52883991 0.0053 0.0468 0.5505 7 6 0
ATF6 1 1923.3 161736084 (161928852 0.0053 0.0468 0.5505 19 0 2
NAGPA 16 16p13.3 5074847 | 5083936 0.0053 0.0468 0.5505 1 2 0
ZNF35 3 3p21.31 44690233 | 44702283 0.0053 0.0468 0.5506 1 9 0
NEDD4L 18 18g21.31 55711619 | 56068772 0.0053 0.0467 0.5507 2 9 0
XKR8 1 1p35.3 28285973 | 28294604 0.0053 0.0467 0.5507 0 9 0
THAP3 1 1p36.31 6684926 | 6695632 0.0053 0.0466 0.5509 2 12 0
C18orf19 18 18p11.21 13663346 | 13726591 0.0053 0.0466 0.5509 6 2 0
CDC37 19 19p13.2 10501809 | 10514271 0.0053 0.0466 0.5510 2 4 0
ZIC1 3 3924 147127181[147134506 0.0053 0.0465 0.5510 16 1 0
AZI1 17 17925.3 79163393 | 79196751 0.0053 0.0465 0.5510 10 5 0
BTG2 1 1g32.1 203274664]203278725 0.0053 0.0465 0.5511 14 1 0
PPA2 4 4924 106290235[106395227 0.0052 0.0465 0.5511 2 4 0
KIAA1467 12 12p13.1 13197218 | 13236381 0.0052 0.0465 0.5511 7 5 0
C120rf76 12 12924.11 110478983[ 110505500 0.0052 0.0464 0.5513 2 7 0
SSBP2 5 5014.1 80715672 | 81047072 0.0052 0.0464 0.5514 0 15 0
PARP1 1 1942.12 226548393 226595801 0.0052 0.0464 0.5514 18 0 1
AK3 9 9p24.1 4711158 | 4742043 0.0052 0.0464 0.5514 6 9 0
COPS7A 12 12p13.31 6833212 | 6841026 0.0052 0.0463 0.5515 12 3 0
SETD2 3 3p21.31 47057900 | 47205467 0.0052 0.0463 0.5515 0 9 0
ICK 6 6p12.2-p12.1 | 52866109 [ 52926600 0.0052 0.0461 0.5518 11 1 0
RRP15 1 1g4l 218458629|218511321 0.0052 0.0461 0.5518 17 1 1
HTR1D 1 1p36.12 23516993 | 23521222 0.0051 0.0458 0.5522 1 12 0
C5o0rf34 5 5pl12 43486810 | 43515187 0.0051 0.0458 0.5522 5 4 0
SF3AlL 22 22012.2 30727979 | 30752913 0.0051 0.0458 0.5523 2 7 0
RSF1 11 11g14.1 77377275 | 77531880 0.0051 0.0457 0.5524 5 2 0
SIGLEC14 19 19913.41 52114781 | 52150151 0.0051 0.0457 0.5524 3 5 0
USP46 4 4912 53457131 | 53525502 0.0051 0.0457 0.5525 3 7 0
ATPG6VIC1 8 8q22.3 104033248 104085285 0.0051 0.0454 0.5528 19 0 2
EPB41L4B 9 9g31.3 111934254[112083021 0.0051 0.0453 0.5531 1 10 0
BMS1 10 10g11.21 43277954 | 43330385 0.0050 0.0452 0.5532 10 0 1
DHX38 16 16922.2 72127615 | 72146810 0.0050 0.0452 0.5532 2 7 0
Cl4orfl79 14 14924.3 76452096 | 76550092 0.0050 0.0451 0.5533 1 10 0
OSGEPL1 2 2q32.2 190611386{190627924 0.0050 0.0451 0.5533 6 2 0
ARSB 5 5q14.1 78073039 | 78282357 0.0050 0.0451 0.5534 0 15 0
MXI11 10 10925.2 111967363[112047123 0.0050 0.0451 0.5534 4 8 1
KIAA0907 1 1922 155882836 155904188 0.0050 0.0450 0.5535 15 0 0
KCTD1 18 18911.2 24034877 | 24209206 0.0050 0.0450 0.5535 10 2 0
LONRF1 8 8p23.1 12579406 | 12612992 0.0050 0.0450 0.5535 0 12 0
TPD52L.2 20 20g13.33 62489087 | 62522888 0.0050 0.0450 0.5536 8 6 0
DNAJC11 1 1p36.31 6694228 | 6761966 0.0050 0.0450 0.5536 2 12 0
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RPL6P27 12 12924.13 112842997[112847443 0.0050 0.0450 0.5537 2 7 0
RALA 7 7pl4.l 39663162 | 39747715 0.0050 0.0450 0.5537 3 9 0
DUSP14 17 17912 35849937 | 35873603 0.0050 0.0450 0.5537 3 9 0
LMBRD1 6 6013 70385698 | 70506888 0.0050 0.0449 0.5539 5 1 0
NR2C2 3 3p25.1 14989091 [ 15095107 0.0050 0.0449 0.5539 6 3 0
RTCD1 1 1p21.2 100731714[100758323 0.0050 0.0449 0.5539 4 9 0
DNMT3A 2 2p23.3 25455846 | 25565459 0.0050 0.0448 0.5540 6 1 0
NACC1 19 19p13.2 13229109 [ 13251955 0.0049 0.0446 0.5543 5 4 1
MYST1 16 16p11.2 31128987 | 31142705 0.0049 0.0446 0.5543 3 1 0
NARG2 15 15g22.2 60711808 | 60771344 0.0049 0.0446 0.5543 2 6 0
BAX 19 19913.33 49458117 | 49465052 0.0049 0.0446 0.5543 3 7 0
ZDHHC16 10 10g24.1 99205930 | 99217124 0.0049 0.0446 0.5544 1 9 0
ANAPC10P 4 4q931.21 145916315[146019368 0.0049 0.0446 0.5544 4 6 0
MTMR4 17 17922 56566893 | 56595251 0.0049 0.0444 0.5547 6 4 0
AAMP 2 2q35 219128852(219134901 0.0049 0.0442 0.5550 2 7 0
RND3 2 2023.3 151324709[151395525 0.0049 0.0442 0.5551 3 6 0
LIMD1 3 3p21.31 45635816 | 45722755 0.0049 0.0442 0.5551 1 8 0
NWD1 19 19p13.11 16830787 | 16928773 0.0049 0.0442 0.5551 3 2 0
FAM119A 2 2033.3 208445355 208490651 0.0049 0.0441 0.5552 2 3 0
ZCCHC6 9 9921.33 88902648 | 88969369 0.0049 0.0440 0.5553 4 6 0
PRLR 5 5p13.2 35048864 | 35230794 0.0048 0.0440 0.5554 8 4 0
MRPS15 1 1p34.3 36921362 | 36930040 0.0048 0.0439 0.5555 2 6 0
CSNK2A2 16 16921 58191819 | 58231782 0.0048 0.0439 0.5556 2 10 0
ZNF407 18 18g22.3 72342919 | 72777628 0.0048 0.0439 0.5556 5 9 0
ENPP4 6 6p21.1 46097701 | 46114435 0.0048 0.0439 0.5557 11 1 0
RPS3AP47 4 4q931.3 152020754[152025802 0.0048 0.0438 0.5558 1 8 0
Cl70rf37 17 17912 37885411 | 37886788 0.0048 0.0437 0.5559 3 9 0
FAM120A0S 9 9g22.31 96208776 | 96215874 0.0048 0.0437 0.5559 3 8 0
RAD21 8 8g24.11 117858174[117887105 0.0048 0.0437 0.5560 17 0 2
HMGN4 6 6p22.2 26538572 | 26547160 0.0048 0.0436 0.5561 8 0 0
RNF141 11 11p15.4 10533225 | 10562774 0.0048 0.0436 0.5561 4 6 0
CIRH1A 16 16g22.1 69166499 | 69202936 0.0048 0.0435 0.5563 6 7 0
MPZL2 11 11923.3 118124137[118135009 0.0047 0.0434 0.5565 5 4 0
GRK5 10 10g926.11 120967101[121215128 0.0047 0.0434 0.5565 3 7 0
GGCT 7 7pl4.3 30536237 | 30544452 0.0047 0.0433 0.5566 3 7 0
PRLHR 10 10g926.11 120352916(120355160 0.0047 0.0433 0.5566 3 8 0
MRPL55 1 1942.13 228294380( 228297013 0.0047 0.0433 0.5567 18 0 0
SUGT1 13 13914.3 53226831 | 53262433 0.0047 0.0432 0.5568 3 5 0
CCDC18 1 1p22.1 93645920 | 93744287 0.0047 0.0431 0.5570 5 8 0
CHCHDA4 3 3p25.1 14153578 | 14166371 0.0047 0.0431 0.5570 7 3 0
RPL22L1 3 3026.2 170582667 (170588045 0.0047 0.0430 0.5571 16 0 1
SIAH1 16 16012.1 48394442 | 48419229 0.0047 0.0430 0.5572 1 11 0
C190rf53 19 19p13.2 13885257 | 13889582 0.0047 0.0430 0.5572 5 3 0
TMEM5 12 12914.2 64173664 | 64203300 0.0047 0.0430 0.5572 4 9 0
AMDHD1 12 12g23.1 96337071 | 96362369 0.0047 0.0430 0.5573 1 5 0
MEDS8 1 1p34.2 43849589 | 43855483 0.0047 0.0429 0.5573 3 3 0
URM1 9 9g34.11 131133598[131153015 0.0047 0.0429 0.5573 3 7 0
FTO 16 16912.2 53737875 | 54148381 0.0047 0.0429 0.5574 2 13 0
TKT 3 3p21.1 53258724 | 53290068 0.0047 0.0429 0.5575 0 11 0
GSTCD 4 4924 106629941[106768881 0.0046 0.0429 0.5575 2 4 0
LSM14B 20 20913.33 60697517 | 60710434 0.0046 0.0428 0.5576 7 7 0
TNKS 8 8p23.1 9413445 | 9639856 0.0046 0.0428 0.5576 2 13 0
RELT 11 11913.4 73087405 | 73108518 0.0046 0.0428 0.5576 3 3 0
BYSL 6 6p21.1 41888965 | 41900784 0.0046 0.0428 0.5577 11 1 0
STRA13 17 17q925.3 79976580 | 79980773 0.0046 0.0427 0.5578 10 4 0
MAPRE1 20 20g11.21 31407699 | 31438210 0.0046 0.0427 0.5578 3 3 0
ZNF696 8 8q24.3 144373559(144382122 0.0046 0.0427 0.5578 14 1 0
CRLS1 20 20p12.3 5986739 | 6020695 0.0046 0.0426 0.5581 3 8 0
ZNF14 19 19p13.11 19821282 | 19843921 0.0046 0.0426 0.5581 6 3 0
FGFBP3 10 10g23.32 93666345 | 93669258 0.0046 0.0425 0.5582 3 9 0
SLC38A5 23 23p11.23 48316922 | 48328644 0.0046 0.0425 0.5582 2 13 0
CISD2 4 4924 103790135[103809913 0.0046 0.0425 0.5584 2 4 0
PREP 6 6021 105725506 105850969 0.0046 0.0425 0.5584 8 3 0
DHRS7 14 14923.1 60611502 | 60632211 0.0046 0.0424 0.5584 2 9 0
LIG3 17 17912 33307538 | 33332088 0.0046 0.0424 0.5585 2 11 0
CCDC21 1 1p36.11 26560693 | 26605298 0.0046 0.0423 0.5586 0 11 0
ECSIT 19 19p13.2 11616745 | 11639987 0.0045 0.0422 0.5588 2 4 0
FAM120A 9 9g22.31 96214002 | 96328397 0.0045 0.0422 0.5588 3 8 0
MAP3K2 2 2914.3 128056306(128146041 0.0045 0.0422 0.5588 4 8 0
TLR7 23 23p22.2 12885202 [ 12908480 0.0045 0.0422 0.5589 5 10 0
TPM4 19 19p13.12 16178317 | 16213813 0.0045 0.0421 0.5590 3 2 0
QKI 6 6926 163835675 163994896 0.0045 0.0421 0.5591 1 9 0
TP53BP1 15 15q15.3 43699412 | 43802698 0.0045 0.0421 0.5591 0 10 0
ARFGAP3 22 22¢13.2 43192532 | 43411151 0.0045 0.0419 0.5593 2 6 0
FBXW9 19 19p13.2 12799730 | 12807455 0.0045 0.0418 0.5595 4 4 0
C200rf108 20 20913.2 54933983 | 54943709 0.0045 0.0418 0.5595 4 7 0
NECAP1 12 12p13.31 8234807 | 8250373 0.0045 0.0418 0.5596 8 4 0
WTAP 6 6025.3 160148152[160177349 0.0045 0.0418 0.5596 2 6 0
AURKB 17 17p13.1 8108057 | 8113900 0.0044 0.0416 0.5600 0 13 0
APH1A 1 1921.2 150237799[150241532 0.0044 0.0414 0.5602 15 1 0
HSD17B1 17 17921.2 40701232 | 40707224 0.0044 0.0414 0.5602 1 11 0
TRMT6 20 20p12.3 5918486 | 5931182 0.0044 0.0414 0.5602 3 7 0
PROSC 8 8p11.23 37620101 | 37637285 0.0044 0.0414 0.5602 2 5 0
SIT1 9 9p13.3 35649300 | 35650947 0.0044 0.0414 0.5603 5 9 0
ARHGEF10 8 8p23.3 1772142 | 1906799 0.0044 0.0413 0.5604 2 12 0
KIAAQ776 6 6q16.1 96969702 | 97003149 0.0044 0.0412 0.5607 8 5 0
GALK2 15 15921.1-921.2 | 49447976 | 49622002 0.0044 0.0412 0.5607 1 7 0
PCMT1 6 6025.1 150070580 150132556 0.0044 0.0412 0.5608 3 8 0
Cé6orf203 6 6021 107349407[107372544 0.0044 0.0411 0.5608 7 3 0
GSTA4 6 6p12.2 52842747 | 52860178 0.0044 0.0411 0.5608 11 1 0
JDP2 14 14924.3 75894509 | 75939402 0.0044 0.0411 0.5609 1 11 0
AC048382.3 15 15g25.2 85070012 | 85114335 0.0043 0.0411 0.5609 5 6 0
UBXD2 2 2021.3 136499189[136542633 0.0043 0.0411 0.5610 4 9 0
CEACAM7 19 19913.2 42177233 | 42192199 0.0043 0.0411 0.5610 5 7 0
TXNDC12 1 1p32.3 52485806 | 52521047 0.0043 0.0410 0.5611 6 6 0
SMYD2 1 1932.3-g41  [214454536]214510479 0.0043 0.0410 0.5611 16 2 1
JARID1B 1 1932.1 202696533 202778563 0.0043 0.0410 0.5611 14 1 0
STRBP 9 9q33.3 125886987 126030897 0.0043 0.0409 0.5613 1 8 0
MLL 11 11923.3 118307205[118395936 0.0043 0.0409 0.5613 6 3 0
CDKN1B 12 12p13.1 12870302 | 12875305 0.0043 0.0407 0.5616 7 5 0
RIPK1 6 6p25.2 3068741 | 3115421 0.0043 0.0407 0.5616 13 3 0
PRDX6 1 1g25.1 173446486[173457946 0.0043 0.0406 0.5618 16 1 0
PHIP 6 6q14.1 79644136 | 79788011 0.0043 0.0406 0.5618 7 1 0
ANKRD27 19 19g13.11 33087907 | 33166102 0.0043 0.0406 0.5619 2 2 0
C3orf55 3 3025.32 157261159[157319022 0.0043 0.0406 0.5619 13 0 1
uQcCcC 20 20911.22 33890369 | 33999834 0.0043 0.0406 0.5619 0 6 0
RQCD1 2 2935 219433303[219459619 0.0043 0.0406 0.5619 2 7 0
NEK1 4 4933 170314429[170533732 0.0043 0.0405 0.5620 2 6 1
DFFB 1 1p36.32 3773845 | 3801993 0.0043 0.0405 0.5620 3 13 0
AL441883.11 6 6p23 13615728 | 13621126 0.0043 0.0405 0.5620 13 2 0
HSPBP1 19 19q13.42 55773592 | 55791751 0.0042 0.0405 0.5622 3 6 0
MPZL1 1 1924.2 167691208[ 167760058 0.0042 0.0404 0.5623 15 1 0
JAGN1 3 3p25.3 9932271 | 9936033 0.0042 0.0404 0.5623 7 2 0
PPP2R5E 14 14g23.2 63841355 | 64010079 0.0042 0.0403 0.5625 1 9 0
CSNK1D 17 17925.3 80202246 | 80231573 0.0042 0.0403 0.5625 10 4 0
ABCE1 4 4g31.21 146019156|146050676 0.0042 0.0403 0.5626 4 6 0
C170rf80 17 17925.1 71228776 | 71245091 0.0042 0.0403 0.5626 9 3 0
Cl6orf48 16 16g22.1 67696852 | 67700628 0.0042 0.0403 0.5626 6 7 0
ACTRS8 3 3p21.1 53901155 | 53916187 0.0042 0.0403 0.5626 0 12 0
UBE2MP1 19 19913.43 59067080 | 59070343 0.0042 0.0403 0.5627 2 5 0
RAP2A 13 13g32.1 98086475 | 98120252 0.0042 0.0402 0.5628 9 4 1
PCBD1 10 10g22.1 72643267 | 72648541 0.0042 0.0402 0.5629 9 4 2
ZNF577 19 19913.41 52359063 | 52394203 0.0042 0.0401 0.5629 3 5 0
IRX3 16 16qg12.2 54317212 | 54320378 0.0042 0.0401 0.5629 3 13 0
IDI1 10 10p15.3 1085966 | 1095061 0.0042 0.0401 0.5629 13 0 0
PIH1D2 11 11g23.1 111934737[111944895 0.0042 0.0401 0.5630 5 2 0
PPP1R3B 8 8p23.1 8993776 | 9008220 0.0042 0.0401 0.5631 2 13 0
GYG1 3 3924 148709239(148745391 0.0042 0.0401 0.5631 15 1 0
SCP2 1 1p32.3 53392948 | 53517282 0.0042 0.0400 0.5632 6 7 0
HNRPAO 5 5q31.2 137087075[ 137090039 0.0041 0.0399 0.5634 2 13 0
POLR3D 8 8p21.3 22102619 | 22108679 0.0041 0.0399 0.5634 0 12 0
VPS8 3 3q927.2 184529925[184770402 0.0041 0.0399 0.5634 12 1 0
AC116447.10 18 18q12.2 32870236 | 32890729 0.0041 0.0398 0.5636 9 7 0
N4BP1 16 16012.1 48572639 | 48644120 0.0041 0.0397 0.5637 1 12 0
PPOX 1 1923.3 161136181[161146872 0.0041 0.0396 0.5639 19 0 2
ZNF761 19 19913.42 53935227 | 53961515 0.0041 0.0396 0.5639 3 5 0
C140rf126 14 14912 31915245 | 31926680 0.0041 0.0395 0.5641 4 4 0
GNL2 1 1p34.3 38032430 | 38061522 0.0041 0.0395 0.5641 1 7 0
RDX 11 11922.3 110066286(110167437 0.0041 0.0395 0.5641 5 3 0
ATXN2 12 12924.12 111890018[112037480 0.0041 0.0395 0.5641 2 7 0
BAHD1 15 15q15.1 40733411 | 40760441 0.0041 0.0395 0.5641 0 10 0
CSE1L 20 20g13.13 47662838 | 47713484 0.0041 0.0394 0.5643 6 4 0
PCTK3 1 1932.1 205473723[ 205501921 0.0041 0.0394 0.5644 16 1 0
SHB 9 9p13.2 37915895 | 38069210 0.0041 0.0394 0.5644 7 9 0
SYPL1 7 70922.3 105730958 105753057 0.0041 0.0394 0.5644 9 2 0
KCTD10 12 12924.11 109886460( 109915155 0.0040 0.0392 0.5647 4 7 0
IWS1 2 2g14.3 128193783[128284462 0.0040 0.0391 0.5648 4 8 0
AGTPBP1 9 9921.33 88161455 | 88356944 0.0040 0.0391 0.5648 4 5 0
MGST2 4 4931.1 140586922 140625407 0.0040 0.0390 0.5650 5 6 0
FAM83H 8 8024.3 144806103[144815914 0.0040 0.0389 0.5651 14 1 0
SDF2 17 17911.2 26975607 | 26988933 0.0040 0.0389 0.5651 1 9 0
PUS1 12 12924.33 132413789[132428402 0.0040 0.0389 0.5652 2 6 0
ZNF675 19 19p12 23835708 | 23870017 0.0040 0.0389 0.5652 6 3 0
PMPCB 7 7q922.1 102937873[ 102969958 0.0040 0.0387 0.5655 7 4 0
TTLLA 2 2q35 219575568(219620139 0.0040 0.0386 0.5658 2 6 0
PALM 19 19p13.3 708953 748328 0.0039 0.0384 0.5660 2 6 0
INTS8 8 8g22.1 95835534 | 95892720 0.0039 0.0384 0.5660 14 0 2
SHC1 1 1921.3 154934774[154946959 0.0039 0.0384 0.5661 18 0 1
RLBP1 15 15g26.1 89753098 | 89764922 0.0039 0.0384 0.5661 7 4 0
HCCS 23 23p22.2 11129415 [ 11141201 0.0039 0.0384 0.5661 4 11 0
CDC91L1 20 20011.22 33148346 | 33265089 0.0039 0.0384 0.5661 0 5 0
DHCR24 1 1p32.3 55314138 | 55352921 0.0039 0.0384 0.5662 6 7 0
ZNF431 19 19p12 21324840 | 21368805 0.0039 0.0384 0.5662 6 3 0
OSBPL2 20 20g13.33 60813580 | 60871269 0.0039 0.0384 0.5662 7 7 0
TTF1 9 9g34.13 135250935[135282221 0.0039 0.0384 0.5662 2 10 0
CXorf36 23 23p11.3 45007619 | 45060146 0.0039 0.0384 0.5663 1 13 0
TRUB2 9 9g34.11 131071403[131084697 0.0039 0.0383 0.5664 3 7 0
ARLG6IPS 3 3pl4.1 69134090 | 69155237 0.0039 0.0383 0.5665 2 8 0
IER3IP1 18 18g21.1 44681415 | 44702745 0.0039 0.0383 0.5665 6 7 0
ZNF204 6 6p22.1 27325604 | 27339304 0.0039 0.0383 0.5665 8 0 0
MAGEF1 3 3g927.1 184428156(184429836 0.0039 0.0382 0.5666 12 1 0
GRINLIA 15 15021.3 57884114 | 58027793 0.0039 0.0382 0.5666 1 6 0
CCDC150 2 2q33.1 197504356( 197597530 0.0039 0.0382 0.5666 4 5 0
AATF 17 17912 35306175 | 35414170 0.0039 0.0382 0.5667 5 11 0
FAM29A 9 9p22.1 19053142 | 19102902 0.0039 0.0382 0.5669 4 9 0
PHYH 10 10p13 13319800 | 13344007 0.0039 0.0381 0.5670 11 2 1
PLCG1 20 20912 39765600 | 39804361 0.0039 0.0381 0.5670 1 10 0
LPCAT3 12 12p13.31 7085347 | 7125842 0.0039 0.0380 0.5671 10 3 0
EFHA1 13 13g12.11 22066842 | 22178309 0.0039 0.0380 0.5671 2 2 0
ZFP91 11 11gl12.1 58346587 | 58393198 0.0038 0.0380 0.5672 6 1 0
PUM1 1 1p35.2 31404353 | 31538632 0.0038 0.0379 0.5674 2 10 0




Supplementary Table 6

Page 19
TSNAX 1 1g42.2 231664399(231702267 0.0038 0.0379 0.5674 21 0 1
KIAA1012 18 18g12.1 29409137 | 29523091 0.0038 0.0378 0.5676 11 4 0
C6orfl67 6 6016.1 97590037 | 97731052 0.0038 0.0377 0.5677 8 5 0
SDCCAG1 14 14921.3 50250532 | 50319539 0.0038 0.0377 0.5678 4 7 0
ZNF43 19 19p12 21987754 | 22034830 0.0038 0.0376 0.5679 6 3 0
OAT 10 10926.13 126085872|126107519 0.0038 0.0375 0.5681 4 9 1
SPINT2 19 19g13.2 38755202 | 38783108 0.0038 0.0375 0.5682 4 5 1
C9orf21 9 9g22.33 99401859 | 99417599 0.0038 0.0374 0.5682 2 7 0
USP7 16 16p13.2 8985951 | 9057341 0.0038 0.0374 0.5683 1 4 0
NUDT2 9 9p13.3 34329504 | 34343709 0.0037 0.0372 0.5686 4 9 0
NOL10 2 2p25.1 10710894 | 10830112 0.0037 0.0371 0.5687 6 4 0
TMEM99 17 17g21.2 38975358 | 38992526 0.0037 0.0371 0.5687 3 10 0
ARFIP2 11 11p15.4 6496928 | 6502595 0.0037 0.0371 0.5688 2 7 0
TTC39C 18 18q11.2 21572737 | 21715573 0.0037 0.0370 0.5690 8 3 0
SS18 18 18q11.2 23596219 | 23670611 0.0037 0.0370 0.5690 10 2 0
ELMOD?2 4 4g31.1 141445322| 141474924 0.0037 0.0370 0.5690 5 6 0
DEK 6 6p22.3 18224402 | 18264799 0.0037 0.0370 0.5691 10 0 0
G3BP2 4 4g21.1 76567953 | 76598667 0.0037 0.0369 0.5692 3 3 0
GPR18 13 13932.3 99906968 | 99913998 0.0037 0.0369 0.5692 11 4 1
MORN4 10 10g24.2 99374311 | 99393852 0.0037 0.0369 0.5692 1 9 1
TMEM14A 6 6pl12.2 52535884 | 52551386 0.0037 0.0369 0.5693 10 1 0
ARPC2 2 2035 219081864(219119070 0.0037 0.0369 0.5694 2 7 0
PPP2CA 5 5¢31.1 133532148 133561950 0.0037 0.0369 0.5694 0 13 0
TRIAP1 12 12924.31 120881765 120884215 0.0037 0.0368 0.5695 2 6 0
DHRS2 14 14q11.2 24099378 | 24114846 0.0036 0.0366 0.5699 3 4 0
TRMT2B 23 23g22.1 100264339100307070 0.0036 0.0365 0.5699 1 13 0
SEC24B 4 4925 110354871|110461609 0.0036 0.0365 0.5700 3 3 0
C180rf56 18 18p11.32 649621 658340 0.0036 0.0365 0.5700 9 4 0
RBX1 22 22q13.2 41347385 | 41368668 0.0036 0.0365 0.5700 2 6 0
ARHGAP19 10 10g24.1 98981933 | 99052413 0.0036 0.0365 0.5701 1 9 0
C8orf59 8 8g21.2 86126288 | 86132643 0.0036 0.0364 0.5702 11 1 1
DCK 4 4q13.3 71859265 | 71896627 0.0036 0.0363 0.5704 5 3 0
RNF14 5 5031.3 141346437|141368750 0.0036 0.0363 0.5705 0 14 0
PRKD2 19 19q13.32 47177574 | 47220384 0.0036 0.0363 0.5705 3 9 0
HTATIP2 11 11pi15.1 20385231 | 20405329 0.0036 0.0363 0.5706 3 5 0
BAT2D1 1 1924.3 171454666 171562650 0.0036 0.0362 0.5707 16 1 1
PTMA 2 2037.1 232572340( 232578245 0.0036 0.0361 0.5708 2 9 0
YARS2 12 12p11.21 32899479 | 32908874 0.0036 0.0360 0.5710 4 5 0
ZNF184 6 6p22.1 27418522 | 27440897 0.0036 0.0359 0.5712 8 0 0
RIPX 4 4913.3 71570654 | 71674335 0.0035 0.0357 0.5715 5 3 0
GNPNAT1 14 14g22.1 53241912 | 53258386 0.0035 0.0357 0.5715 2 8 0
EIF4E 4 4923 99799607 | 99851786 0.0035 0.0357 0.5716 3 4 0
NHLH2 1 1p13.1 116378998 116386538 0.0035 0.0357 0.5716 5 5 0
SUMO2 17 17g25.1 73163825 | 73179098 0.0035 0.0357 0.5716 6 3 0
TANC1 2 2024.2 159825146 160089166 0.0035 0.0356 0.5717 6 4 0
LACE1 6 6021 108616098(108844320 0.0035 0.0355 0.5719 8 2 0
IMP3 15 15g24.2 75931426 | 75941047 0.0035 0.0355 0.5720 4 5 0
EIF2A 3 3g25.1 150264574[150303802 0.0035 0.0355 0.5720 13 1 0
EEF1E1 6 6p24.3 8073593 | 8102828 0.0035 0.0355 0.5721 8 3 0
GOSR1 17 17qg11.2 28804426 | 28853831 0.0035 0.0354 0.5721 0 6 0
USP37 2 2035 219314974(219433084 0.0035 0.0354 0.5722 2 7 0
HIBCH 2 2032.2 191054461[191208919 0.0035 0.0354 0.5722 5 2 0
C9orf72 9 9p21.2 27546544 | 27573842 0.0035 0.0353 0.5724 4 10 0
PML 15 15g24.1 74287014 | 74340151 0.0035 0.0353 0.5724 7 6 1
CCNC 6 6016.2 99990264 1100016690 0.0035 0.0353 0.5724 7 5 0
DDX52 17 17q12 35972413 | 36003487 0.0035 0.0353 0.5724 3 10 0
CLCN3 4 4933 170541722|170642156 0.0035 0.0353 0.5724 2 6 1
SOX4 6 6p22.3 21593972 | 21598847 0.0035 0.0353 0.5725 9 0 1
RAB33B 4 4g31.1 140374961 140397061 0.0035 0.0353 0.5726 5 6 0
AlBG 19 19913.43 58858172 | 58864865 0.0035 0.0353 0.5726 3 5 0
NCOA2 8 8g13.3 71015826 | 71316020 0.0034 0.0353 0.5727 13 2 0
NMT1 17 17921.31 43138680 | 43186377 0.0034 0.0351 0.5729 2 11 0
C6orf115 6 6924.1 139349819 139364439 0.0034 0.0350 0.5731 7 3 1
ZC3H4 19 19913.32 47567449 | 47617009 0.0034 0.0350 0.5732 3 9 0
NSUN2 5 5p15.31 6599355 | 6633157 0.0034 0.0348 0.5734 8 5 1
AC116353.2-1 5 5031.3 140027384 140042064 0.0034 0.0348 0.5735 0 12 0
NUP43 6 6925.1 150045459 150067814 0.0034 0.0348 0.5735 3 8 0
ZNF654 3 3pll.l 88188262 | 88193814 0.0034 0.0348 0.5735 6 2 0
ZBTB5 9 9p13.2 37438102 | 37465407 0.0034 0.0347 0.5736 6 9 0
RNF4 4 4p16.3 2470807 | 2517584 0.0034 0.0347 0.5737 1 8 0
CCNA2 4 4927 122737600 122745088 0.0034 0.0347 0.5738 4 2 0
UBQLN4 1 1922 156005093 156023516 0.0034 0.0346 0.5739 15 0 0
RRP12 10 10g24.1 99116459 | 99161127 0.0034 0.0346 0.5739 1 9 0
TBCA 5 5q14.1 76986995 | 77072185 0.0034 0.0345 0.5741 0 15 0
GSPT1 16 16p13.13 11961987 | 12010519 0.0033 0.0343 0.5744 3 2 0
PHKB 16 16g12.1 47495210 | 47735434 0.0033 0.0343 0.5744 2 10 0
RAB21 12 12g21.1 72148658 | 72181150 0.0033 0.0343 0.5745 2 8 0
CABLES1 18 18g11.2 20715727 | 20840434 0.0033 0.0343 0.5745 8 3 1
POP1 8 8g22.2 99129540 | 99170642 0.0033 0.0343 0.5745 18 0 1
KIAA1704 13 13g14.12 45563687 | 45607742 0.0033 0.0343 0.5745 2 7 0
NDUFB6 9 9p21.1 32553523 | 32573182 0.0033 0.0343 0.5746 3 10 0
COG5 7 7922.3 106842991 107204485 0.0033 0.0343 0.5746 9 2 0
SON 21 21g22.11 34915350 | 34949812 0.0033 0.0343 0.5747 5 6 0
CXCR4 2 2g22.1 136871919[136875735 0.0033 0.0341 0.5749 4 8 0
CHST10 2 2011.2 101008330(101034118 0.0033 0.0341 0.5750 4 5 1
SFRS1 17 17922 56078284 | 56084707 0.0033 0.0341 0.5750 6 5 0
PIAS3 1 1g21.1 145575233 145586546 0.0033 0.0340 0.5752 16 1 0
ZYG11B 1 1p32.3 53192131 | 53293014 0.0033 0.0340 0.5752 7 6 0
RPUSD2 15 15g15.1 40861498 | 40866658 0.0033 0.0340 0.5753 0 10 0
RAP1GDS1 4 4923 99182527 | 99365008 0.0033 0.0340 0.5753 3 4 0
DDX19B 16 16g22.1 70328749 | 70367729 0.0033 0.0339 0.5755 6 7 0
RAB2B 14 149g11.2 21927179 | 21945132 0.0033 0.0338 0.5756 2 4 0
C3o0rf33 3 3925.31 155480407 155524061 0.0032 0.0336 0.5760 13 0 0
TMEMS55B 14 14qg11.2 20926012 | 20929637 0.0032 0.0336 0.5761 2 4 0
AP1G1 16 16g22.2 71762903 | 71842979 0.0032 0.0336 0.5761 4 7 0
JAKS 19 19p13.11 17927324 | 17958870 0.0032 0.0336 0.5761 3 3 0
SERP1 3 3025.1 150259781150264428 0.0032 0.0336 0.5761 13 1 0
PPP2R3B 23 23p22.33 294970 347893 0.0032 0.0335 0.5763 3 12 0
CRYZL1 21 21g22.11 34961650 | 35016232 0.0032 0.0333 0.5766 5 6 0
VIL2 6 6925.3 159186774 159240456 0.0032 0.0333 0.5766 3 6 0
PRKCI 3 3026.2 169940220 170023770 0.0032 0.0333 0.5767 15 0 1
GALNT14 2 2p23.1 31133334 | 31361571 0.0032 0.0332 0.5769 7 4 0
RABIF 1 1g32.1 202848088 202858263 0.0032 0.0332 0.5769 14 1 0
SKIV2L2 5 5g11.2 54603576 | 54721406 0.0032 0.0331 0.5770 0 13 0
BTBD10 11 11p15.2 13409558 | 13484838 0.0031 0.0330 0.5772 5 6 0
FAM54B 1 1p36.11 26145131 | 26159432 0.0031 0.0330 0.5772 1 12 0
MRPL22 5 5033.2 154320633 154348970 0.0031 0.0330 0.5772 0 14 0
DPY19L1 7 7pl14.3-p14.2 | 34961081 | 35077653 0.0031 0.0330 0.5773 2 9 0
C7orf44 7 7pl3 43648083 | 43769316 0.0031 0.0330 0.5773 3 5 0
CHIC2 4 4q12 54875963 | 54930788 0.0031 0.0330 0.5774 4 7 0
OTUD6B 8 8021.3 92082424 | 92099319 0.0031 0.0327 0.5779 14 1 2
TFB2M 1 1944 246703872( 246729565 0.0031 0.0327 0.5780 18 0 0
NDUFA7 19 19p13.2 8376234 | 8386280 0.0031 0.0327 0.5780 1 5 0
ENSA 1 1921.3 150573590 150602098 0.0031 0.0327 0.5781 16 1 0
MBLAC1 7 7922.1 99724317 | 99726120 0.0031 0.0326 0.5782 4 2 0
REXANK 19 19p13.11 19303008 | 19312678 0.0031 0.0326 0.5782 4 3 0
AC107883.6 15 15g24.3 77400471 | 77544873 0.0031 0.0326 0.5782 4 6 0
TAX1BP1 7 7p15.2 27778950 | 27869386 0.0031 0.0324 0.5785 4 6 0
KIAAQ980 20 20p11.21 25433341 | 25566153 0.0031 0.0324 0.5786 0 7 0
EFTUD1 15 15g25.2 82422561 | 82555104 0.0031 0.0324 0.5786 4 7 0
BAIAP2L1 7 7021.3-g22.1 | 97922071 | 98030380 0.0031 0.0324 0.5786 3 2 0
CUL7 6 6p21.1 43005358 | 43021654 0.0030 0.0324 0.5787 11 1 0
UQCRFS1 19 19912 29698167 | 29704136 0.0030 0.0324 0.5788 8 3 1
RPL26L1 5 5035.1 172386439|172396772 0.0030 0.0324 0.5788 1 12 0
GZF1 20 20p11.21 23342819 | 23353682 0.0030 0.0323 0.5789 4 7 0
DYNLRB1 20 20q11.22 33104204 | 33128761 0.0030 0.0323 0.5790 0 5 0
SERTAD3 19 19g13.2 40946749 | 40950282 0.0030 0.0323 0.5791 3 7 0
RIOK1 6 6p24.3 7390062 | 7418270 0.0030 0.0323 0.5791 9 3 0
PUS7 7 7022.3 105096958 105162685 0.0030 0.0323 0.5791 7 4 0
DPM2 9 9g34.11 130697378[130700135 0.0030 0.0323 0.5791 3 7 0
NDUFA12 12 12922 95365109 | 95397511 0.0030 0.0323 0.5791 1 5 0
HECA 6 6024.1 139456249[139501946 0.0030 0.0323 0.5792 7 3 1
BFAR 16 16p13.12 14726796 | 14762692 0.0030 0.0322 0.5792 3 2 0
SLC15A4 12 12024.32-924.33|129277739[129308541 0.0030 0.0322 0.5793 2 9 0
URB2 1 1942.13 229761981 (229795946 0.0030 0.0322 0.5793 18 0 1
C220rf28 22 22012.3 32783562 | 32882836 0.0030 0.0321 0.5795 1 8 0
LCMT1 16 16pl12.1 25123047 | 25189551 0.0030 0.0321 0.5796 0 4 0
CPEB2 4 4p15.33 15005522 | 15071774 0.0030 0.0320 0.5797 0 18 0
UBFD1 16 16p12.2 23568392 | 23585710 0.0030 0.0319 0.5798 0 4 0
AC106878.3 4 4933 170650616|170679104 0.0030 0.0319 0.5799 2 6 1
FBXO7 22 22q12.3 32870663 | 32894818 0.0030 0.0317 0.5803 1 8 0
C7orf55 7 7934 139025897 139030539 0.0029 0.0316 0.5805 10 1 0
MRPL43 10 10924.31 102737579|102747272 0.0029 0.0316 0.5805 0 9 0
COPB1 11 11p15.2 14479049 [ 14521441 0.0029 0.0316 0.5805 5 5 0
LRRFIP1 2 2037.3 238536224 (238690288 0.0029 0.0316 0.5805 3 10 0
POLRI1C 6 6p21.1 43484791 | 43497093 0.0029 0.0315 0.5807 13 1 0
RAN 12 12924.33 131356582 131360826 0.0029 0.0314 0.5808 5 9 0
STIM2 4 4p15.2 26862311 | 27027003 0.0029 0.0314 0.5808 0 16 0
SFRS15 21 21g22.11 33043313 | 33104431 0.0029 0.0314 0.5808 4 5 0
PKN2 1 1p22.2 89149922 | 89301938 0.0029 0.0314 0.5809 6 7 0
CLDN12 7 7021.13 90013035 | 90045268 0.0029 0.0314 0.5810 8 0 0
RBL1 20 20911.23 35626178 | 35724410 0.0029 0.0313 0.5812 0 8 0
WWTR1 3 3025.1 149235023 149375782 0.0029 0.0313 0.5812 15 1 0
ZNF498 7 7022.1 99214571 | 99230030 0.0029 0.0312 0.5814 4 1 0
PAFAH1B2 11 11923.3 117015040 117046694 0.0029 0.0312 0.5815 5 5 0
SPG7 16 16g24.3 89574805 | 89624173 0.0029 0.0312 0.5815 2 7 0
WDR68 17 17923.3 61627822 | 61671639 0.0029 0.0311 0.5816 6 3 0
ZNF66 19 19p12 20973438 | 20991922 0.0029 0.0311 0.5817 6 3 0
GDE1 16 16p12.3 19513017 | 19533450 0.0029 0.0311 0.5817 2 4 0
TMTC4 13 13g32.3 101256091[101327170 0.0029 0.0311 0.5818 11 4 1
TM4SF1 3 3025.1 149086805 149095568 0.0029 0.0310 0.5819 16 1 2
SORL1 11 11g24.1 121322961[121504471 0.0029 0.0310 0.5820 4 6 1
SAP30 4 4q34.1 174292093 174298682 0.0028 0.0310 0.5820 2 6 0
THAP10 15 15923 71173682 | 71184760 0.0028 0.0309 0.5821 3 5 0
SLC39A8 4 4924 103172198 103266655 0.0028 0.0309 0.5822 2 4 0
DNTTIP1 20 20913.12 44420576 | 44440066 0.0028 0.0309 0.5823 5 7 0
U2AF1 21 21922.3 44513067 | 44527688 0.0028 0.0308 0.5825 2 6 0
TM2D2 8 8pl1.22 38846327 | 38854041 0.0028 0.0308 0.5825 6 4 1
KLHL24 3 3027.1 183353398 183402302 0.0028 0.0308 0.5825 11 1 1
ZSCANZ29 15 15q15.3 43650370 | 43662258 0.0028 0.0307 0.5827 0 10 0
CiR 12 12p13.31 7187836 | 7244412 0.0028 0.0307 0.5827 10 3 0
FRAT2 10 10g24.1 99092255 | 99094458 0.0028 0.0307 0.5828 1 9 0
POLR1B 2 2913 113299492 113334727 0.0028 0.0306 0.5829 3 7 0
NDUFAF1 15 15g15.1 41679553 | 41694642 0.0028 0.0306 0.5829 0 10 0
HPS5 11 11p15.1 18300217 | 18343721 0.0028 0.0306 0.5830 4 5 0
UTP6 17 17qg11.2 30190190 | 30228729 0.0028 0.0306 0.5830 0 7 0
RYK 3 3g22.2 133875978 133969494 0.0028 0.0305 0.5831 14 0 0
Clorf77 1 1921.3 153606525 153618778 0.0028 0.0305 0.5831 17 1 1
C18orf55 18 18g22.3 71815746 | 71826204 0.0028 0.0305 0.5831 6 11 0
WDR32 9 9p13.2 37800790 | 37867663 0.0028 0.0305 0.5832 7 9 0
PRKACA 19 19p13.12 14202509 | 14228559 0.0028 0.0305 0.5832 5 3 0
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TRIM33 1 1p13.2 114935399115053781 0.0028 0.0305 0.5833 5 5 0
TOMM22 22 22q13.1 39077954 | 39080763 0.0028 0.0305 0.5833 2 6 0
ZNF398 7 7936.1 148787977|148880116 0.0028 0.0305 0.5834 10 1 0
TLK2 17 17923.2 60556386 | 60692839 0.0028 0.0305 0.5834 5 3 0
FBXL5 4 4p15.32 15606154 [ 15657013 0.0027 0.0303 0.5837 0 17 0
HOMER1 5 5g914.1 78669787 | 78809700 0.0027 0.0303 0.5838 0 13 0
PPIL4 6 6025.1 149825631149867171 0.0027 0.0303 0.5838 3 8 0
PHF20 20 20q11.22-q11.23| 34359923 | 34538288 0.0027 0.0303 0.5838 0 6 0
WTIP 19 19913.11 34971874 | 34992085 0.0027 0.0303 0.5839 5 2 0
CNPY2 12 12q13.3 56704217 | 56710120 0.0027 0.0303 0.5839 1 7 0
APPBP1 16 16g22.1 66836783 | 66864879 0.0027 0.0303 0.5840 8 7 0
CCT7 2 2p13.2 73461405 | 73480147 0.0027 0.0301 0.5843 4 1 0
MRPL10 17 17921.32 45900639 | 45908903 0.0027 0.0300 0.5845 1 7 0
UGCGL2 13 13g32.1 96453838 | 96705637 0.0027 0.0299 0.5847 9 4 1
EBPL 13 13q14.2 50234859 | 50265618 0.0027 0.0299 0.5848 2 6 0
Cl7orf79 17 17q11.2 30178885 | 30186326 0.0027 0.0297 0.5850 0 7 0
RBMS1 2 2024.2 161130515 161350305 0.0027 0.0297 0.5850 5 4 0
MRPL36 5 5p15.33 1798503 | 1799956 0.0027 0.0297 0.5851 11 4 2
SYDE1 19 19p13.12 15218214 | 15225789 0.0027 0.0297 0.5851 4 2 2
NSF 17 17921.31 44668038 | 44834833 0.0027 0.0297 0.5851 2 8 0
MKL2 16 16p13.12 14173145 | 14360629 0.0027 0.0297 0.5852 5 2 0
ACP1 2 2p25.3 264869 278278 0.0027 0.0297 0.5852 9 3 0
Clilorf74 11 11p12 36616070 | 36680821 0.0026 0.0295 0.5856 5 2 0
DCP1A 3 3p21.1 53317450 | 53381637 0.0026 0.0295 0.5856 0 12 0
C190rf56 19 19p13.2 12778881 | 12780465 0.0026 0.0295 0.5857 4 4 0
UCK1 9 9934.13 134399184 134406662 0.0026 0.0295 0.5857 3 9 0
NET1 10 10p15.1 5454518 | 5500401 0.0026 0.0295 0.5857 15 0 1
HDGF 1 1g23.1 156711902 156722240 0.0026 0.0295 0.5858 16 0 1
UBE3C 7 7036.3 156931655 157062062 0.0026 0.0295 0.5858 14 2 0
FCRL3 1 1g23.1 157644111|157670775 0.0026 0.0294 0.5859 18 0 1
CNNM3 2 2011.2 97481985 | 97501121 0.0026 0.0294 0.5859 7 3 1
SYT1 12 12g21.2 79257773 | 79845787 0.0026 0.0294 0.5860 1 7 0
UQCRB 8 8g22.1 97239310 | 97247862 0.0026 0.0293 0.5861 18 0 2
GMDS 6 6p25.3 1624041 | 2245846 0.0026 0.0293 0.5861 11 4 0
PDCD2L 19 19913.11 34895303 | 34917070 0.0026 0.0293 0.5863 5 2 0
FAM20B 1 1g25.2 178994939 179045697 0.0026 0.0291 0.5866 17 0 0
XRN2 20 20p11.23-p11.22| 21283922 | 21370463 0.0026 0.0291 0.5866 4 6 0
C4orf33 4 4q28.2 130014829[130033842 0.0026 0.0291 0.5866 4 2 0
IQCB1 3 3913.33 121488610 121553926 0.0026 0.0291 0.5867 5 3 0
FXR1 3 3026.33 180630452[180694948 0.0026 0.0291 0.5868 14 1 0
GEMINS 23 23p22.2 14024845 | 14048035 0.0026 0.0291 0.5868 5 10 0
RAB43 3 3g21.3 128806412[128880029 0.0026 0.0291 0.5868 7 2 0
DHPS 19 19p13.2 12786537 | 12792682 0.0026 0.0291 0.5869 4 4 0
BTN2A1 6 6p22.2 26458189 | 26469865 0.0026 0.0290 0.5869 8 0 0
SDCBP 8 8gl2.1 59465728 | 59495418 0.0026 0.0290 0.5870 14 2 1
PWP2H 21 21922.3 45527208 | 45565605 0.0026 0.0290 0.5871 4 6 0
NADK 1 1p36.33 1682671 | 1711508 0.0026 0.0289 0.5873 4 8 0
SS18L2 3 3p22.1 42623332 | 42636606 0.0026 0.0289 0.5873 3 7 0
PDIA4 7 7936.1 148700138 148725782 0.0025 0.0289 0.5873 10 1 0
URB1 21 21922.11 33683330 | 33765312 0.0025 0.0289 0.5873 4 6 0
C100rf97 10 10p13 15820169 | 15902519 0.0025 0.0289 0.5873 10 1 1
FAMG0A 12 12p11.21 31433529 | 31479159 0.0025 0.0288 0.5875 5 4 0
Clorf25 1 1925.3 185087220 185126116 0.0025 0.0288 0.5875 17 0 1
DDHD2 8 8p11.23 38089107 | 38120279 0.0025 0.0288 0.5876 5 4 0
VPS13D 1 1p36.22 12290113 | 12572099 0.0025 0.0288 0.5876 0 11 0
TTK 6 6q14.1 80714357 | 80752239 0.0025 0.0288 0.5877 7 1 0
ZNF600 19 19913.41 53267471 | 53290016 0.0025 0.0288 0.5877 4 5 0
USP21 1 1923.3 161129254[161135513 0.0025 0.0287 0.5879 19 0 2
CXorf23 23 23p22.12 19931267 | 19988382 0.0025 0.0286 0.5880 5 12 0
PHKG1 7 7pll.2 56147977 | 56160645 0.0025 0.0286 0.5880 3 2 0
FERMT3 11 11g13.1 63974152 | 63991363 0.0025 0.0286 0.5880 5 3 0
PTPN1 20 20g13.13 49126891 | 49201088 0.0025 0.0285 0.5883 7 4 0
SNX13 7 7p21.1 17830385 | 17980131 0.0025 0.0285 0.5884 5 5 0
SUPT4H1 17 17922 56422539 | 56429563 0.0025 0.0285 0.5884 7 4 0
ENDOD1 11 11921 94823017 | 94865815 0.0025 0.0285 0.5884 6 3 0
TRAPPC3 1 1p34.3 36602175 | 36615098 0.0025 0.0285 0.5885 0 5 0
SMC4 3 3925.33 160117430 160152739 0.0025 0.0285 0.5885 16 0 1
TDP1 14 14g32.11 90422246 | 90511106 0.0025 0.0285 0.5886 3 10 0
EED 11 11q14.2 85955815 | 85989778 0.0025 0.0285 0.5886 6 3 0
KIAA1429 8 8g22.1 95500600 | 95565688 0.0025 0.0284 0.5887 14 0 2
RRM2B 8 8g22.3 103216732| 103251346 0.0025 0.0284 0.5887 19 0 2
AHCY 20 20911.22 32822646 | 32891150 0.0025 0.0284 0.5888 0 4 0
ZNF292 6 6914.3 87862552 | 87973406 0.0025 0.0284 0.5889 7 2 0
PCNP 3 3q12.3 101293042[101313279 0.0025 0.0284 0.5889 4 2 0
POLB 8 8pl11.21 42196009 | 42229325 0.0025 0.0283 0.5892 5 4 0
BCSIL 2 2935 219523487(219528166 0.0024 0.0283 0.5892 2 6 0
COPE 19 19p13.11 19010323 | 19030199 0.0024 0.0282 0.5894 4 3 0
RP11-613F7.1 6 6025.1 151546685[151547082 0.0024 0.0281 0.5895 3 7 0
COMMD3 10 10p12.2 22605299 | 22609237 0.0024 0.0279 0.5900 12 1 0
PRELID1 5 5g35.3 176730835| 176733949 0.0024 0.0279 0.5900 4 6 0
RBM9 22 22912.3 36134784 | 36424585 0.0024 0.0278 0.5902 2 8 0
TMEM192 4 4q932.3 165997231[166034024 0.0024 0.0278 0.5902 2 5 1
ASXL2 2 2p23.3 25960561 | 26101335 0.0024 0.0278 0.5902 7 1 0
TMEM112B 22 22013.33 50941378 | 50946113 0.0024 0.0278 0.5903 6 5 0
CHMP7 8 8p21.3 23101150 | 23119512 0.0024 0.0278 0.5904 0 13 0
CCRK 9 9g22.1 90581363 | 90589667 0.0024 0.0277 0.5905 3 6 0
SLC35E3 12 12915 69139936 | 69159853 0.0024 0.0277 0.5906 3 8 0
RNASEH2A 19 19p13.2 12917428 | 12924462 0.0024 0.0277 0.5906 4 4 0
LMBRD2 5 5p13.2 36103414 | 36152015 0.0024 0.0276 0.5908 8 4 0
MBIP 14 14913.3 36767764 | 36789882 0.0024 0.0275 0.5910 2 5 0
RHOT1 17 17q11.2 30469473 | 30552746 0.0024 0.0275 0.5910 0 7 0
SRPK1 6 6p21.31 35800811 | 35888964 0.0024 0.0275 0.5911 10 0 0
SNAP47 1 1942.13 227916358 227968932 0.0023 0.0274 0.5912 18 0 0
FAT1 4 4q35.2 187508938[187644987 0.0023 0.0273 0.5914 4 9 0
NTAN1 16 16p13.11 15131711 | 15149843 0.0023 0.0272 0.5916 4 2 0
SECG63 6 6921 108188960 108279482 0.0023 0.0272 0.5916 8 2 0
SPEF1 20 20p13 3758152 | 3762102 0.0023 0.0271 0.5919 2 8 0
AC015871.7 15 15g25.1 80282247 | 80282948 0.0023 0.0271 0.5919 5 6 0
NOB1 16 16g22.1 69775775 | 69788829 0.0023 0.0271 0.5919 6 7 0
DYNLL2 17 17922 56160799 | 56166811 0.0023 0.0269 0.5923 7 4 0
HYOU1 11 11923.3 118914896 118927925 0.0023 0.0269 0.5923 4 4 0
LRRC45 17 17925.3 79981280 | 79989024 0.0023 0.0269 0.5923 10 4 0
NMU 4 4q12 56461414 | 56502465 0.0023 0.0269 0.5924 4 6 0
MRPS10 6 6p21.1 42174540 | 42185633 0.0023 0.0269 0.5925 11 1 0
C9orfl127 9 9p13.3 35814448 | 35854843 0.0023 0.0268 0.5926 5 9 0
FAM134B 5 5p15.1 16473148 | 16617118 0.0023 0.0268 0.5927 7 5 0
SFMBT?2 10 10p14 7200586 | 7453450 0.0023 0.0268 0.5927 16 1 1
ZNF227 19 19913.31 44716691 | 44741420 0.0023 0.0268 0.5927 3 7 0
C18orf4 18 18g22.1 65173819 | 65184217 0.0023 0.0267 0.5929 7 6 0
Clorf9 1 1924.3 172501613 172580971 0.0023 0.0267 0.5929 17 1 0
MRPL9 1 1921.3 151732125|151741977 0.0023 0.0267 0.5930 16 1 1
DDX41 5 5035.3 176938579 176943967 0.0023 0.0266 0.5931 4 5 0
NFYB 12 12923.3 104510858 104532040 0.0023 0.0266 0.5931 1 10 0
CccDC127 5 5p15.33 204875 218297 0.0023 0.0266 0.5931 9 3 0
CPNE3 8 8021.3 87497059 | 87573726 0.0023 0.0266 0.5931 11 1 1
NEO1 15 15g24.1 73344875 | 73597543 0.0022 0.0265 0.5934 5 6 0
ZNF664 12 12924.31 124457842 124499965 0.0022 0.0264 0.5936 2 9 0
SCHIP1 3 3025.32-025.33 [158991610( 159615149 0.0022 0.0264 0.5937 15 0 1
ZMAT3 3 3026.32 178741527|178790003 0.0022 0.0264 0.5938 16 0 1
Cliorf73 11 11q14.2 86013253 | 86056984 0.0022 0.0263 0.5938 6 3 0
TSG101 11 11pi15.1 18501860 | 18548489 0.0022 0.0263 0.5939 4 5 0
SUV420H1 11 11g13.2 67923507 | 67981295 0.0022 0.0262 0.5941 4 2 0
HDLBP 2 2037.3 242166679(242256476 0.0022 0.0262 0.5941 5 7 0
DUSI1L 17 17925.3 80015754 | 80023680 0.0022 0.0262 0.5942 10 4 0
Cllorf6l 11 11g24.2 124636394 124670299 0.0022 0.0260 0.5946 5 5 0
LYRM4 6 6p25.1 5103888 | 5261168 0.0022 0.0260 0.5946 8 3 0
GSK3B 3 3913.33 119545548119813264 0.0022 0.0260 0.5946 5 4 0
FAM120B 6 6927 170615844|170714236 0.0022 0.0260 0.5947 2 7 0
SRXN1 20 20p13 627270 633890 0.0022 0.0260 0.5947 2 6 1
ZNF429 19 19p12 21688437 | 21721079 0.0022 0.0259 0.5949 6 3 0
ZNF480 19 19913.41 52800425 | 52829163 0.0022 0.0259 0.5950 3 5 0
TMEM77 1 1p13.3 111659955[111682838 0.0022 0.0258 0.5951 4 5 0
ING1 13 13934 111365083|111373420 0.0022 0.0258 0.5952 13 2 2
SLC35B3 6 6p24.3 8413303 | 8435794 0.0021 0.0257 0.5953 9 3 0
SLC44A2 19 19p13.2 10736229 | 10755232 0.0021 0.0257 0.5954 3 4 0
AC096772.4 2 2033.3 208546314(208546757 0.0021 0.0257 0.5955 2 3 0
UTP23 8 8g24.11 117778742|117798816 0.0021 0.0257 0.5956 17 0 2
LSM6 4 4qg31.22 147096835[147111213 0.0021 0.0257 0.5956 4 6 0
NT5C 17 17925.1 73126324 | 73127877 0.0021 0.0257 0.5957 6 3 0
CLCN2 3 3g27.1 184064009(184079391 0.0021 0.0256 0.5957 12 1 0
MLF2 12 12p13.31 6857170 | 6862266 0.0021 0.0256 0.5958 12 3 0
ZBTB17 1 1p36.13 16268364 | 16302627 0.0021 0.0256 0.5959 0 14 0
RALY 20 20q11.22 32581485 | 32668036 0.0021 0.0255 0.5960 0 4 0
KIAA0494 1 1p33 47140833 | 47184736 0.0021 0.0255 0.5961 3 5 0
DTNBP1 6 6p22.3 15523041 | 15663271 0.0021 0.0254 0.5962 10 2 0
COPS4 4 4921.22 83956239 | 83996970 0.0021 0.0254 0.5962 3 5 0
EGLN2 19 19g13.2 41305048 | 41314336 0.0021 0.0254 0.5963 3 7 0
MTERFD1 8 8g22.1 97251663 | 97273817 0.0021 0.0254 0.5963 18 0 2
GOLT1B 12 12pi12.1 21654699 | 21671337 0.0021 0.0253 0.5965 7 4 0
ZNF616 19 19g13.41 52617654 | 52643191 0.0021 0.0253 0.5966 3 5 0
PDHX 11 11p13 34937677 | 35017675 0.0021 0.0253 0.5967 5 2 0
C10orf57 10 10g23.1 82167585 | 82192753 0.0021 0.0253 0.5967 2 5 0
ZNF256 19 19913.43 58452206 | 58459077 0.0021 0.0253 0.5967 2 6 0
TATDN3 1 1932.3 212965185(212989967 0.0021 0.0253 0.5968 17 2 0
SF3B1 2 2033.1 198256700 198299771 0.0021 0.0253 0.5968 3 6 0
MDH2 7 7q11.23 75677390 | 75696824 0.0021 0.0253 0.5968 2 2 0
NT5DC1 6 6g22.1 116421999|116566852 0.0021 0.0253 0.5969 7 2 0
YAP1 11 11922.1-g22.2 101981210]102104154 0.0021 0.0252 0.5969 6 3 0
CDK5RAP1 20 20g11.21 31946645 | 31989337 0.0021 0.0252 0.5969 0 2 0
GNPAT 1 1942.2 231376919(231413718 0.0021 0.0252 0.5970 20 0 1
GART 21 21g22.11 34870940 | 34915797 0.0021 0.0252 0.5970 5 6 0
YTHDF2 1 1p35.3 29063136 | 29096286 0.0021 0.0252 0.5970 0 9 0
RWDD4A 4 4q35.1 184560789 184580331 0.0021 0.0252 0.5970 3 9 0
FIP1L1 4 4912 54243820 | 54326103 0.0021 0.0252 0.5972 4 7 0
TBCC 6 6p21.1 42712219 | 42714558 0.0021 0.0251 0.5974 11 1 0
DSP 6 6p24.3 7541870 | 7586946 0.0021 0.0251 0.5974 9 3 0
FAIM 3 3022.3 138327542 138352211 0.0021 0.0251 0.5974 9 1 0
SLC35A1 6 6915 88182643 | 88222048 0.0021 0.0251 0.5974 7 2 0
WDR19 4 4pl4 39184024 | 39287427 0.0020 0.0251 0.5975 1 13 0
PDCD7Y 15 15g22.31 65409718 | 65426174 0.0020 0.0251 0.5976 2 5 0
RPS20 8 8gl2.1 56982297 | 56987069 0.0020 0.0251 0.5977 11 2 0
AC106037.9-1 18 18g11.2 19192260 | 19210204 0.0020 0.0251 0.5977 6 5 0
NEK11 3 3g22.1 130748442|131069303 0.0020 0.0250 0.5977 7 0 0
DECR1 8 8g21.3 91013580 | 91064227 0.0020 0.0250 0.5978 14 1 2
BRD9 5 5p15.33 863856 892915 0.0020 0.0250 0.5978 10 4 0
C200rf55 20 20p13 814356 837992 0.0020 0.0250 0.5980 5 6 1
Cl12orf57 12 12p13.31 7053203 | 7055164 0.0020 0.0249 0.5980 10 3 0
TRFP 6 6p21.1 41873092 | 41888877 0.0020 0.0249 0.5980 11 1 0
SLC44A1 9 9931.1-g31.2 |108006903]| 108201452 0.0020 0.0249 0.5981 2 6 0
EGLN1 1 1942.2 231501431[231560790 0.0020 0.0249 0.5981 21 0 1
USP14 18 18p11.32 158480 213739 0.0020 0.0249 0.5981 9 3 0
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SURF4 9 9g34.2 136228341 136242970 0.0020 0.0249 0.5983 4 9 1
COQ5 12 12924.31 120941083 120966964 0.0020 0.0249 0.5983 2 6 0
DENNDA4C 9 9p22.1 19276173 | 19374139 0.0020 0.0249 0.5983 4 9 0
TAF6L 11 11g12.3 62538865 | 62554811 0.0020 0.0249 0.5983 1 2 0
DHX36 3 3025.2 153993458 154042286 0.0020 0.0248 0.5985 13 0 0
DCTN3 9 9p13.3 34613548 | 34620496 0.0020 0.0247 0.5987 5 9 0
C100rf119 10 10926.11 121588972|121632394 0.0020 0.0247 0.5988 2 7 0
N6AMT2 13 13g12.11 21302870 | 21348088 0.0020 0.0246 0.5990 0 2 0
HIATL1 9 9g22.32 97136833 | 97223201 0.0020 0.0246 0.5990 2 7 0
HABP4 9 9g22.32 99212414 | 99253617 0.0020 0.0246 0.5991 2 7 0
KPNA4 3 3925.33 160217964160283376 0.0020 0.0246 0.5991 16 0 1
FTSJ2 7 7p22.3 2273928 | 2281848 0.0020 0.0246 0.5992 4 7 0
CLINT1 5 5033.3 157213297|157286168 0.0020 0.0245 0.5993 0 14 0
WSB2 12 12924.23 118470499|118499967 0.0020 0.0244 0.5995 2 7 0
SUFU 10 10g24.32 104263764104393209 0.0020 0.0244 0.5995 0 7 0
COQ6 14 14924.3 74416643 | 74429811 0.0020 0.0244 0.5995 1 10 0
STK3 8 8g22.2 99466861 | 99895984 0.0020 0.0244 0.5997 19 0 1
RPL8 8 8g24.3 146015155 146017805 0.0020 0.0244 0.5997 17 1 0
EIFAG2 11 11p15.3 10818593 | 10830582 0.0020 0.0244 0.5997 4 6 0
NDUFB3 2 2033.1 201936156(201950473 0.0020 0.0244 0.5997 2 6 0
ZNF827 4 4931.21-931.22 |146681892| 146859787 0.0020 0.0244 0.5997 4 6 0
MTERFD2 2 2937.3 242026507 (242041747 0.0020 0.0244 0.5997 5 7 0
GABARAPL2 16 16923.1 75600249 | 75611778 0.0019 0.0243 0.6001 2 8 0
CHMP2B 3 3pl1.2 87276413 | 87304695 0.0019 0.0242 0.6003 5 2 0
NOL8 9 9g22.31 95059640 | 95087876 0.0019 0.0242 0.6004 3 8 0
ARID1A 1 1p36.11 27022522 | 27108601 0.0019 0.0242 0.6004 0 11 0
ABHD4 14 14q11.2 23067146 | 23081257 0.0019 0.0242 0.6004 3 4 0
KEAP1 19 19p13.2 10596796 | 10614054 0.0019 0.0241 0.6005 3 4 0
MED22 9 9g34.2 136207756 136214972 0.0019 0.0241 0.6005 4 9 1
STOM 9 9g33.2 124101357 124132545 0.0019 0.0241 0.6006 3 7 0
DMKN 19 19g13.12 35988122 | 36004560 0.0019 0.0239 0.6010 5 1 0
MAP7 6 6923.3 136663873|136871792 0.0019 0.0239 0.6011 8 3 1
SUMO1 2 2033.1 203070910{ 203103331 0.0019 0.0239 0.6011 2 6 0
FNTA 8 8pl1.21 42911442 | 42940923 0.0019 0.0239 0.6012 5 3 0
BLMH 17 17q11.2 28575223 | 28619074 0.0019 0.0238 0.6014 0 7 0
RAD51AP1 12 12p13.32 4647950 [ 4669213 0.0019 0.0237 0.6015 14 6 0
RFWD3 16 16923.1 74655297 | 74700779 0.0019 0.0237 0.6016 2 9 0
RAB11A 15 15g22.31 66161789 | 66181792 0.0019 0.0237 0.6016 3 6 0
TRAF3 14 14932.32 103243816 103372628 0.0019 0.0237 0.6017 1 8 0
FREQ 9 9g34.11 132934857[132999583 0.0019 0.0237 0.6017 3 7 0
RAB32 6 6024.3 146864828 146876088 0.0019 0.0237 0.6017 5 5 1
FTSJD2 6 6p21.2 37400907 | 37450603 0.0019 0.0237 0.6018 11 2 0
LEFTY1 1 1942.12 226073983[ 226111965 0.0019 0.0236 0.6019 17 0 0
CGNL1 15 15g21.3 57668705 | 57842920 0.0019 0.0236 0.6020 1 5 0
COX6B1 19 19913.12 36139155 | 36149683 0.0019 0.0236 0.6020 5 1 0
ING2 4 49g35.1 184426220(184432249 0.0018 0.0235 0.6022 2 9 0
ARID1B 6 6025.3 157099064 157530401 0.0018 0.0235 0.6022 4 8 0
PPP1R2 3 3929 195241225[195270224 0.0018 0.0235 0.6023 11 2 0
LRRC23 12 12p13.31 6982553 | 7023405 0.0018 0.0235 0.6023 11 3 0
GLT25D1 19 19p13.11 17666460 | 17693965 0.0018 0.0233 0.6028 3 3 0
KLHL3 5 5031.2 136953189 137071779 0.0018 0.0233 0.6029 2 15 0
RP11-63L7.3 6 6915 89805679 | 89827800 0.0018 0.0233 0.6029 6 2 0
WDR34 9 9g34.11 131395940 131419129 0.0018 0.0233 0.6029 3 7 0
ERP27 12 12p12.3 15066974 | 15091483 0.0018 0.0233 0.6029 7 5 0
ZNF622 5 5p15.1 16451629 | 16465898 0.0018 0.0232 0.6030 8 5 0
SUDS3 12 12g24.23 118814358 118855840 0.0018 0.0232 0.6032 1 7 0
RNF166 16 16g24.3 88762910 | 88772811 0.0018 0.0232 0.6032 2 9 0
AC130686.6 17 17921.2 39958199 | 39968855 0.0018 0.0231 0.6033 2 11 0
ZC3HC1 7 7932.2 129658127129691233 0.0018 0.0231 0.6034 9 0 0
TAF5L 1 1942.13 229728858(229761794 0.0018 0.0231 0.6034 18 0 1
ITPKA 15 15g15.1 41785591 | 41795743 0.0018 0.0231 0.6036 0 10 0
DCP1B 12 12p13.33 2055216 | 2113677 0.0018 0.0231 0.6037 16 3 2
PALLD 4 4q32.3 169418217|169849608 0.0018 0.0230 0.6037 2 6 1
SND1 7 7932.1 127292202[127732658 0.0018 0.0230 0.6038 10 1 0
BAG1 9 9p13.3 33252477 | 33264761 0.0018 0.0230 0.6038 3 9 0
DEDD 1 1923.3 161090767[161102478 0.0018 0.0229 0.6041 19 0 2
EIF1 17 17921.2 39845127 | 39847898 0.0018 0.0228 0.6043 2 11 0
SNRPD2 19 19913.32 46190719 | 46195442 0.0018 0.0228 0.6045 3 9 0
MTR 1 1943 236958581 (237067281 0.0018 0.0228 0.6045 22 0 2
ZNF92 7 7q11.21 64838752 | 64866038 0.0018 0.0228 0.6045 5 1 2
EEF1B2 2 2033.3 207024318(207027651 0.0018 0.0228 0.6045 2 4 0
MCM7 7 7022.1 99690404 | 99699427 0.0017 0.0227 0.6047 4 2 0
FASTKD5 20 20p13 3127167 | 3140532 0.0017 0.0227 0.6048 2 7 0
EIF3D 22 22012.3 36891826 | 36925277 0.0017 0.0227 0.6048 3 7 0
C200rf196 20 20p12.3 5731047 | 5845020 0.0017 0.0227 0.6048 3 7 0
HDHD2 18 18g21.1 44633782 | 44676871 0.0017 0.0227 0.6049 6 7 0
BTBD1 15 15g25.2 83685185 | 83736106 0.0017 0.0226 0.6049 5 6 0
TMEM147 19 19g13.12 36036532 | 36038428 0.0017 0.0226 0.6049 5 1 0
TOPBP1 3 3g22.1 133319450 133380737 0.0017 0.0225 0.6053 9 0 0
EVIS 1 1p22.1 92974253 | 93257961 0.0017 0.0225 0.6053 5 8 0
DYNC1I2 2 2031.1 172543919 172604930 0.0017 0.0225 0.6054 6 3 0
PTPN2 18 18p11.21 12785485 | 12884334 0.0017 0.0225 0.6054 5 2 0
C200rf94 20 20p12.2 10415949 [ 10604027 0.0017 0.0225 0.6055 3 7 1
DENR 12 12924.31 123237371[123255953 0.0017 0.0225 0.6056 2 6 0
RIN2 20 20p11.23 19867314 [ 19983100 0.0017 0.0225 0.6056 4 6 0
VASH2 1 1932.3 213123854(213164927 0.0017 0.0224 0.6058 17 2 0
HINT1 5 5023.3 130494875 130501034 0.0017 0.0223 0.6061 2 15 0
CBY1 22 22013.1 39052645 | 39069851 0.0017 0.0222 0.6062 2 6 0
ACTL6A 3 3026.33 179280708 179306188 0.0017 0.0222 0.6063 16 0 0
MOBKL3 2 2g33.1 198380305 198417505 0.0017 0.0222 0.6064 3 6 0
Cliorf51 11 11gq13.4 71820635 | 71823826 0.0017 0.0221 0.6065 4 4 0
CRKRS 17 17qg12 37617739 | 37690799 0.0017 0.0221 0.6066 3 9 0
SLC39A10 2 2032.3 196440701196602426 0.0017 0.0220 0.6067 5 3 0
MMACHC 1 1p34.1 45965725 | 45976739 0.0017 0.0219 0.6070 3 3 0
VTA1 6 6024.1 142468394 142542083 0.0017 0.0219 0.6070 7 3 1
TERF2IP 16 16g23.1 75681684 | 75691328 0.0017 0.0219 0.6072 2 8 0
AC106900.1 2 2g31.1 175212749|175260443 0.0016 0.0219 0.6073 6 3 0
SMNDC1 10 10g25.2 112052799[112064707 0.0016 0.0218 0.6075 4 8 1
C150rf40 15 15g25.2 83673394 | 83680358 0.0016 0.0217 0.6076 5 6 0
ATRN 20 20p13 3451665 | 3631760 0.0016 0.0217 0.6077 2 8 0
LPAR2 19 19p13.11 19734468 | 19739039 0.0016 0.0217 0.6078 4 3 0
HSPB11 1 1p32.3 54387234 | 54411975 0.0016 0.0217 0.6078 6 7 0
GLRX 5 5915 95149554 | 95158577 0.0016 0.0216 0.6081 0 13 0
CDC14B 9 9022.32-922.33 | 99258569 | 99382112 0.0016 0.0214 0.6084 2 7 0
RNF149 2 2011.2 101887684|101925163 0.0016 0.0214 0.6085 4 5 1
TRPC4AP 20 20q11.22 33590215 | 33680618 0.0016 0.0214 0.6085 0 6 0
ENOSF1 18 18p11.32 672557 712676 0.0016 0.0214 0.6085 9 4 0
L2HGDH 14 14921.3 50704314 | 50778947 0.0016 0.0214 0.6086 4 7 0
SMAD1 4 4931.21 146402951 146480323 0.0016 0.0214 0.6086 4 6 0
CSDA 12 12p13.2 10851676 | 10875953 0.0016 0.0214 0.6087 7 5 0
DNAJC2 7 7922.1 102952921102985320 0.0016 0.0214 0.6087 7 4 0
LAPTM4B 8 8g22.1 98787809 | 98864826 0.0016 0.0214 0.6088 18 0 1
UXS1 2 2012.2 106709760 106810795 0.0016 0.0214 0.6088 5 6 1
PRMT2 21 21g22.3 48055527 | 48085036 0.0016 0.0212 0.6092 5 7 0
CBFB 16 16g22.1 67063050 | 67134956 0.0016 0.0212 0.6093 7 7 0
MRPL47 3 3026.33 179306257 179322434 0.0016 0.0212 0.6094 16 0 0
EFNA1 1 1922 155099936 155107332 0.0016 0.0212 0.6094 15 0 0
KPNA3 13 13q14.2 50273444 | 50367057 0.0016 0.0212 0.6094 2 6 0
RTTN 18 18g22.2 67671045 | 67872962 0.0016 0.0212 0.6095 7 8 0
CHDS8 14 14q11.2 21853358 | 21905404 0.0016 0.0211 0.6095 2 4 0
DHDDS 1 1p36.11 26758773 | 26797793 0.0016 0.0210 0.6098 0 11 0
ERP29 12 12924.13 112451152|112461024 0.0016 0.0210 0.6098 2 7 0
CCDC102A 16 16921 57546095 | 57570477 0.0016 0.0210 0.6099 3 10 0
ARHGAP30 1 1923.3 161016732|161039760 0.0016 0.0210 0.6099 19 0 2
C9orf5 9 9931.3 111777417/111882225 0.0016 0.0210 0.6100 1 10 0
NIF3L1 2 2033.1 201754050( 201768655 0.0015 0.0210 0.6101 2 6 0
CD97 19 19p13.12 14492213 | 14519531 0.0015 0.0210 0.6101 5 3 2
Cl40rf94 14 14q11.2 23415438 | 23426357 0.0015 0.0210 0.6101 3 4 0
AEN 15 15026.1 89164527 | 89175512 0.0015 0.0210 0.6102 7 4 0
CLSTN3 12 12p13.31 7282967 | 7311526 0.0015 0.0209 0.6103 10 4 0
RFWD2 1 1025.1-g25.2 |175913967]|176176370 0.0015 0.0209 0.6103 16 2 0
TMED3 15 15g25.1 79603485 | 79703846 0.0015 0.0209 0.6104 5 6 0
DOCK1 10 10g26.2 128594023 129250780 0.0015 0.0209 0.6104 4 10 0
YME1L1 10 10pi2.1 27399388 | 27443321 0.0015 0.0209 0.6105 12 2 0
FAM48A 13 13g13.3 37583453 | 37633850 0.0015 0.0208 0.6107 1 4 0
DSG2 18 18gi12.1 29078027 | 29128813 0.0015 0.0208 0.6107 11 4 0
AP1G2 14 14q11.2 24028774 | 24037279 0.0015 0.0208 0.6108 3 4 0
H2AFV 7 7p13 44866488 | 44887729 0.0015 0.0206 0.6112 1 6 0
CHD2 15 15¢26.1 93443419 | 93571233 0.0015 0.0206 0.6112 11 2 0
PRPF3 1 1921.2-g21.3 | 150293928| 150325703 0.0015 0.0206 0.6112 15 1 0
VPS37A 8 8p22 17104401 | 17155533 0.0015 0.0206 0.6114 1 10 0
SOD1 21 21922.11 33031935 | 33041241 0.0015 0.0206 0.6114 4 5 0
GCC1 7 7932.1 127220683 127225654 0.0015 0.0205 0.6115 11 1 0
ATGY9A 2 2935 220074494(220094361 0.0015 0.0205 0.6117 3 6 0
TCF20 22 22q13.2 42556019 | 42739622 0.0015 0.0205 0.6117 2 6 0
AC069234.35 12 12924.31 121201036[121342151 0.0015 0.0204 0.6119 2 6 0
LUZP1 1 1p36.12 23346640 | 23495351 0.0015 0.0204 0.6119 1 12 0
CuzD1 10 10g926.13 124591665 124610309 0.0015 0.0204 0.6119 5 9 2
GPN3 12 12924.11 110890292 110906064 0.0015 0.0203 0.6122 2 7 0
PCNT 21 21922.3 47744036 | 47865678 0.0015 0.0203 0.6123 5 7 0
ARPC5 1 1925.3 183592401 183604985 0.0014 0.0200 0.6131 16 2 1
CPPED1 16 16p13.12 12753657 | 12897744 0.0014 0.0200 0.6131 3 3 0
RAB5C 17 17921.2 40276998 | 40307022 0.0014 0.0199 0.6132 1 11 0
FBX021 12 12g24.22 117581586(117628300 0.0014 0.0199 0.6133 4 8 0
ANKRD11 16 16g24.3 89334035 | 89556969 0.0014 0.0199 0.6135 2 7 0
LENG3 19 19q13.42 55602283 | 55628927 0.0014 0.0197 0.6139 3 6 0
MLX 17 17921.2 40719078 | 40725220 0.0014 0.0197 0.6140 1 11 0
FBXL4 6 6q16.1 99321334 | 99395849 0.0014 0.0197 0.6140 8 5 0
RMND5B 5 5035.3 177557997|177575512 0.0014 0.0197 0.6141 5 5 0
TAF7 5 5¢31.3 140698058 140700351 0.0014 0.0196 0.6141 0 14 0
INVS 9 9g31.1 102861511|103063426 0.0014 0.0196 0.6141 2 7 0
VPS45 1 1921.2 150039342[150117505 0.0014 0.0196 0.6141 15 1 0
GABARAPL1 12 12p13.2 10365489 | 10375722 0.0014 0.0196 0.6142 9 4 0
TYRO3 15 15g15.1 41851232 | 41871526 0.0014 0.0196 0.6143 0 10 0
PPP2R5C 14 14932.31 102228222|102394075 0.0014 0.0196 0.6144 2 9 0
SCO2 22 22q13.33 50961999 | 50964868 0.0014 0.0194 0.6148 6 5 0
C120rf45 12 12g23.3 105380098 105388505 0.0014 0.0194 0.6148 1 9 0
HSPA9B 5 5g31.2 137891024[137911115 0.0014 0.0194 0.6149 0 13 0
TOP2B 3 3p24.2 25639475 | 25706398 0.0014 0.0194 0.6150 8 5 0
ELOVL1 1 1p34.2 43829073 | 43833699 0.0014 0.0193 0.6152 3 3 0
CCDC77 12 12p13.33 498516 551804 0.0014 0.0193 0.6153 14 2 1
PRKRA 2 2031.2 179296141[179315958 0.0014 0.0191 0.6156 5 3 0
ZNF800 7 7931.33 127010097|127071978 0.0014 0.0190 0.6158 12 0 0
GSDMB 17 17q912 38060848 | 38074903 0.0014 0.0190 0.6159 3 9 0
EIF2S1 14 14923.3 67827034 | 67853233 0.0013 0.0190 0.6161 1 10 0
TRAM2 6 6pl2.2 52362204 | 52441862 0.0013 0.0189 0.6163 10 1 0
ATF4 22 22g13.1 39915700 | 39918691 0.0013 0.0189 0.6165 2 6 0
ZNF830 17 17912 33288549 | 33290205 0.0013 0.0189 0.6165 2 11 0
MIA2 14 14g21.1 39703120 | 39722841 0.0013 0.0189 0.6165 2 6 0
COX7A2 6 6q14.1 75947391 | 75966492 0.0013 0.0189 0.6165 7 1 0
NFYC 1 1p34.2 41157242 | 41237277 0.0013 0.0188 0.6167 2 3 0
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PHACTR4 1 1p35.3 28696093 | 28826878 0.0013 0.0188 0.6167 0 9 0
PRR11 17 17922 57233101 | 57279924 0.0013 0.0187 0.6171 5 4 0
HIBADH 7 7p15.2 27565063 | 27702602 0.0013 0.0185 0.6175 4 6 0
ELF1 13 13g14.11 41506056 | 41635576 0.0013 0.0185 0.6176 2 6 0
SSPN 12 12pi12.1 26348269 | 26387706 0.0013 0.0185 0.6178 8 4 0
Pl14KB 1 1921.3 151264413|151299912 0.0013 0.0184 0.6178 16 1 0
SPG21 15 15¢22.31 65255364 | 65282251 0.0013 0.0184 0.6179 2 5 0
UBE2V2 8 8g11.21 48920995 | 48974450 0.0013 0.0184 0.6181 9 2 0
WDR37 10 10p15.3 1095478 | 1178237 0.0013 0.0184 0.6182 13 0 0
FGG 4 4g31.3 155525289 155534119 0.0013 0.0183 0.6183 1 8 1
OCIAD2 4 4pll 48887407 | 48908815 0.0013 0.0182 0.6187 0 9 0
ADSS 1 1944 244538402(244615413 0.0013 0.0181 0.6189 18 0 1
CCDC43 17 17921.31 42754805 | 42767165 0.0013 0.0181 0.6189 1 11 0
ZDHHCY? 16 16g24.1 85008069 | 85045141 0.0013 0.0181 0.6190 3 9 0
PARP2 14 14q11.2 20811773 | 20826062 0.0013 0.0180 0.6191 2 4 0
GUCY1A3 4 4932.1 156587862 156658213 0.0013 0.0180 0.6192 1 6 1
RRS1 8 8g13.1 67341263 | 67342966 0.0012 0.0179 0.6194 16 1 0
GPR180 13 13g32.1 95254104 | 95281946 0.0012 0.0178 0.6198 9 4 1
SERF2 15 15g15.3 44069298 | 44095241 0.0012 0.0178 0.6198 0 10 0
MRPS35 12 12p11.22 27863729 | 27909227 0.0012 0.0178 0.6199 8 5 0
NCAPH2 22 22q13.33 50946645 | 50961911 0.0012 0.0177 0.6200 6 5 0
ATP1B1 1 1924.2 169074935/169101960 0.0012 0.0177 0.6200 17 1 1
MTDH 8 8g22.1 98656407 | 98742488 0.0012 0.0177 0.6201 18 0 1
ASNSD1 2 2932.2 190526125 190535556 0.0012 0.0177 0.6201 6 2 0
HARS2 5 5031.3 140071018 140078889 0.0012 0.0177 0.6202 0 12 0
HERC?2 15 15q13.1 28356186 | 28567295 0.0012 0.0177 0.6202 2 8 0
ARIH1 15 15g24.1 72766667 | 72878895 0.0012 0.0177 0.6203 5 6 0
PEBP1 12 12924.23 118573870/ 118583387 0.0012 0.0177 0.6203 2 7 0
WWP1 8 8021.3 87386270 | 87479705 0.0012 0.0177 0.6204 11 1 1
UBAP2L 1 1921.3 154192655 154243986 0.0012 0.0176 0.6205 15 0 0
LATS2 13 13g12.11 21547178 | 21635722 0.0012 0.0176 0.6207 1 2 0
CCT3 1 1922 156278752 156337664 0.0012 0.0176 0.6207 15 0 0
ZNF610 19 19913.41 52839561 | 52870366 0.0012 0.0175 0.6209 3 5 0
RAD23A 19 19p13.2 13056654 | 13064448 0.0012 0.0175 0.6210 4 4 0
AC008806.4 19 19913.12 37825568 | 37855355 0.0012 0.0174 0.6212 5 3 1
SNX25 4 4g35.1 186131284186290948 0.0012 0.0174 0.6212 4 10 0
CCT5 5 5p15.2 10250282 | 10266501 0.0012 0.0174 0.6213 9 6 1
RNF13 3 3g25.1 149530475 149679926 0.0012 0.0174 0.6214 14 1 0
UPF1 19 19p13.11 18942744 | 18979038 0.0012 0.0174 0.6215 4 3 0
HARS 5 5g31.3 140053491[140070971 0.0012 0.0174 0.6216 0 12 0
Clorf74 1 1g32.2 209955661 [ 209957904 0.0012 0.0174 0.6216 17 3 0
FAM98C 19 19g13.2 38893775 | 38899728 0.0012 0.0174 0.6216 4 6 1
SLC25A4 4 4935.1 186064398 186068424 0.0012 0.0173 0.6217 4 10 0
P2RY5 13 13qg14.2 48985184 | 49018840 0.0012 0.0173 0.6217 2 7 0
ROCK2 2 2p25.1 11321778 | 11484711 0.0012 0.0173 0.6218 6 4 0
WDR40A 9 9p13.3 34086386 | 34134694 0.0012 0.0173 0.6218 3 9 0
NAG 2 2p24.3 15307032 | 15701454 0.0012 0.0173 0.6219 4 2 0
ARHGEF11 1 1g23.1 156904633[157015162 0.0012 0.0173 0.6219 17 0 1
MEF2A 15 15¢26.3 100106133 100256627 0.0012 0.0173 0.6220 13 2 0
YTHDF1 20 20913.33 61826784 | 61847538 0.0012 0.0173 0.6221 9 7 0
TTC1 5 5033.3 159436180 159492550 0.0012 0.0172 0.6224 1 12 0
CYBRD1 2 2031.1 172378757[172414643 0.0012 0.0171 0.6225 6 3 0
YTHDF3 8 8g12.3 64081437 | 64100416 0.0012 0.0171 0.6226 16 1 0
TRIM59 3 3025.33 160153292|160167626 0.0012 0.0171 0.6228 16 0 1
WRNIP1 6 6p25.2 2765666 | 2786939 0.0011 0.0170 0.6231 12 3 0
PERLD1 17 17912 37827376 | 37844310 0.0011 0.0170 0.6232 3 9 0
P2RX5 17 17p13.2 3575748 | 3599583 0.0011 0.0170 0.6233 0 10 0
H2AFZ 4 4923 100869242(100871512 0.0011 0.0170 0.6234 3 4 0
LRRC38 1 1p36.21 13801470 | 13840242 0.0011 0.0168 0.6237 0 13 0
SLBP 4 4p16.3 1694527 | 1714037 0.0011 0.0168 0.6239 1 8 0
C9orf100 9 9p13.3 35659341 | 35669610 0.0011 0.0167 0.6241 5 9 0
ACTR1A 10 10g24.32 104238987[104262512 0.0011 0.0167 0.6241 0 7 0
MRPS30 5 5p12 44809027 | 44815614 0.0011 0.0167 0.6241 5 4 0
DHX40 17 17g23.1 57642886 | 57685702 0.0011 0.0167 0.6242 5 4 0
FADD 11 11913.3 70049269 | 70053508 0.0011 0.0167 0.6242 9 2 2
FAF2 5 5035.2 175875356 175937065 0.0011 0.0167 0.6242 4 7 0
CPEB4 5 5035.2 173315331|173387313 0.0011 0.0167 0.6242 1 12 0
ELP4 11 11p13 31531297 | 31805327 0.0011 0.0167 0.6243 5 1 0
POLR2F 22 22q13.1 38349674 | 38437113 0.0011 0.0167 0.6244 1 7 0
VPS29 12 12g24.11 110929330{110939916 0.0011 0.0167 0.6244 2 7 0
MAGOHB 12 12p13.2 10756794 | 10766193 0.0011 0.0166 0.6246 7 4 0
BCL2L10 15 15g21.2 52401822 | 52404972 0.0011 0.0166 0.6246 1 6 0
TRAF3IP2 6 6921 111877657(111927264 0.0011 0.0166 0.6247 7 2 0
LTB4R 14 14q12 24780705 | 24787242 0.0011 0.0166 0.6248 3 4 0
Cl7orf71 17 17922 57287371 | 57292608 0.0011 0.0166 0.6249 5 4 0
SMG7 1 1925.3 183441634|183523325 0.0011 0.0165 0.6250 16 1 1
TMEM208 16 16g22.1 67261016 | 67263182 0.0011 0.0165 0.6251 7 7 0
IARS 9 9g22.31 94972625 | 95056038 0.0011 0.0165 0.6252 3 8 0
BUD13 11 11923.3 116618886 116643704 0.0011 0.0164 0.6253 5 5 0
ECHDC3 10 10p14 11784356 | 11806062 0.0011 0.0164 0.6254 13 1 1
IPO4 14 14912 24649432 | 24658124 0.0011 0.0164 0.6255 3 4 0
BRI3BP 12 12924.31 125478251[125511045 0.0011 0.0164 0.6256 3 9 0
AARS2 6 6p21.1 44266463 | 44281063 0.0011 0.0164 0.6257 14 2 0
PHLPP 18 18g21.33 60382734 | 60647666 0.0011 0.0164 0.6257 6 8 0
TCEB1 8 8g21.11 74858634 | 74884346 0.0011 0.0164 0.6257 13 1 0
RPS6 9 9p22.1 19376254 | 19380235 0.0011 0.0164 0.6257 4 9 0
APOL2 22 22q12.3 36622255 | 36636000 0.0011 0.0163 0.6259 3 8 0
DENND1B 1 1931.3 197473878[197744763 0.0011 0.0163 0.6260 16 2 0
MYST2 17 17921.33 47866058 | 47906456 0.0011 0.0163 0.6260 1 7 0
LRRC42 1 1p32.3 54411750 | 54433841 0.0011 0.0163 0.6261 6 7 0
ATP9B 18 18923 76829397 | 77138278 0.0011 0.0162 0.6263 4 10 0
USP5 12 12p13.31 6961285 | 6975793 0.0011 0.0162 0.6265 11 3 0
ATP2C1 3 3g22.1 130613434130735553 0.0011 0.0162 0.6265 7 0 0
uUSP28 11 11g23.2 113668598 113746256 0.0011 0.0162 0.6265 5 4 0
TNFRSF10B 8 8p21.3 22877653 | 22926700 0.0011 0.0162 0.6265 0 13 0
PIGS 17 17qg11.2 26880405 | 26898887 0.0011 0.0162 0.6266 1 9 0
Cllorf46 11 11pl4.1 30344656 | 30359768 0.0010 0.0161 0.6267 6 1 0
PPP1R15B 1 1g32.1 204372494(204380944 0.0010 0.0161 0.6268 15 1 0
Clorf198 1 1g42.2 230972876( 231005335 0.0010 0.0160 0.6272 19 0 1
PKIA 8 8g21.12 79428336 | 79515485 0.0010 0.0160 0.6273 12 1 1
TEP1 14 14q11.2 20835926 | 20881580 0.0010 0.0160 0.6274 2 4 0
FOXO03 6 6921 108881026 109005971 0.0010 0.0159 0.6275 8 2 0
NUDC 1 1p36.11 27226729 | 27272888 0.0010 0.0159 0.6275 0 10 0
CARHSP1 16 16p13.2 8946802 | 8962863 0.0010 0.0159 0.6275 1 5 0
SPAG9 17 17921.33 49039535 | 49198226 0.0010 0.0159 0.6278 2 6 0
ZNF180 19 19913.31 44979861 | 45004574 0.0010 0.0158 0.6279 3 7 0
ASH2L 8 8p11.23 37963011 | 37997225 0.0010 0.0158 0.6280 5 4 0
FAM53C 5 5g31.2 137673224|137685418 0.0010 0.0158 0.6280 1 12 0
USP10 16 16g24.1 84733555 | 84813525 0.0010 0.0158 0.6281 3 9 0
TMEM70 8 8g21.11 74888430 | 74895011 0.0010 0.0158 0.6281 13 1 0
PARP16 15 15¢22.31 65550438 | 65579018 0.0010 0.0158 0.6281 2 5 0
TTC15 2 2p25.3 3383446 | 3488865 0.0010 0.0158 0.6283 8 2 0
FAM53B 10 10926.13 126307863 126432930 0.0010 0.0158 0.6283 5 8 1
VSTM2A 7 7pl1.2 54610018 | 54638188 0.0010 0.0157 0.6285 2 5 0
AP3S2 15 15¢26.1 90373831 | 90456222 0.0010 0.0157 0.6286 7 2 0
ZNF714 19 19p12 21264971 | 21307879 0.0010 0.0157 0.6286 6 3 0
MTFMT 15 15¢22.31 65293851 | 65321977 0.0010 0.0157 0.6287 2 5 0
MID1IP1 23 23p11.4 38660685 | 38665781 0.0010 0.0157 0.6287 2 12 0
C18orf10 18 18g12.2 34376035 | 34409158 0.0010 0.0157 0.6288 7 8 0
LYRMS5 12 12pl12.1 25348206 | 25359026 0.0010 0.0157 0.6288 8 4 0
Cl6orf57 16 16921 58035305 | 58055521 0.0010 0.0156 0.6290 2 10 0
OR7C2 19 19p13.12 15052301 | 15053260 0.0010 0.0156 0.6291 4 3 2
RPL38 17 17925.1 72199795 | 72206008 0.0010 0.0156 0.6291 9 4 1
KCTD20 6 6p21.31 36410544 | 36458920 0.0010 0.0156 0.6291 11 1 0
CCDC13 3 3p22.1 42749875 | 42846027 0.0010 0.0155 0.6293 3 8 0
TBPL1 6 6923.2 134273308 134308627 0.0010 0.0155 0.6293 8 3 1
MRPS9 2 2012.1 105654483|105716417 0.0010 0.0155 0.6294 5 5 1
C2orf47 2 2033.1 200820040( 200873263 0.0010 0.0155 0.6294 2 5 0
CD9 12 12p13.31 6308881 | 6347427 0.0010 0.0155 0.6295 12 3 0
PRMT5 14 14q11.2 23389733 | 23398661 0.0010 0.0155 0.6296 3 4 0
RAB3C 5 5g11.2 57878939 | 58147405 0.0010 0.0154 0.6297 0 16 0
STBD1 4 4921.1 77227677 | 77232282 0.0010 0.0153 0.6300 4 3 0
NUDCD2 5 5034 162880591|162887143 0.0010 0.0153 0.6302 1 10 0
GPS1 17 17925.3 80009763 | 80015346 0.0010 0.0153 0.6302 10 4 0
PSAT1 9 9g21.2 80911992 | 80945007 0.0010 0.0153 0.6303 4 6 0
RBCK1 20 20p13 388142 411610 0.0010 0.0153 0.6303 2 6 1
ATP13A3 3 3929 194123401194222232 0.0010 0.0153 0.6304 12 2 0
MLLT6 17 17q12 36861873 | 36886031 0.0010 0.0153 0.6304 3 9 0
NHEJ1 2 2035 219940039 220025587 0.0010 0.0153 0.6305 3 6 0
ADNP 20 20g13.13 49505585 | 49547527 0.0010 0.0152 0.6306 7 4 0
ZNF85 19 19p12 21106080 | 21133501 0.0010 0.0152 0.6307 6 3 0
COPS7B 2 2g37.1 232646381 (232674093 0.0010 0.0152 0.6307 1 9 0
CSNK1G1 15 15922.31 64457716 | 64648442 0.0010 0.0152 0.6308 2 6 0
DLSTP 14 14g24.3 75348619 | 75370443 0.0009 0.0152 0.6309 1 9 0
STT3B 3 3p23 31574130 | 31679112 0.0009 0.0152 0.6309 7 5 0
CREBL2 12 12p13.2 12764831 | 12798041 0.0009 0.0151 0.6312 7 5 0
LRRC34 3 3026.2 169511216 169530452 0.0009 0.0151 0.6312 15 0 1
SNw1 14 14924.3 78183946 | 78227496 0.0009 0.0151 0.6313 1 11 0
GANAB 11 11g12.3 62392300 | 62414104 0.0009 0.0151 0.6314 1 1 0
PCTP 17 17922 53828356 | 53854748 0.0009 0.0151 0.6315 5 7 0
COQI10A 12 12g13.3 56660642 | 56664748 0.0009 0.0151 0.6315 1 7 0
STAT3 17 17921.2 40465343 | 40540513 0.0009 0.0150 0.6316 1 11 0
C20rf76 2 2014.2 120059801 120124404 0.0009 0.0150 0.6316 3 7 0
MYO19 17 17q12 34851488 | 34891263 0.0009 0.0150 0.6317 4 11 1
CLECI16A 16 16p13.13 11038345 | 11276046 0.0009 0.0150 0.6318 3 4 0
TMEMA49 17 17g23.1 57784863 | 57917950 0.0009 0.0150 0.6319 5 4 0
YEATS4 12 12915 69753532 | 69784575 0.0009 0.0149 0.6322 3 8 0
ZNF384 12 12p13.31 6775643 | 6798676 0.0009 0.0149 0.6323 12 3 0
ARPC5L 9 9933.3 127624409 127640003 0.0009 0.0149 0.6323 1 7 0
MCPH1 8 8p23.1 6264121 | 6506026 0.0009 0.0149 0.6323 1 11 0
C7orf50 7 7p22.3 1036623 | 1177893 0.0009 0.0149 0.6324 4 8 0
SMC3 10 10g25.2 112327449[112364390 0.0009 0.0148 0.6324 4 8 1
CDKN2D 19 19p13.2 10677139 [ 10679655 0.0009 0.0148 0.6324 3 4 0
CMBL 5 5p15.2 10277707 | 10308168 0.0009 0.0148 0.6325 9 6 1
POLR2D 2 2014.3 128603841128615729 0.0009 0.0148 0.6325 4 8 0
HOMEZ 14 149g11.2 23742844 | 23755309 0.0009 0.0148 0.6326 3 4 0
IMPA1 8 8021.13 82569151 | 82598589 0.0009 0.0148 0.6326 12 1 2
POLR3C 1 1g21.1 145592606 145610937 0.0009 0.0148 0.6327 16 1 0
TMEM126A 11 11g14.1 85359021 | 85367579 0.0009 0.0148 0.6327 6 3 0
CENPN 16 16g23.2 81040103 | 81066705 0.0009 0.0148 0.6328 1 8 0
NUDT9 4 4922.1 88343735 | 88379497 0.0009 0.0148 0.6330 3 4 0
TOPORS 9 9p21.1 32540545 | 32552601 0.0009 0.0148 0.6331 3 10 0
DHRS7B 17 17p11.2 21030258 | 21094836 0.0009 0.0147 0.6334 0 12 0
LRCH1 13 13q14.13-q14.2 | 47127303 | 47327176 0.0009 0.0147 0.6334 2 7 0
CDK5RAP3 17 17921.32 46048429 | 46059147 0.0009 0.0147 0.6334 1 7 0
DUSP12 1 1923.3 161719581[161726949 0.0009 0.0147 0.6334 19 0 2
RRAGA 9 9p22.1 19049372 | 19051019 0.0009 0.0147 0.6335 4 9 0
NCRNA00153 20 20p11.23 21106646 | 21227260 0.0009 0.0147 0.6335 4 6 0
CS 12 12g13.3 56665483 | 56694175 0.0009 0.0147 0.6335 1 7 0
C19orf2 19 19912 30433158 | 30506611 0.0009 0.0147 0.6336 11 1 1
FGFR10P2 12 12p11.23 27091316 | 27118857 0.0009 0.0147 0.6336 6 4 0
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MOCS2 5 5g11.2 52391509 | 52405598 0.0009 0.0147 0.6336 0 12 0
BRPF1 3 3p25.3 9773429 | 9789699 0.0009 0.0147 0.6337 7 2 0
FAM96B 16 16g22.1 66965959 | 66968320 0.0009 0.0147 0.6338 8 7 0
C6orf225 6 6921 112408674112423992 0.0009 0.0146 0.6339 7 2 0
MXD3 5 5035.3 176732501|176739292 0.0009 0.0146 0.6339 4 6 0
ATP5G3 2 2031.1 176040991 176046490 0.0009 0.0146 0.6340 6 3 0
EIF3K 19 19q13.2 39109722 | 39127595 0.0009 0.0146 0.6340 4 6 0
NPC1 18 18q11.2 21111465 | 21166470 0.0009 0.0146 0.6342 8 3 1
PDCD11 10 10924.33 105156412 105206019 0.0009 0.0145 0.6344 0 8 0
KIAA1147 7 7934 141356528 141401953 0.0009 0.0145 0.6344 11 0 0
ATP5A1 18 18g21.1 43664110 | 43684199 0.0009 0.0145 0.6344 3 9 0
NUP153 6 6p22.3 17615269 | 17706818 0.0009 0.0145 0.6346 10 0 0
PTPN3 9 9931.3 112137746|112260593 0.0009 0.0144 0.6348 1 10 0
TARS2 1 1921.3 150459893 150480078 0.0009 0.0144 0.6348 15 1 0
INTS10 8 8p21.3 19674918 | 19709584 0.0009 0.0144 0.6349 1 11 0
PSMC4 19 19q13.2 40477073 | 40487351 0.0009 0.0144 0.6350 3 7 0
OSBP 11 11gl2.1 59341871 | 59383617 0.0009 0.0144 0.6350 7 1 0
NFYA 6 6p21.1 41040707 | 41076133 0.0008 0.0143 0.6354 14 2 0
PTPRA 20 20p13 2844841 | 3019320 0.0008 0.0142 0.6354 2 7 0
FAM136A 2 2p13.3 70523109 | 70529220 0.0008 0.0142 0.6355 4 0 0
NKIRAS2 17 17921.2 40169038 | 40177654 0.0008 0.0142 0.6355 1 11 0
FAIM3 1 1g32.1 207076636 (207096592 0.0008 0.0142 0.6357 16 1 0
CXorf56 23 23924 118672112|118699364 0.0008 0.0142 0.6358 1 11 0
PSMB1 6 6927 170844205|170862417 0.0008 0.0142 0.6358 2 7 0
AP1GBP1 17 17912 35877940 | 35969520 0.0008 0.0142 0.6358 3 10 0
FBX0O45 3 3929 196295482 196315928 0.0008 0.0142 0.6359 11 1 0
SENPG6 6 6914.1 76311600 | 76427997 0.0008 0.0142 0.6359 7 1 0
WAPAL 10 10g23.2 88195013 | 88281572 0.0008 0.0142 0.6360 4 5 0
TMEM18 2 2p25.3 667973 677439 0.0008 0.0141 0.6361 9 3 0
ZNF615 19 19913.41 52467594 | 52627345 0.0008 0.0141 0.6361 3 5 0
PRPF4B 6 6p25.2 4021569 [ 4065217 0.0008 0.0141 0.6361 9 3 0
PTPN11 12 12924.13 112856536|112947716 0.0008 0.0141 0.6361 2 8 0
ZADH2 18 18g22.3 72910489 | 72921117 0.0008 0.0141 0.6361 5 9 0
NME? 1 1924.2 169101775/169337186 0.0008 0.0141 0.6362 17 1 1
ITFG2 12 12p13.33 2921863 | 2934106 0.0008 0.0141 0.6363 13 4 0
REK 9 9g21.13 79000433 | 79009444 0.0008 0.0141 0.6363 3 6 0
PPAN 19 19p13.2 10216899 [ 10226065 0.0008 0.0141 0.6365 2 4 0
LGTN 1 1g32.1 206764977[206785904 0.0008 0.0140 0.6367 16 1 0
PANKS3 5 5034 167982630 168006588 0.0008 0.0140 0.6367 2 14 0
MUS81 11 11g13.1 65627872 | 65633912 0.0008 0.0140 0.6370 5 1 0
CALCOCO2 17 17921.32 46908372 | 46942228 0.0008 0.0139 0.6372 1 7 0
ZNF672 1 1944 249132530( 249143713 0.0008 0.0139 0.6373 17 0 1
CREBZF 11 11g14.1 85371885 | 85376146 0.0008 0.0139 0.6373 6 3 0
MFSD9 2 2q12.1 103333497[103353347 0.0008 0.0139 0.6374 4 6 1
IL27RA 19 19p13.12 14142262 | 14164026 0.0008 0.0139 0.6375 5 3 0
MUT 6 6pl12.3 49398999 | 49431031 0.0008 0.0138 0.6375 11 0 0
JOSD1 22 22g13.1 39081548 | 39097561 0.0008 0.0137 0.6378 2 6 0
PPARBP 17 17912 37560549 | 37607527 0.0008 0.0137 0.6378 3 9 0
RTN4IP1 6 6921 107018903|107077373 0.0008 0.0137 0.6378 7 3 0
VPS16 20 20p13 2821373 | 2847377 0.0008 0.0137 0.6378 2 7 0
NAPEPLD 7 7922.1 102740023 102790007 0.0008 0.0137 0.6380 7 3 0
INSIG2 2 2q14.2 118846028[118867596 0.0008 0.0136 0.6384 2 10 0
ACAP2 3 3929 194995475|195163817 0.0008 0.0136 0.6385 11 2 0
CHST12 7 7p22.3 2443207 | 2473693 0.0008 0.0136 0.6386 4 6 0
TRIM14 9 9g22.33 100831557100881492 0.0008 0.0136 0.6386 3 8 0
PANK4 1 1p36.32 2439975 | 2458050 0.0008 0.0136 0.6387 4 13 0
RPAP2 1 1p22.1 92764605 | 92853729 0.0008 0.0135 0.6390 5 8 0
RNF20 9 9g31.1 104296133 104325626 0.0008 0.0135 0.6390 2 6 0
SNRNP70 19 19913.33 49588465 | 49611869 0.0008 0.0135 0.6392 3 7 0
ASB13 10 10p15.1 5674917 | 5708558 0.0008 0.0135 0.6392 15 0 1
FOXJ2 12 12p13.31 8185359 | 8208117 0.0008 0.0135 0.6392 8 4 0
C0oQ2 4 4921.23 84184979 | 84206067 0.0008 0.0135 0.6392 3 5 0
CMC1 3 3p24.1 28283109 | 28361264 0.0008 0.0135 0.6393 6 5 0
TOMMS 9 9p13.2 37588417 | 37592636 0.0008 0.0134 0.6394 7 9 0
SBF2 11 11p15.4 9800216 | 10315754 0.0008 0.0134 0.6394 3 5 0
AGAP1 2 2037.2 236402733[ 237035198 0.0008 0.0134 0.6395 2 11 0
MAK16 8 8pl2 33342685 | 33358775 0.0008 0.0134 0.6395 2 10 0
MYO10 5 5p15.1 16662019 [ 16936385 0.0008 0.0134 0.6396 6 4 0
PTGR1 9 9931.3 114325253|114362135 0.0008 0.0134 0.6397 2 8 0
TIALL 10 10g926.11 121332980(121356541 0.0008 0.0134 0.6397 2 7 0
RAB11FIP2 10 10926.11 119764429(119806114 0.0008 0.0134 0.6399 3 7 0
AARSD1 17 17921.31 41102547 | 41132545 0.0008 0.0133 0.6400 1 11 0
WDR25 14 14932.2 100842793 100996640 0.0008 0.0133 0.6401 2 10 0
CLPX 15 15g22.31 65442784 | 65477563 0.0008 0.0133 0.6402 2 5 0
Cllorflé 11 11p15.4 8941624 | 8954553 0.0008 0.0133 0.6402 4 6 0
CDC73 1 1g31.2 193090919 193221056 0.0008 0.0133 0.6402 16 1 1
DYNC1LI1 3 3p22.3 32567469 | 32612350 0.0008 0.0133 0.6402 6 5 0
ZC3H11A 1 1g32.1 203764751[203823255 0.0007 0.0133 0.6404 14 1 1
CAMK2D 4 4026 114372188|114683083 0.0007 0.0133 0.6404 3 4 0
ZNHIT3 17 17q12 34842473 | 34851662 0.0007 0.0133 0.6404 4 11 1
TXNRD1 12 12g23.3 104609559 104744055 0.0007 0.0133 0.6405 1 10 0
RP9P 7 7pl4.3 32956427 | 32982788 0.0007 0.0133 0.6406 2 8 0
ATP5B 12 12g13.3 57031963 | 57039852 0.0007 0.0132 0.6407 1 7 0
POT1 7 7931.33 124462440(124570037 0.0007 0.0132 0.6410 12 0 0
AUP1 2 2pl13.1 74753772 | 74756974 0.0007 0.0131 0.6413 3 2 0
NOP16 5 5035.2 175810984 175815607 0.0007 0.0130 0.6415 4 8 0
TUBD1 17 17923.1 57936851 | 57970296 0.0007 0.0130 0.6418 5 4 0
PET112L 4 4931.3 152591805(152682134 0.0007 0.0129 0.6420 1 9 0
LRFN1 19 19g13.2 39797208 | 39805976 0.0007 0.0129 0.6420 4 6 0
ATP2B4 1 1g32.1 203595928 203713207 0.0007 0.0129 0.6420 14 1 0
PPP1R14A 19 19g13.2 38741877 | 38747231 0.0007 0.0129 0.6421 4 5 1
RB1 13 13qg14.2 48877883 | 49056026 0.0007 0.0129 0.6422 2 7 0
CXYorf3 23 23p22.33 1710486 | 1721409 0.0007 0.0129 0.6423 3 12 0
Cl170rf95 17 17g25.1 74722940 | 74729961 0.0007 0.0129 0.6423 9 4 0
SMARCD2 17 17923.3 61909441 | 61920351 0.0007 0.0129 0.6424 6 2 0
SEC23IP 10 100926.11-g26.12|121652223[121701245 0.0007 0.0129 0.6425 2 7 0
MRPL1 4 4921.1 78783805 | 78873944 0.0007 0.0129 0.6425 4 5 0
S100A11 1 1921.3 152004982[152009511 0.0007 0.0129 0.6425 17 1 1
C150rf56 15 15g15.1 40542868 | 40545110 0.0007 0.0129 0.6425 0 9 0
SLC22A4 5 5g31.1 131630145[131679892 0.0007 0.0128 0.6427 3 16 0
RPL34 4 4925 109541722 109551637 0.0007 0.0127 0.6430 3 3 0
RAI14 5 5p13.2 34656518 | 34832716 0.0007 0.0127 0.6431 9 4 0
QSER1 11 11p13 32914792 | 33001816 0.0007 0.0126 0.6437 5 3 0
C200rf29 20 20p13 3801178 | 3805954 0.0007 0.0125 0.6440 2 8 0
TSN 2 2014.3 122494679|122525429 0.0007 0.0125 0.6440 2 7 0
FAM108C1 15 15g25.1 80987652 | 81047958 0.0007 0.0125 0.6443 5 6 0
MRPL17 11 11p15.4 6701616 | 6704632 0.0007 0.0124 0.6444 2 7 0
OGDH 7 7pl3 44646171 | 44748668 0.0007 0.0123 0.6448 1 6 0
ZDHHC6 10 10g25.2 114190062 114206672 0.0007 0.0123 0.6449 4 8 0
POLES3 9 9932 116169521|116173029 0.0007 0.0123 0.6451 2 8 0
NANS 9 9g22.33 100818959 100845364 0.0007 0.0122 0.6454 3 8 0
MRPS2 9 9934.3 138391830/ 138396519 0.0007 0.0122 0.6454 4 11 1
COPS6 7 7922.1 99686583 | 99689820 0.0007 0.0122 0.6454 4 2 0
MRPL37 1 1p32.3 54665840 | 54686603 0.0007 0.0122 0.6456 6 7 0
GLUD1 10 10923.2 88810247 | 88854623 0.0007 0.0122 0.6456 5 5 0
C7orf41l 7 7pl4.3 30174552 | 30202381 0.0007 0.0122 0.6457 4 7 0
UNC84B 22 22g13.1 39130730 | 39190148 0.0007 0.0121 0.6458 2 6 0
HELZ 17 17q24.2 65066555 | 65241319 0.0007 0.0121 0.6458 6 2 0
VPS25 17 17921.31 40925454 | 40931616 0.0007 0.0121 0.6459 1 11 0
PHF5A 22 22q13.2 41855722 | 41864708 0.0007 0.0121 0.6459 2 6 0
DDX1 2 2p24.3 15731302 | 15771225 0.0006 0.0121 0.6461 4 2 0
CLN5 13 13g22.3 77564795 | 77576651 0.0006 0.0120 0.6462 6 3 0
GPR27 3 3p13 71803201 | 71804328 0.0006 0.0120 0.6464 3 9 0
DNAJC7? 17 17g21.2 40128457 | 40169671 0.0006 0.0120 0.6465 2 11 0
TOP2A 17 17921.2 38544768 | 38574408 0.0006 0.0120 0.6466 2 10 0
ADPGK 15 15g24.1 73043636 | 73076126 0.0006 0.0119 0.6467 5 6 0
FAM173B 5 5p15.2 10226438 | 10250014 0.0006 0.0119 0.6467 9 6 1
C5orf28 5 5p12 43444354 | 43483992 0.0006 0.0119 0.6467 5 4 0
WDRA42A 1 1923.2 160185505 160232318 0.0006 0.0119 0.6467 20 0 3
CCNI 4 4g21.1 77969179 | 77997128 0.0006 0.0119 0.6467 4 4 0
MTF2 1 1p22.1 93544792 | 93604636 0.0006 0.0119 0.6468 5 8 0
XRCC6 22 22q13.2 42017295 | 42060052 0.0006 0.0119 0.6470 2 6 0
HDHD3 9 9932 116135700 116139237 0.0006 0.0119 0.6471 2 8 0
FAM32A 19 19p13.12-p13.11| 16296234 | 16302855 0.0006 0.0119 0.6471 3 2 0
GTF2H1 11 11p15.1 18343816 | 18388590 0.0006 0.0119 0.6472 4 5 0
MAPKAPKS 12 120924.12-924.13]|112280045[112331227 0.0006 0.0119 0.6473 2 7 0
DYNC1H1 14 14932.31 102430865 102517135 0.0006 0.0119 0.6474 1 9 0
RPRD1B 20 20911.23 36661948 | 36720761 0.0006 0.0119 0.6474 1 8 0
MAP3K4 6 6026 161412822|161551917 0.0006 0.0119 0.6474 1 9 0
CISD1 10 10g21.1 60028895 | 60049018 0.0006 0.0118 0.6476 3 1 0
CGGBP1 3 3plil 88101108 | 88108146 0.0006 0.0118 0.6479 6 2 0
HDAC1 1 1p35.1 32757708 | 32799224 0.0006 0.0118 0.6479 2 9 0
ACPL2 3 3923 140950682|141013483 0.0006 0.0117 0.6481 12 0 0
ZNF419 19 19913.43 57999079 | 58006048 0.0006 0.0117 0.6482 2 6 0
FANCI 15 15¢26.1 89787194 | 89860362 0.0006 0.0117 0.6483 7 4 0
TMEM127 2 2q11.2 96916314 | 96931732 0.0006 0.0117 0.6484 7 4 1
AMPH 7 7pl4.1 38423305 | 38671020 0.0006 0.0116 0.6485 3 9 0
EIF5A2 3 3g26.2 170606204 (170626426 0.0006 0.0116 0.6485 16 0 1
UBL7 15 15g24.1 74738318 | 74753529 0.0006 0.0116 0.6487 5 5 0
NDUFS3 11 11p11.2 47600632 | 47606113 0.0006 0.0116 0.6488 1 2 0
PSMC3IP 17 17921.2 40724329 | 40729747 0.0006 0.0116 0.6489 1 11 0
C6orfg89 6 6p21.2 36839646 | 36896740 0.0006 0.0116 0.6489 11 1 0
DDX19A 16 16g22.1 70380821 | 70407279 0.0006 0.0116 0.6490 6 7 0
KARS 16 16g23.1 75661628 | 75681585 0.0006 0.0116 0.6490 2 8 0
PSMD7 16 16923.1 74330681 | 74340184 0.0006 0.0115 0.6492 2 9 0
THOC1 18 18p11.32 214527 268059 0.0006 0.0114 0.6496 9 3 0
SFRS4 1 1p35.3 29474261 | 29508413 0.0006 0.0114 0.6497 1 11 0
EIF4G1 3 3g27.1 184032290 184053146 0.0006 0.0114 0.6498 12 1 0
POLD3 11 11q13.4 74303629 | 74353765 0.0006 0.0114 0.6498 4 2 0
EDC4 16 16g22.1 67906999 | 67918405 0.0006 0.0114 0.6498 6 7 0
HDAC?2 6 6921 114257329|114292354 0.0006 0.0113 0.6500 8 2 0
DDX55 12 12924.31 124086672[124105480 0.0006 0.0113 0.6501 2 8 0
C15o0rf44 15 15¢22.31 65871120 | 65903469 0.0006 0.0113 0.6502 2 5 0
CHCHDS8 11 11g13.4 73583715 | 73587890 0.0006 0.0113 0.6503 3 2 0
GOLPH3L 1 1921.3 150618701 150669672 0.0006 0.0112 0.6505 16 1 0
ETNK1 12 12pi2.1 22778009 | 22843608 0.0006 0.0111 0.6511 7 5 0
BIRC2 11 11g22.2 102217966 102249394 0.0006 0.0111 0.6511 6 3 0
LRRC8A 9 9g34.11 131644391|131680313 0.0006 0.0111 0.6511 3 7 0
COMMDG6 13 13g22.2 76099350 | 76112938 0.0006 0.0111 0.6511 5 4 0
RFFL 17 17q912 33336131 | 33416334 0.0006 0.0111 0.6512 2 11 0
SH3GLB1 1 1p22.3 87170265 | 87213867 0.0006 0.0111 0.6514 5 7 0
RBM28 7 7932.1 127950437[127983962 0.0006 0.0110 0.6515 9 0 0
USP36 17 17925.3 76792965 | 76836969 0.0006 0.0110 0.6516 11 4 0
ZNF570 19 19g13.12 37959982 | 37976242 0.0006 0.0109 0.6519 5 3 1
ZNF45 19 19913.31 44416783 | 44439411 0.0006 0.0109 0.6519 3 7 0
CCDC124 19 19p13.11 18043824 | 18054793 0.0006 0.0109 0.6520 3 3 0
NMB 15 15925.2-025.3 | 85198364 [ 85201802 0.0006 0.0109 0.6520 5 6 0
NCAPH 2 2q11.2 97001484 | 97041274 0.0006 0.0109 0.6520 7 4 1
KLHL8 4 4922.1 88082214 | 88141710 0.0006 0.0109 0.6521 3 4 0
ARF5 7 7932.1 127228457[127231752 0.0006 0.0109 0.6521 11 1 0
RP9 7 7p14.3 33134412 | 33149002 0.0006 0.0109 0.6521 2 8 0
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C200rf72 20 20p11.23 17949716 | 17971765 0.0006 0.0109 0.6523 5 6 0
OXSR1 3 3p22.2 38206996 | 38296979 0.0006 0.0109 0.6523 4 5 0
ENY2 8 8g23.1 110346570 110355898 0.0006 0.0109 0.6523 19 0 2
A2LD1 13 13g32.3 101183801/101236251 0.0005 0.0109 0.6525 11 4 1
PPTC7 12 12924.11 110972237/111021064 0.0005 0.0109 0.6526 2 7 0
BCL9 1 1921.2 147013182 147098017 0.0005 0.0108 0.6526 18 1 1
THAP11 16 16g22.1 67876213 | 67878097 0.0005 0.0108 0.6527 6 7 0
RBM18 9 9g33.2 125002289 125027118 0.0005 0.0108 0.6527 2 8 0
SPAG5 17 17q11.2 26904585 | 26926056 0.0005 0.0108 0.6528 1 9 0
ACD 16 16g22.1 67691416 | 67694718 0.0005 0.0108 0.6529 6 7 0
AMZ2 17 17q24.2 66244145 | 66265039 0.0005 0.0108 0.6530 8 2 0
NCBP2 3 3929 196662273 196669465 0.0005 0.0108 0.6531 12 1 0
SENP2 3 3027.2 185300284 185348883 0.0005 0.0108 0.6532 11 1 0
DAAM1 14 14923.1 59655399 | 59838123 0.0005 0.0107 0.6534 2 9 0
C200rf43 20 20913.31 55043647 | 55093942 0.0005 0.0107 0.6534 4 7 0
TBP 6 6927 170863390 170881946 0.0005 0.0107 0.6535 3 6 0
VKORCIL1 7 7911.21 65338324 | 65422817 0.0005 0.0107 0.6537 3 3 1
ATP5C1 10 10p14 7830093 | 7849755 0.0005 0.0107 0.6538 16 1 2
FDX1L 19 19p13.2 10416103 | 10426691 0.0005 0.0106 0.6540 2 4 0
CD99 23 23p22.33 2609228 | 2659348 0.0005 0.0106 0.6540 4 13 0
RAB4A 1 1942.13 229406879 229440517 0.0005 0.0106 0.6542 18 0 1
COPA 1 1923.2 160258377160313354 0.0005 0.0106 0.6542 19 0 2
NSMCE4A 10 10926.13 123716611|123734710 0.0005 0.0106 0.6542 3 8 2
TIMM8B 11 11g23.1 111955873|111957469 0.0005 0.0106 0.6543 5 2 0
VDAC3 8 8pl11.21 42249346 | 42263411 0.0005 0.0106 0.6543 5 4 0
CARM1 19 19p13.2 10982253 | 11033448 0.0005 0.0106 0.6544 2 4 0
ARFGEF1 8 8g13.2 68109897 | 68255912 0.0005 0.0106 0.6545 16 1 0
TRIO 5 5p15.2 14143829 | 14509448 0.0005 0.0106 0.6545 9 5 1
CSRP2BP 20 20p11.23 18118527 | 18169031 0.0005 0.0106 0.6546 4 6 0
BRD1 22 22q13.33 50166931 | 50221160 0.0005 0.0106 0.6547 3 8 0
CCDC123 19 19913.11 33369908 | 33462869 0.0005 0.0106 0.6548 2 2 0
COPS5 8 8g13.1 67955317 | 67974562 0.0005 0.0106 0.6548 16 1 0
SNRPE 1 1g32.1 203830740( 203840278 0.0005 0.0106 0.6548 14 1 1
TUFT1 1 1921.3 151512781 151556058 0.0005 0.0105 0.6550 16 1 0
ECHDC2 1 1p32.3 53361904 | 53387446 0.0005 0.0105 0.6552 7 6 0
PTGES2 9 9g34.11 130882973/ 130890712 0.0005 0.0105 0.6553 3 7 0
ARMC10 7 7922.1 102715328 102740205 0.0005 0.0105 0.6553 8 3 0
TNFSF5IP1 18 18p11.21 12703055 | 12725737 0.0005 0.0105 0.6553 5 2 0
ZNF236 18 18923 74536116 | 74682680 0.0005 0.0105 0.6554 5 8 0
ZNF333 19 19p13.12 14800870 | 14831772 0.0005 0.0104 0.6556 5 3 2
ECE2 3 3027.1 183967445 184010818 0.0005 0.0104 0.6556 12 1 0
UBQLN1 9 9g21.32 86274879 | 86323168 0.0005 0.0104 0.6556 4 6 0
MLLT1 19 19p13.3 6212966 | 6279959 0.0005 0.0104 0.6557 0 6 0
DVL3 3 3g27.1 183873284[183891398 0.0005 0.0104 0.6559 12 1 1
UBE2Q2 15 15g24.2 76135622 | 76193380 0.0005 0.0104 0.6560 4 5 0
C200rf46 20 20p13 1161215 | 1165319 0.0005 0.0104 0.6560 6 7 1
METTL13 1 1924.3 171750761|171766857 0.0005 0.0104 0.6561 16 1 1
ARF1 1 1942.13 228270361 (228286912 0.0005 0.0104 0.6562 18 0 0
SIL1 5 5031.2 138282427 138534065 0.0005 0.0104 0.6562 0 12 0
WRN 8 8pl2 30890778 | 31031276 0.0005 0.0104 0.6562 2 11 0
RWDD1 6 6922.1 116892583|116914751 0.0005 0.0103 0.6564 7 2 0
PPIH 1 1p34.2 43124048 | 43142428 0.0005 0.0103 0.6565 3 3 0
ATP6V1H 8 8g11.23 54628116 | 54755850 0.0005 0.0103 0.6566 11 2 0
UBAP1 9 9p13.3 34179011 | 34252520 0.0005 0.0103 0.6567 4 9 0
SCYE1 4 4924 107236767|107270377 0.0005 0.0103 0.6567 2 4 0
FANCC 9 9g22.32 97861337 | 98079991 0.0005 0.0103 0.6568 2 7 0
GTF2A2 15 15g22.2 59930261 | 59949737 0.0005 0.0103 0.6568 1 6 0
NUP93 16 16913 56764017 | 56878676 0.0005 0.0102 0.6572 3 9 0
TAPBPL 12 12p13.31 6561177 | 6571484 0.0005 0.0102 0.6573 12 3 0
FASTKD2 2 2933.3 207630089( 207660913 0.0005 0.0102 0.6574 2 4 0
Cl120rf43 12 12924.31 121440848121454300 0.0005 0.0101 0.6576 2 6 0
ALG5 13 13913.3 37523912 | 37573504 0.0005 0.0101 0.6576 1 4 0
GHITM 10 10g23.1 85899185 | 85913311 0.0005 0.0101 0.6578 2 9 0
FEN1 11 11g12.2 61560150 | 61564708 0.0005 0.0101 0.6579 3 3 0
SMARCAL1 2 2035 217277137(217347772 0.0005 0.0101 0.6579 1 6 0
RPL35 9 9933.3 127620158 127624240 0.0005 0.0100 0.6582 1 7 0
NUDT1 7 7p22.3 2281857 | 2290780 0.0005 0.0100 0.6582 4 7 0
C6orf153 6 6p21.1 42989373 | 42997334 0.0005 0.0099 0.6587 11 1 0
TMEM33 4 4p13 41937137 | 41962824 0.0005 0.0099 0.6589 2 11 0
MBOAT1 6 6p22.3 20100935 | 20212670 0.0005 0.0099 0.6590 8 0 0
CHMP4C 8 8021.13 82644688 | 82671750 0.0005 0.0099 0.6590 12 1 2
BTAF1 10 10923.32 93683736 | 93790078 0.0005 0.0099 0.6592 3 8 0
UBE2R2 9 9p13.3 33817182 | 33920401 0.0005 0.0098 0.6593 3 9 0
CASP6 4 4925 110609785|110624629 0.0005 0.0098 0.6594 3 3 0
ERCC5 13 13g33.1 103498174103528345 0.0005 0.0098 0.6595 11 3 0
KRT10 17 17921.2 38974370 | 38978863 0.0005 0.0098 0.6595 3 10 0
TRAF3IP1 2 2037.3 239229177(239309537 0.0005 0.0098 0.6595 3 12 0
PPAT 4 4912 57259531 | 57301845 0.0005 0.0097 0.6599 4 5 0
ALAD 9 9932 116148595/116163618 0.0004 0.0097 0.6600 2 8 0
GPR107 9 9g34.11 132815705 132902448 0.0004 0.0097 0.6600 3 7 0
Cl40rf129 14 14932.2 96829863 | 96853623 0.0004 0.0097 0.6600 3 11 0
CMAS 12 12pi2.1 22199159 | 22218602 0.0004 0.0097 0.6600 7 4 0
EIF2B5 3 3027.1 183852810 184402546 0.0004 0.0097 0.6601 12 1 0
MFF 2 2036.3 228189867 (228222549 0.0004 0.0097 0.6601 2 8 0
POLR2B 4 4q12 57843888 | 57897324 0.0004 0.0097 0.6601 4 5 0
STATSB 17 17921.2 40351196 | 40428725 0.0004 0.0097 0.6601 1 11 0
TYK2 19 19p13.2 10461205 | 10489184 0.0004 0.0097 0.6603 2 4 0
RMI1 9 9921.32 86595626 | 86618978 0.0004 0.0097 0.6604 4 6 0
TLCD1 17 17q11.2 27051377 | 27053826 0.0004 0.0096 0.6609 1 9 0
TRIB3 20 20p13 361308 378197 0.0004 0.0096 0.6611 2 6 1
ZCRB1 12 12912 42705888 | 42719932 0.0004 0.0096 0.6612 4 6 0
IMMT 2 2pll.2 86371055 | 86422893 0.0004 0.0096 0.6612 4 0 0
MAP2K4 17 17p12 11924141 [ 12047140 0.0004 0.0095 0.6614 1 16 0
GNB2L1 5 5035.3 180663930 180670906 0.0004 0.0095 0.6616 5 4 0
NARG1 4 4g31.1 140222676 140312522 0.0004 0.0095 0.6617 5 4 0
TTC8 14 14931.3 89290978 | 89344334 0.0004 0.0094 0.6619 2 10 0
GPR56 16 16921 57662419 | 57698944 0.0004 0.0094 0.6620 3 10 0
PIGX 3 3929 196366646 196462855 0.0004 0.0093 0.6624 11 1 0
C190rf72 19 19p13.12 14063304 | 14072254 0.0004 0.0093 0.6624 5 3 0
CCDC93 2 2q14.1 118673147[118771709 0.0004 0.0093 0.6624 2 10 0
GORASP2 2 2031.1 171785707|171823636 0.0004 0.0093 0.6624 6 3 0
RALGDS 9 9g34.2 135973107 136024588 0.0004 0.0093 0.6628 4 10 1
PPIL1 6 6p21.2 36822608 | 36842800 0.0004 0.0092 0.6629 11 1 0
CHD7 8 8012.1-g12.2 | 61591339 | 61779463 0.0004 0.0092 0.6629 14 1 0
TMEM97 17 17q11.2 26646121 | 26655710 0.0004 0.0092 0.6630 1 9 0
ZNF776 19 19913.43 58258164 | 58269527 0.0004 0.0092 0.6631 2 6 0
AP002373.3 11 11923.2 114271338|114279646 0.0004 0.0092 0.6632 5 4 0
VPS33A 12 12924.31 122716096 122751068 0.0004 0.0092 0.6633 2 6 0
DOPEY2 21 21g22.12 37529080 | 37711195 0.0004 0.0092 0.6634 6 4 0
ZNF137 19 19913.41 53095291 | 53103405 0.0004 0.0092 0.6636 4 5 0
JMJD2C 9 9p24.1 6757641 | 7175647 0.0004 0.0091 0.6639 6 9 0
RGP1 9 9p13.3 35749203 | 35757908 0.0004 0.0091 0.6640 5 9 0
ITGAX 16 16p11.2 31366509 | 31394318 0.0004 0.0091 0.6640 4 1 0
ZFP82 19 19913.12 36874593 | 36909558 0.0004 0.0090 0.6642 5 3 0
NARS2 11 11g14.1 78147247 | 78285826 0.0004 0.0090 0.6643 5 2 0
XPNPEP1 10 10g25.1 111624524|111683269 0.0004 0.0090 0.6645 3 9 1
DYRK3 1 1g32.1 206800108 (206857758 0.0004 0.0090 0.6646 16 1 0
KIAA1128 10 10g23.1 86088410 | 86278276 0.0004 0.0090 0.6648 2 9 0
UBOX5 20 20p13 3088220 | 3140540 0.0004 0.0089 0.6650 2 7 0
QDPR 4 4p15.32 17488025 | 17513857 0.0004 0.0089 0.6650 0 17 0
ARFGAP2 11 11pl11.2 47185854 | 47198419 0.0004 0.0089 0.6651 3 2 0
APEX1 14 14q11.2 20923290 | 20925925 0.0004 0.0089 0.6654 2 4 0
SFRS10 3 3027.2 185632356 185655924 0.0004 0.0089 0.6654 11 1 0
MRPS11 15 15g25.3 89010684 | 89021495 0.0004 0.0089 0.6654 7 4 0
HOOK1 1 1p32.1 60280458 | 60342049 0.0004 0.0089 0.6655 6 4 1
SCRIB 8 8g24.3 144873090 144897549 0.0004 0.0089 0.6655 14 1 0
FAM164A 8 8g21.12 79578330 | 79631993 0.0004 0.0089 0.6656 12 1 1
NUP210 3 3p25.1 13357737 | 13461809 0.0004 0.0088 0.6658 7 3 0
ECT2 3 3026.31 172468513 172547055 0.0004 0.0088 0.6658 17 0 1
TRMU 22 22013.31 46731298 | 46753234 0.0004 0.0088 0.6658 5 6 0
EIF5B 2 2011.2 99953834 1100016728 0.0004 0.0088 0.6658 4 5 1
GALC 14 14g31.3 88399360 | 88459907 0.0004 0.0088 0.6660 2 11 0
GPBP1L1 1 1p34.1 46092976 | 46152302 0.0004 0.0088 0.6660 3 3 0
UTP3 4 4913.3 71554196 | 71556267 0.0004 0.0088 0.6662 5 3 0
Cil5o0rf24 15 15q14 34376228 | 34394053 0.0004 0.0088 0.6662 0 8 0
BIVM 13 13g33.1 103451399(103493881 0.0004 0.0087 0.6665 11 3 0
ZNF202 11 11g24.1 123594997|123612363 0.0004 0.0087 0.6665 4 6 0
RBM8A 1 1g21.1 145507638[145511444 0.0004 0.0087 0.6667 16 1 0
DPH2 1 1p34.1 44435653 | 44439043 0.0004 0.0086 0.6671 3 3 0
SEMA4D 9 9g22.2 91975706 | 92112888 0.0004 0.0086 0.6672 4 7 0
ERCC3 2 2014.3 128014866 128051752 0.0004 0.0086 0.6673 4 8 0
RFC5 12 12g24.23 118454508(118470038 0.0004 0.0086 0.6673 2 7 0
PSPN 19 19p13.3 6375305 | 6375860 0.0004 0.0086 0.6673 0 6 0
RPL5 1 1p22.1 93297594 | 93307480 0.0004 0.0086 0.6674 5 8 0
ZBTB6 9 9g33.2 125670336 125675609 0.0004 0.0086 0.6675 1 8 0
RAB20 13 13934 111175419(111214080 0.0004 0.0086 0.6675 13 2 2
DAP 5 5p15.2 10679343 | 10761387 0.0004 0.0086 0.6676 9 6 1
CHSY1 15 15026.3 101715933|101792137 0.0004 0.0086 0.6678 11 2 0
C4orfl4 4 4q12 57829536 | 57844989 0.0004 0.0085 0.6681 4 5 0
KIAA0020 9 9p24.2 2804152 | 2844241 0.0004 0.0085 0.6682 6 10 0
AKIRIN2 6 6915 88384580 | 88411985 0.0004 0.0085 0.6683 7 2 0
JTB 1 1921.3 153946745 153950451 0.0004 0.0085 0.6684 15 1 0
NT5C3L 17 17921.2 39981424 | 39992515 0.0004 0.0085 0.6685 2 11 0
PDE6D 2 2g37.1 232597144[232650982 0.0004 0.0084 0.6687 2 9 0
PANX1 11 11921 93862094 | 93915133 0.0004 0.0084 0.6688 6 4 0
MRS2L 6 6p22.3 24403153 | 24425809 0.0004 0.0084 0.6690 9 0 0
CCDC97 19 19g13.2 41816094 | 41830785 0.0003 0.0083 0.6692 5 7 0
MRPS31 13 13g14.11 41303433 | 41345347 0.0003 0.0083 0.6694 2 7 0
ARMC6 19 19p13.11 19144471 | 19168978 0.0003 0.0083 0.6697 4 3 0
STK4 20 20913.12 43595120 | 43708618 0.0003 0.0082 0.6699 4 8 0
ZWILCH 15 15g22.31 66797431 | 66841812 0.0003 0.0082 0.6700 4 6 0
AP2B1 17 17q12 33914282 | 34053434 0.0003 0.0082 0.6701 3 11 1
FVT1 18 18921.33 60994971 | 61034506 0.0003 0.0082 0.6703 7 8 0
DICER1 14 14932.13 95552566 | 95623759 0.0003 0.0082 0.6703 4 10 0
DPP8 15 15g22.31 65737998 | 65810035 0.0003 0.0082 0.6703 2 5 0
AC068353.34 8 8p23.1 8175258 | 8239257 0.0003 0.0080 0.6711 2 13 0
CLPTMI1L 5 5p15.33 1317983 | 1344999 0.0003 0.0080 0.6712 10 4 0
KANK1 9 9p24.3 470291 746105 0.0003 0.0080 0.6714 7 10 0
RPL18P13 19 19913.33 49118591 | 49122433 0.0003 0.0080 0.6715 3 7 0
COX5A 15 15qg24.2 75212619 | 75230495 0.0003 0.0080 0.6715 3 4 0
CBR4 4 4q32.3 169815825 169931422 0.0003 0.0080 0.6715 2 6 1
DHX30 3 3p21.31 47844418 | 47891683 0.0003 0.0079 0.6717 0 8 0
FAM111B 11 11gl2.1 58874658 | 58894883 0.0003 0.0079 0.6717 7 1 0
TSPAN3 15 15g24.3 77338332 | 77363513 0.0003 0.0079 0.6718 4 6 0
EXOC2 6 6p25.3 485139 693111 0.0003 0.0079 0.6718 11 3 0
PAK2 3 3929 196466728 196559518 0.0003 0.0079 0.6719 12 1 0
GTPBP5 20 20q13.33 60758081 | 60777808 0.0003 0.0079 0.6722 7 7 0
MLH1 3 3p22.2 37034979 | 37092337 0.0003 0.0078 0.6724 5 5 0
HSF2 6 6g22.31 122720696 122754264 0.0003 0.0078 0.6725 10 1 1
DNMT1 19 19p13.2 10244023 | 10305755 0.0003 0.0078 0.6726 2 4 0
ESRP1 8 8g22.1 95653364 | 95719694 0.0003 0.0078 0.6728 14 0 2
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GLO1 6 6p21.2 38643704 | 38670952 0.0003 0.0078 0.6728 10 1 0
C90rf30 9 9g31.1 103189438 103339914 0.0003 0.0078 0.6729 2 7 0
ALG8 11 11g14.1 77811988 | 77850699 0.0003 0.0078 0.6730 5 2 0
ATGY 3 3p25.3 11313995 [ 11599132 0.0003 0.0078 0.6730 6 2 0
CLN8 8 8p23.3 1711870 | 1734727 0.0003 0.0078 0.6731 2 12 0
DCLRE1A 10 10925.3 115594484[115614142 0.0003 0.0077 0.6733 4 7 0
PEN2 3 3025.1 149682694 149688741 0.0003 0.0077 0.6735 14 1 0
GADD45GIP1 19 19p13.2 13064972 | 13068050 0.0003 0.0076 0.6741 4 4 0
RYBP 3 3p13 72423748 | 72495774 0.0003 0.0076 0.6742 3 9 0
MMS19 10 10g24.1 99218081 | 99258513 0.0003 0.0076 0.6743 1 9 0
LIG4 13 13933.3 108859794|108870716 0.0003 0.0076 0.6744 15 2 1
MED29 19 19q13.2 39881963 | 39891201 0.0003 0.0076 0.6745 4 6 0
CSNKI1E 22 22q13.1 38686698 | 38794934 0.0003 0.0075 0.6747 2 6 0
UFSP2 4 4g35.1 186321443 186347068 0.0003 0.0075 0.6747 4 10 0
MKRN2 3 3p25.2 12598557 | 12625205 0.0003 0.0075 0.6749 5 2 0
PDSS2 6 6921 107473761|107780779 0.0003 0.0075 0.6750 8 2 0
NDUFV2 18 18p11.22 9102675 | 9134343 0.0003 0.0075 0.6750 6 4 0
CTDP1 18 18923 77439801 | 77514507 0.0003 0.0075 0.6752 6 10 0
HMG20A 15 15g24.3 77713230 | 77777943 0.0003 0.0075 0.6752 4 6 0
C9orfl14 9 9g34.11 131584346 131592085 0.0003 0.0075 0.6753 3 7 0
TCP11L1 11 11p13 33060963 | 33106666 0.0003 0.0075 0.6753 5 3 0
NDUFS6 5 5p15.33 1801509 | 1816161 0.0003 0.0074 0.6758 11 4 2
URG4 7 7pl3 43915505 | 43966010 0.0003 0.0074 0.6759 1 4 0
CHRNA5 15 15g25.1 78857906 | 78886438 0.0003 0.0074 0.6759 5 6 0
CCDC146 7 7911.23 76751751 | 76924533 0.0003 0.0073 0.6762 5 1 0
PTGER1 19 19p13.12 14583279 | 14586174 0.0003 0.0073 0.6764 5 3 2
PPID 4 4q32.1 159630280 159644552 0.0003 0.0073 0.6765 2 5 1
HEATR5A 14 14912 31760994 | 31889739 0.0003 0.0073 0.6765 4 4 0
CCT2 12 12915 69979208 | 69995357 0.0003 0.0073 0.6766 2 8 0
PTEN 10 10g23.31 89623195 | 89728531 0.0003 0.0073 0.6768 3 8 0
DYRK4 12 12p13.32 4699486 [ 4723030 0.0003 0.0073 0.6768 14 6 0
CDH1 16 16g22.1 68771195 | 68869444 0.0003 0.0073 0.6769 6 7 0
KCNAB1 3 3g25.31 155838401 156256927 0.0003 0.0073 0.6770 14 0 1
PDCL 9 9g33.2 125560668 125590867 0.0003 0.0073 0.6771 1 8 0
ZRANB1 10 10926.13 126605712 126676005 0.0003 0.0073 0.6771 5 9 0
LARP5 10 10p15.3 855484 977564 0.0003 0.0073 0.6772 13 0 0
TSPAN17 5 5035.2 176074388 176086058 0.0003 0.0073 0.6773 5 7 0
CDC6 17 17g21.2 38444146 | 38459413 0.0003 0.0072 0.6774 2 10 0
WDR4 21 21922.3 44263206 | 44299678 0.0003 0.0072 0.6775 2 7 0
Clorfl23 1 1p32.3 53679774 | 53686289 0.0003 0.0072 0.6776 7 7 1
NP 14 14911.2 20937542 | 20945242 0.0003 0.0072 0.6778 2 4 0
NCAPD3 11 11925 134022337[134094426 0.0003 0.0072 0.6780 3 5 0
NDUFC2 11 11g14.1 77779403 | 77791265 0.0003 0.0071 0.6784 5 2 0
NARS 18 18g21.31 55267896 | 55289177 0.0003 0.0071 0.6785 2 10 0
SASH1 6 6024.3 148593440 148873184 0.0003 0.0070 0.6789 4 6 0
MFAP3L 4 4933 170907750{170948361 0.0003 0.0069 0.6793 2 6 1
ZFYVE9 1 1p32.3 52608046 | 52812358 0.0003 0.0069 0.6793 7 6 0
ITM2B 13 13qg14.2 48807308 | 48836225 0.0003 0.0069 0.6795 2 7 0
SSR1 6 6p24.3 7281290 | 7313541 0.0003 0.0069 0.6796 9 3 0
LRRFIP2 3 3p22.2 37094117 | 37218023 0.0003 0.0069 0.6796 5 5 0
FAM103A1l 15 15g25.2 83654971 | 83659791 0.0003 0.0069 0.6798 5 6 0
TOR1A 9 9g34.11 132575222[132586460 0.0003 0.0069 0.6799 3 7 0
TIGD2 4 4922.1 90033968 | 90036050 0.0003 0.0069 0.6800 3 4 0
MELK 9 9p13.2 36572873 | 36677678 0.0003 0.0069 0.6801 6 9 0
VPS4A 16 16g22.1 69345279 | 69358951 0.0003 0.0069 0.6801 6 7 0
ATG5 6 6921 106632351| 106773695 0.0003 0.0069 0.6802 8 3 0
TXNL1 18 18921.31 54270055 | 54305920 0.0003 0.0069 0.6803 4 11 0
LIPT1 2 2q11.2 99771418 | 99779611 0.0003 0.0068 0.6803 4 5 1
STX6 1 1925.3 180913178 180992046 0.0003 0.0068 0.6804 17 1 0
ASB8 12 12g13.11 48541574 | 48551377 0.0003 0.0068 0.6804 2 9 0
CLP1 11 11gl2.1 57425216 | 57429334 0.0003 0.0068 0.6805 6 2 0
MTFR1 8 8q13.1 66556974 | 66622796 0.0003 0.0068 0.6807 16 1 0
RAPGEF2 4 4q32.1 160188998 160281297 0.0003 0.0068 0.6808 2 5 1
SLC37A1 21 21922.3 43916118 | 44001550 0.0002 0.0068 0.6810 5 6 1
MRPL50 9 9g31.1 104152249|104160919 0.0002 0.0068 0.6812 2 7 0
CLASP1 2 2q14.2-q14.3 [122095352(122407163 0.0002 0.0067 0.6816 2 8 0
SERINC3 20 20q13.12 43124862 | 43150726 0.0002 0.0067 0.6817 3 9 0
THOC? 3 3pl4.1 63819547 | 63849597 0.0002 0.0067 0.6819 2 12 0
USP53 4 4026 120133791|120216672 0.0002 0.0067 0.6822 5 3 0
TM9OSF2 13 13g32.3 100153671|100215634 0.0002 0.0066 0.6823 11 4 1
GAR1 4 4925 110736666(110745891 0.0002 0.0066 0.6825 3 3 0
LRP8 1 1p32.3 53711212 | 53793821 0.0002 0.0066 0.6825 8 6 1
SPATA2 20 20q13.13 48519931 | 48532080 0.0002 0.0066 0.6825 7 4 0
PTPMT1 11 11p11.2 47586982 | 47595012 0.0002 0.0066 0.6827 1 2 0
INPP5F 10 10926.11 121485569(121588658 0.0002 0.0066 0.6827 2 7 0
TMEM209 7 7932.2 129804555 129845338 0.0002 0.0066 0.6829 9 0 0
FRK 6 6922.1 116262696(116381921 0.0002 0.0066 0.6829 7 2 0
ZNF259 11 11g23.3 116648436|116658755 0.0002 0.0066 0.6830 5 5 0
MRP63 13 13g12.11 21750372 | 21753203 0.0002 0.0066 0.6830 2 2 0
NCAPG2 7 7936.3 158424003 158497520 0.0002 0.0066 0.6830 15 3 0
MYNN 3 3026.2 169490853 169505333 0.0002 0.0066 0.6830 15 0 1
ATP11A 13 13934 113344643[113541482 0.0002 0.0066 0.6831 11 2 2
NSMAF 8 8gl2.1 59496070 | 59572404 0.0002 0.0066 0.6834 14 2 1
PDXDC1 16 16p13.11 15068833 | 15131550 0.0002 0.0066 0.6834 4 2 0
ACACA 17 17912 35441933 | 35766902 0.0002 0.0065 0.6836 3 9 0
PIM1 6 6p21.2 37137922 | 37143202 0.0002 0.0065 0.6838 11 1 0
POP4 19 19912 30097201 | 30106706 0.0002 0.0065 0.6839 9 3 1
C3orf10 3 3p25.3 10157333 | 10168871 0.0002 0.0065 0.6840 6 2 0
MARK3 14 14932.32 103851701|103970164 0.0002 0.0065 0.6841 1 8 0
GKAP1 9 9921.32 86354336 | 86432752 0.0002 0.0065 0.6843 4 6 0
RUFY1 5 5035.3 178977559179037027 0.0002 0.0065 0.6844 5 4 0
EXOSC2 9 9934.12 133569158 133580444 0.0002 0.0064 0.6846 3 7 0
SLC33A1 3 3925.31 155544338 155572195 0.0002 0.0064 0.6847 13 0 0
PSMA4 15 15g25.1 78832747 | 78841560 0.0002 0.0064 0.6851 5 6 0
ZNF189 9 9g31.1 104161163|104172942 0.0002 0.0063 0.6853 2 7 0
FARS2 6 6p25.1 5261584 | 5771816 0.0002 0.0063 0.6855 8 3 0
LNX2 13 13g12.2 28120050 | 28194720 0.0002 0.0063 0.6856 0 4 0
TARS 5 5p13.3 33440898 | 33468196 0.0002 0.0062 0.6859 9 4 0
TRIM13 13 13q14.2 50570024 | 50592603 0.0002 0.0062 0.6861 2 6 0
TMEM126B 11 11g14.1 85339639 | 85347532 0.0002 0.0062 0.6861 6 3 0
ETFA 15 15924.2-924.3 | 76508633 [ 76603810 0.0002 0.0062 0.6862 4 5 0
MEN1 3 3026.33 179065480/179111006 0.0002 0.0062 0.6865 16 0 0
COTL1 16 16g24.1 84599237 | 84651702 0.0002 0.0062 0.6866 3 9 0
MKKS 20 20p12.2 10385428 | 10414866 0.0002 0.0061 0.6869 3 7 1
NAT10 11 11p13 34127111 | 34168457 0.0002 0.0061 0.6869 5 3 0
SBDS 7 7911.21 66452690 | 66460588 0.0002 0.0061 0.6869 3 4 1
MRPL16 11 11gl2.1 59573612 | 59578345 0.0002 0.0061 0.6870 7 1 0
DDX28 16 16g22.1 68055174 | 68057959 0.0002 0.0061 0.6871 6 8 0
SEHIL 18 18p11.21 12947983 | 12987533 0.0002 0.0061 0.6873 5 1 0
RAD1 5 5p13.2 34905365 | 34918382 0.0002 0.0061 0.6874 9 4 0
MCL1 1 1921.3 150547037 150552136 0.0002 0.0060 0.6879 16 1 0
PDCD4 10 10g25.2 112631596 112659763 0.0002 0.0060 0.6879 3 9 0
PRKRIR 11 11913.5 76061003 | 76091986 0.0002 0.0060 0.6879 4 2 0
REV1 2 2911.2 100016939 100106497 0.0002 0.0060 0.6880 4 5 1
ZNF79 9 9933.3 130186653 130207650 0.0002 0.0060 0.6880 3 7 0
C2o0rf29 2 2911.2 101869345|101886777 0.0002 0.0060 0.6880 4 5 1
HNRNPAB 5 5035.3 177631508|177638181 0.0002 0.0060 0.6883 5 5 0
KIAA1549 7 7934 138516126 138666064 0.0002 0.0060 0.6884 10 1 0
SRM 1 1p36.22 11114649 [ 11120091 0.0002 0.0060 0.6884 0 11 0
RP11-458F8.3 7 7911.21 66379568 | 66379930 0.0002 0.0060 0.6886 3 4 1
EIF3S10 10 10926.11 120794541120840334 0.0002 0.0060 0.6887 3 7 0
PHF2 9 9g22.31 96338909 | 96441869 0.0002 0.0060 0.6890 3 8 0
PDAP1 7 7922.1 98992589 | 99006292 0.0002 0.0059 0.6893 4 1 0
HELB 12 12q14.3 66696360 | 66732003 0.0002 0.0059 0.6893 3 8 0
ZNF669 1 1944 247263264 (247267674 0.0002 0.0059 0.6897 18 0 0
C9orf25 9 9p13.3 34398182 | 34458568 0.0002 0.0059 0.6899 5 9 0
RALBP1 18 18p11.22 9475007 | 9538112 0.0002 0.0059 0.6900 6 4 0
FOXO1A 13 13g14.11 41129801 | 41240734 0.0002 0.0059 0.6902 2 7 0
ATP6V1G1 9 9932 117349994(117361141 0.0002 0.0058 0.6904 1 8 0
MFSD11 17 17g25.1 74733783 | 74775336 0.0002 0.0058 0.6909 9 4 0
SRP68 17 17925.1 74035191 | 74068607 0.0002 0.0058 0.6909 7 3 0
FAM104A 17 17g25.1 71203493 | 71228533 0.0002 0.0058 0.6910 9 3 0
SGPL1 10 10g22.1 72575704 | 72640930 0.0002 0.0058 0.6910 9 4 2
AARS 16 16g22.1 70286290 | 70323409 0.0002 0.0057 0.6914 6 7 0
NDUFC1 4 4g31.1 140211071 140223705 0.0002 0.0057 0.6914 5 4 0
SAP30BP 17 17g25.1 73663399 | 73704139 0.0002 0.0057 0.6915 7 3 1
PTX3 3 3025.32 157154580(157161416 0.0002 0.0057 0.6916 13 0 1
LEPROTL1 8 8pl2 29952922 | 29995222 0.0002 0.0057 0.6916 2 12 0
METTL3 14 14q11.2 21966283 | 21979457 0.0002 0.0057 0.6917 2 4 0
ATXN10 22 22013.31 46067687 | 46240829 0.0002 0.0057 0.6917 5 6 0
EIFAEBP2 10 10g22.1 72163861 | 72188374 0.0002 0.0057 0.6919 8 3 1
SETD7 4 4qg31.1 140417253[140477577 0.0002 0.0056 0.6922 5 6 0
RBM34 1 1g42.3 235294950 235324573 0.0002 0.0055 0.6930 19 1 1
DCTNG6 8 8pl2 30013813 | 30041059 0.0002 0.0055 0.6930 2 12 0
C190rf50 19 19p13.11 18668598 | 18680176 0.0002 0.0055 0.6931 4 3 0
INTS12 4 4924 106603784|106629881 0.0002 0.0055 0.6933 2 4 0
L3MBTL2 22 22q13.2 41601313 | 41627275 0.0002 0.0055 0.6936 2 5 0
EXOSC1 10 10g24.1 99195666 | 99205768 0.0002 0.0055 0.6937 1 9 0
KNTC2 18 18p11.32 2571510 | 2616633 0.0002 0.0055 0.6938 7 4 0
FAM12A 14 149g11.2 21214099 | 21216539 0.0002 0.0055 0.6938 2 4 0
ORC3L 6 6915 88299843 | 88377164 0.0002 0.0055 0.6939 7 2 0
AKAP7 6 6023.2 131466424[131604673 0.0002 0.0055 0.6940 8 3 1
JARID2 6 6p22.3 15246527 | 15522253 0.0002 0.0055 0.6940 10 2 0
AC012607.8 5 5p15.32 5422807 | 5490337 0.0002 0.0055 0.6941 8 5 1
CD164 6 6921 109687719|109703762 0.0002 0.0055 0.6942 8 2 0
AKAPS8L 19 19p13.12 15490859 [ 15529833 0.0002 0.0055 0.6942 4 2 1
PSTK 10 10926.13 124739556 124749908 0.0002 0.0055 0.6942 5 9 2
CHCHD3 7 7932.3-033  1132469630| 132766850 0.0002 0.0055 0.6943 12 1 0
RIC8B 12 12923.3 107168399 107283085 0.0002 0.0055 0.6943 3 9 0
SPATA7 14 14g31.3 88852011 | 88904802 0.0002 0.0055 0.6943 2 11 0
SCYL3 1 1924.2 169821804 169863408 0.0002 0.0055 0.6944 17 1 1
ANKRD16 10 10p15.1 5903691 | 5931860 0.0002 0.0055 0.6945 15 0 1
RCHY1 4 4921.1 76404357 | 76439640 0.0002 0.0054 0.6948 3 3 0
COIL 17 17922 55015563 | 55038411 0.0002 0.0054 0.6949 5 7 0
SLC26A11 17 17925.3 78194229 | 78227297 0.0002 0.0054 0.6951 12 3 0
Cl6orf68 16 16p13.2 8715527 | 8740079 0.0002 0.0053 0.6959 1 5 0
UNC45A 15 15026.1 91473410 | 91497322 0.0002 0.0053 0.6960 8 3 0
HADH 4 4925 108910870 108956331 0.0002 0.0053 0.6961 2 4 0
BFSP1 20 20p12.1 17474550 [ 17539605 0.0002 0.0053 0.6964 5 6 0
PHB2 12 12p13.31 7074848 | 7079916 0.0002 0.0052 0.6968 10 3 0
CEP78 9 9g21.2 80850991 | 80886596 0.0002 0.0052 0.6969 4 6 0
MRPL15 8 8q11.23 55047781 | 55061074 0.0002 0.0051 0.6972 11 2 0
uiMC1 5 5035.2 176332009 176433752 0.0002 0.0051 0.6972 4 6 0
ANKRD13A 12 12g24.11 110437235[110477231 0.0002 0.0051 0.6974 2 7 0
DNAJC19 3 3026.33 180701506 180707530 0.0002 0.0051 0.6974 14 1 0
IPO9 1 1g32.1 201798288(201853422 0.0002 0.0051 0.6975 14 1 0
NDUFA2 5 5031.3 140024959 140027240 0.0001 0.0051 0.6979 0 12 0
THUMPD3 3 3p25.3 9404655 | 9428475 0.0001 0.0051 0.6982 7 2 0
MYO9A 15 15923 72118369 | 72410422 0.0001 0.0051 0.6983 4 5 0
SPOP 17 17921.33 47676248 | 47755525 0.0001 0.0050 0.6985 1 7 0
EIF1B 3 3p22.1 40351173 | 40353915 0.0001 0.0050 0.6987 2 5 0
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PSMC1 14 14932.11 90722894 | 90738966 0.0001 0.0050 0.6987 3 10 0
ATP5F1 1 1p13.2 111991743|112004521 0.0001 0.0050 0.6990 4 5 0
RNF146 6 6022.33 127587755|127609712 0.0001 0.0050 0.6990 11 3 1
FTSJ3 17 17923.3 61896795 | 61905031 0.0001 0.0050 0.6990 6 2 0
OXA1L 14 14q11.2 23235731 | 23240998 0.0001 0.0050 0.6991 3 4 0
ZNF529 19 19g13.12 37034518 | 37064197 0.0001 0.0050 0.6991 4 3 0
AEBP2 12 12p12.3 19592608 | 19675173 0.0001 0.0050 0.6993 6 3 0
RCN2 15 15g24.3 77224116 | 77242247 0.0001 0.0050 0.6994 4 6 0
ZNF30 19 19913.11 35417807 | 35436074 0.0001 0.0049 0.6996 4 2 0
LRFN3 19 19g13.12 36427750 | 36436084 0.0001 0.0049 0.6996 5 1 0
C9orf23 9 9p13.3 34610493 | 34612101 0.0001 0.0049 0.7001 5 9 0
SFRS9 12 12924.31 120899472 120907558 0.0001 0.0049 0.7003 2 6 0
NPTN 15 15g24.1 73852357 | 73925753 0.0001 0.0049 0.7004 5 6 0
SEPT2 2 2937.3 242254685(242293442 0.0001 0.0048 0.7010 5 7 0
PRMT? 16 16g22.1 68344945 | 68391162 0.0001 0.0048 0.7011 6 8 0
COX6C 8 8g22.2 100890372 100905895 0.0001 0.0048 0.7012 19 0 2
MAP3K7 6 6915 91225353 | 91296907 0.0001 0.0048 0.7013 8 2 0
NDUFB9 8 8024.13 125551343 125562226 0.0001 0.0048 0.7014 17 0 1
SEPT10 2 2913 110300380(110371783 0.0001 0.0047 0.7015 3 7 1
PPP1CC 12 12g924.11 111157615/111180757 0.0001 0.0047 0.7017 2 7 0
AASDHPPT 11 11g922.3 105948285 105969419 0.0001 0.0047 0.7019 5 3 0
MED4 13 13q14.2 48650092 | 48669267 0.0001 0.0047 0.7020 2 7 0
VANGL2 1 1923.2 160370364 160398464 0.0001 0.0047 0.7020 19 0 2
ZNF211 19 19913.43 58141761 | 58154147 0.0001 0.0047 0.7021 2 6 0
SCAMP3 1 1922 155225773 155232195 0.0001 0.0047 0.7024 15 0 0
MRPL44 2 2036.1 224822121(224832429 0.0001 0.0047 0.7024 1 6 0
ZNF551 19 19913.43 58193357 | 58201167 0.0001 0.0047 0.7025 2 6 0
FAM12B 14 14q11.2 21236586 | 21239107 0.0001 0.0047 0.7026 2 4 0
IFT74 9 9p21.2 26947037 | 27062923 0.0001 0.0046 0.7032 4 11 0
C21orf66 21 21g22.11 34106213 | 34144169 0.0001 0.0046 0.7032 4 5 0
C18o0rf8 18 18q11.2 21083462 | 21111746 0.0001 0.0046 0.7037 8 3 1
SMARCE1 17 17g21.2 38783985 | 38804760 0.0001 0.0046 0.7037 3 10 0
Clorfl63 1 1p32.3 53152514 | 53164038 0.0001 0.0046 0.7039 7 6 0
PDCD6 5 5p15.33 271736 438392 0.0001 0.0045 0.7042 9 4 0
DDRGK1 20 20p13 3171021 | 3185331 0.0001 0.0045 0.7042 2 8 0
SYNCRIP 6 6914.3 86322600 | 86353510 0.0001 0.0045 0.7046 8 3 0
MORC3 21 21g22.12 37692487 | 37748944 0.0001 0.0044 0.7050 6 4 0
RNMT 18 18p11.21 13726660 | 13764557 0.0001 0.0044 0.7050 6 2 0
TAF10 11 11p15.4 6632073 | 6633445 0.0001 0.0044 0.7052 2 7 0
GPBP1 5 5q11.2 56469775 | 56559408 0.0001 0.0044 0.7053 0 16 0
NCOA4 10 10911.23 51565108 | 51590734 0.0001 0.0044 0.7057 3 5 0
FBXW2 9 9g33.2 123519254[123555740 0.0001 0.0044 0.7057 3 7 0
ODC1 2 2p25.1 10580508 | 10588453 0.0001 0.0044 0.7057 7 3 0
BHLHE41 12 12pi2.1 26272961 | 26278003 0.0001 0.0044 0.7060 8 4 0
PRPSAP1 17 17925.1 74306868 | 74380602 0.0001 0.0044 0.7060 7 3 0
YIF1B 19 19g13.2 38795744 | 38806606 0.0001 0.0043 0.7062 4 6 1
JMJD6 17 17925.1 74708914 | 74722881 0.0001 0.0043 0.7068 9 4 0
C9orf40 9 9g21.13 77561500 | 77567802 0.0001 0.0043 0.7069 3 6 0
SHFEM1 7 7021.3 96251874 | 96339203 0.0001 0.0043 0.7070 7 0 0
AP1M1 19 19p13.11 16308665 | 16346156 0.0001 0.0043 0.7071 3 2 0
FzD7 2 2033.1 202899310( 202903160 0.0001 0.0042 0.7076 2 5 0
EIF3M 11 11p13 32605391 | 32624012 0.0001 0.0042 0.7076 5 3 0
MAK10 9 9921.33 88556057 | 88637203 0.0001 0.0042 0.7077 4 6 0
XPR1 1 1925.3 180601146[180859413 0.0001 0.0042 0.7078 17 1 0
EAPP 14 14913.1 34985136 | 35008943 0.0001 0.0042 0.7078 3 4 0
C190rf43 19 19p13.2 12841455 [ 12845529 0.0001 0.0042 0.7081 4 4 0
ZNF302 19 19913.11 35168567 | 35177299 0.0001 0.0042 0.7083 5 2 0
POLG 15 15g26.1 89859537 | 89878026 0.0001 0.0041 0.7088 7 4 0
ANKLE?2 12 12924.33 133302255 133338451 0.0001 0.0041 0.7089 1 6 0
ZBTB44 11 11g24.3 130096579[130184607 0.0001 0.0041 0.7090 4 6 0
FN3KRP 17 17925.3 80674582 | 80685892 0.0001 0.0041 0.7090 9 4 0
TAF15 17 17q912 34136488 | 34174237 0.0001 0.0041 0.7091 3 11 1
ZW10 11 11923.2 113603913 113644425 0.0001 0.0041 0.7093 5 4 0
ZNF229 19 19g13.31 44930426 | 44952665 0.0001 0.0041 0.7095 3 7 0
GIPC1 19 19p13.12 14588572 | 14606944 0.0001 0.0041 0.7096 5 3 2
C4orf43 4 4qg32.2 164415673[164441690 0.0001 0.0041 0.7098 2 5 1
NUP133 1 1942.13 229577044(229644088 0.0001 0.0041 0.7098 18 0 1
RDM1 17 17q12 34245070 | 34257780 0.0001 0.0040 0.7103 3 11 1
CAND1 12 12914.3-915 | 67663061 [ 67708388 0.0001 0.0040 0.7103 5 8 0
IGF2R 6 6925.3 160390131 160527583 0.0001 0.0040 0.7104 2 6 0
ZNF573 19 19913.12-q13.13| 38229203 | 38307940 0.0001 0.0040 0.7105 5 5 1
POLRI1E 9 9p13.2 37485945 | 37506561 0.0001 0.0040 0.7108 6 9 0
PRPF18 10 10p13 13628939 | 13697929 0.0001 0.0040 0.7111 12 2 1
CC2D1A 19 19p13.12 14016956 | 14041693 0.0001 0.0039 0.7112 5 3 0
SPIN1 9 9g22.1 91003297 | 91093623 0.0001 0.0039 0.7113 3 6 0
SERINC1 6 6022.31 122764496(122907269 0.0001 0.0039 0.7116 10 1 1
ZNF641 12 12913.11 48733911 | 48744554 0.0001 0.0039 0.7117 0 8 0
MARCHG6 5 5p15.2 10353828 | 10435491 0.0001 0.0039 0.7117 9 6 1
SRP72 4 4q12 57333762 | 57369846 0.0001 0.0039 0.7117 4 5 0
ATPS5S 14 14921.3 50779047 | 50802276 0.0001 0.0039 0.7118 5 7 0
GTF3C3 2 2033.1 197628672 197664449 0.0001 0.0038 0.7127 4 5 0
ODF2 9 9g34.11 131218371[131263238 0.0001 0.0038 0.7129 3 7 0
PUS3 11 11g24.2 125763381|125773116 0.0001 0.0038 0.7131 4 5 0
RPL7 8 8g21.11 74202519 | 74213303 0.0001 0.0037 0.7137 13 1 0
MRPL52 14 14q11.2 23299092 | 23304239 0.0001 0.0037 0.7138 3 4 0
CDH3 16 16g22.1 68678151 | 68732957 0.0001 0.0037 0.7138 6 8 0
SLC25A6 23 23p22.33 1505045 | 1511626 0.0001 0.0037 0.7140 3 12 0
ATIC 2 2935 216176679(216214487 0.0001 0.0037 0.7144 2 2 0
DERA 12 12p12.3 16064106 | 16190314 0.0001 0.0037 0.7147 7 4 0
CPT2 1 1p32.3 53662101 | 53679867 0.0001 0.0037 0.7147 7 7 1
HIPK3 11 11p13 33279168 | 33375939 0.0001 0.0037 0.7148 5 2 0
BXDC2 5 5p13.2 34915820 | 34925785 0.0001 0.0037 0.7149 8 4 0
ILKAP 2 2037.3 239079044(239112349 0.0001 0.0037 0.7150 3 11 0
PTPRK 6 6022.33 128289925(128841870 0.0001 0.0037 0.7151 11 3 1
LEMD3 12 12q14.3 65563371 | 65642107 0.0001 0.0036 0.7152 3 8 0
CASP8AP2 6 6915 90539619 | 90581122 0.0001 0.0036 0.7154 6 2 0
HEBP1 12 12p13.1 13127803 | 13153221 0.0001 0.0036 0.7154 7 5 0
SNUPN 15 15qg24.2 75890424 | 75918446 0.0001 0.0036 0.7156 4 5 0
PSMC5 17 17923.3 61904810 | 61909386 0.0001 0.0036 0.7157 6 2 0
MAPK6 15 15g21.2 52311411 | 52358462 0.0001 0.0036 0.7158 1 6 0
ADPRHL1 13 13934 114076262(114107752 0.0001 0.0035 0.7165 10 2 2
RCCD1 15 15g26.1 91498106 | 91506353 0.0001 0.0035 0.7169 8 3 0
UBE3A 15 15g11.2 25582396 | 25684128 0.0001 0.0035 0.7172 1 7 0
TULP4 6 6925.3 158733692 158932854 0.0001 0.0035 0.7173 3 6 0
DHTKD1 10 10p14 12110934 | 12165223 0.0001 0.0035 0.7173 11 2 1
ZNF706 8 8g22.3 102209268 102217960 0.0001 0.0035 0.7174 19 0 2
SHQ1 3 3p13 72798432 | 72897599 0.0001 0.0034 0.7184 2 8 0
DNAJC15 13 13g14.11 43597362 | 43683304 0.0001 0.0034 0.7184 2 7 0
RFX3 9 9p24.2 3224649 | 3526004 0.0001 0.0034 0.7185 6 10 0
XRCC1 19 19913.31 44047464 | 44079730 0.0001 0.0034 0.7186 4 7 0
NSFL1C 20 20p13 1422811 | 1448417 0.0001 0.0034 0.7186 6 7 1
SMARCAS 4 4931.21 144434616 144474566 0.0001 0.0034 0.7187 4 6 0
FAMBA1 6 6p22.3 17600518 | 17611949 0.0001 0.0033 0.7195 10 0 0
FKBP15 9 9932 115923286 115983641 0.0001 0.0033 0.7197 2 8 0
PPFIAL 11 11913.3 70116823 | 70230500 0.0001 0.0033 0.7198 9 2 2
GNB1 1 1p36.33 1716730 | 1822495 0.0001 0.0033 0.7200 4 8 0
PEX19 1 1923.2 160246599 160254941 0.0001 0.0033 0.7201 19 0 3
LANCL2 7 7pl1.2 55433141 | 55501435 0.0001 0.0032 0.7207 3 3 1
RRBP1 20 20p12.1 17594323 | 17662940 0.0001 0.0032 0.7208 5 6 0
AC116904.7 18 18g22.3 72260074 | 72265060 0.0001 0.0032 0.7216 6 9 0
POLDIP2 17 17q11.2 26673659 | 26684473 0.0001 0.0031 0.7222 1 9 0
TMEM165 4 4q12 56262090 | 56292342 0.0001 0.0031 0.7225 4 6 0
PEX11B 1 1g21.1 145516383 145523731 0.0001 0.0031 0.7225 16 1 0
CBX1 17 17921.32 46147415 | 46178883 0.0001 0.0031 0.7226 1 7 0
CTR9 11 11p15.3 10772803 | 10801287 0.0001 0.0031 0.7226 4 6 0
GARS 7 7pl4.3 30634181 | 30673643 0.0001 0.0031 0.7228 3 7 0
TSGA10 2 2011.2 99613724 | 99771187 0.0001 0.0031 0.7230 4 5 1
RNF24 20 20p13 3912071 | 3996216 0.0001 0.0031 0.7233 2 8 0
ZNF403 17 17912 34900804 | 34946274 0.0001 0.0031 0.7233 4 11 1
IDH3A 15 15g25.1 78441719 | 78462883 0.0001 0.0031 0.7233 5 6 0
PSMB7 9 9933.3 127115745|127177723 0.0001 0.0031 0.7234 1 7 0
EID2 19 19g13.2 40028890 | 40030870 0.0001 0.0031 0.7235 4 6 0
PIK3CA 3 3026.32 178866311|178952495 0.0001 0.0031 0.7236 16 0 1
NCOA6 20 20911.22 33302578 | 33413433 0.0001 0.0031 0.7239 0 5 0
ILVBL 19 19p13.12 15225789 | 15236577 0.0001 0.0030 0.7248 4 2 2
DDX20 1 1p13.2 112298254[112310199 0.0001 0.0030 0.7249 5 6 0
El24 11 11g24.2 125442371|125453578 0.0001 0.0030 0.7251 4 5 0
WDR12 2 2033.2 203744993[203776949 0.0001 0.0030 0.7253 2 6 0
KIAA1432 9 9p24.1 5629120 | 5776555 0.0001 0.0029 0.7259 6 9 0
CWC15 11 11921 94695793 | 94706776 0.0001 0.0029 0.7263 6 3 0
ZNF330 4 4931.21 142142049142155848 0.0001 0.0028 0.7269 4 6 0
TRIM35 8 8p21.2 27142404 | 27168834 0.0001 0.0028 0.7271 1 13 0
CDS2 20 20p12.3 5107482 | 5171985 0.0001 0.0028 0.7271 2 7 0
ARMC1 8 8g13.1 66515076 | 66546432 0.0001 0.0028 0.7271 16 1 0
SART3 12 12923.3 108915992 108955165 0.0001 0.0028 0.7273 4 10 0
OPTN 10 10p13 13141449 [ 13180291 0.0001 0.0028 0.7274 11 2 1
EMG1 12 12p13.31 7080087 | 7095921 0.0001 0.0028 0.7274 10 3 0
SRP54 14 14913.2 35452237 | 35498771 0.0001 0.0028 0.7274 3 4 0
Cl120rf32 12 12p13.33 2986389 | 2998624 0.0001 0.0028 0.7275 13 4 0
PLEKHA3 2 2031.2 179345199[179369780 0.0001 0.0028 0.7276 6 3 0
ASF1A 6 6022.31 119150209 119230406 0.0001 0.0028 0.7278 7 1 1
SEPHS1 10 10p13 13359424 | 13390280 0.0001 0.0028 0.7279 11 2 1
TBC1D5 3 3p24.3 17198657 | 17784144 0.0001 0.0028 0.7280 8 5 0
NR3C1 5 5g31.3 142657496(142815077 0.0001 0.0027 0.7290 1 14 0
CYP51A1 7 7921.2 91741473 | 91808845 0.0001 0.0027 0.7296 9 0 1
HIGD2A 5 5¢35.2 175815773[175816760 0.0001 0.0027 0.7298 4 8 0
THEM4 1 1921.3 151846060 151882113 0.0001 0.0027 0.7302 17 1 1
SLC25A19 17 17g25.1 73269062 | 73285530 0.0000 0.0026 0.7311 6 3 0
USP38 4 4931.21 144106070 144143141 0.0000 0.0026 0.7315 4 6 0
ATPSH 17 17g25.1 73034955 | 73043074 0.0000 0.0026 0.7316 6 3 0
OAZ2 15 15g22.31 64979773 | 64983807 0.0000 0.0026 0.7316 2 5 0
CD47 3 3913.12 107761941|107809935 0.0000 0.0025 0.7320 7 2 1
SFT2D3 2 2014.3 128458597|128461385 0.0000 0.0025 0.7324 4 8 0
C70rf30 7 7p15.3 23338940 | 23349180 0.0000 0.0025 0.7331 4 5 0
CAT 11 11p13 34460478 | 34493600 0.0000 0.0025 0.7331 5 3 0
AC005840.2-2 12 12p13.31 6548340 | 6552326 0.0000 0.0025 0.7332 12 3 0
H3F3B 17 17925.1 73772517 | 73775860 0.0000 0.0025 0.7333 7 3 0
PPP2CB 8 8pl2 30643137 | 30670352 0.0000 0.0025 0.7335 2 12 0
TMEM182 2 2g12.1 103353367103434138 0.0000 0.0025 0.7336 4 6 1
FANCE 6 6p21.31 35420138 | 35434881 0.0000 0.0024 0.7340 10 0 0
SDHA 5 5p15.33 218356 256812 0.0000 0.0024 0.7342 9 3 0
RNF114 20 20913.13 48552914 | 48570420 0.0000 0.0024 0.7346 7 4 0
HDHD1A 23 23p22.31 6966961 | 7066231 0.0000 0.0023 0.7353 3 11 0
NEDDS8 14 14q12 24686057 | 24701576 0.0000 0.0023 0.7356 3 4 0
AMMECRIL 2 2014.3 128619204 128643496 0.0000 0.0023 0.7364 4 8 0
BMPR1A 10 10g23.2 88516396 | 88684945 0.0000 0.0022 0.7367 4 5 0
C9orf82 9 9p21.2 26840685 | 26892725 0.0000 0.0022 0.7372 4 11 0
PLRG1 4 4q931.3 155457663[155471523 0.0000 0.0022 0.7374 1 8 1
PDCL3 2 2011.2 101179418/101193201 0.0000 0.0022 0.7375 4 5 1
PRPF4 9 9932 116037974 116055054 0.0000 0.0022 0.7375 2 8 0
RPL19 17 17912 37356536 | 37360980 0.0000 0.0022 0.7379 3 9 0
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SARS 1 1p13.3 109756540 109780785 0.0000 0.0022 0.7381 4 4 0
ScocC 4 4g31.1 141178440/ 141303708 0.0000 0.0022 0.7383 5 6 0
WHAMM 15 15g25.2 83477973 | 83503613 0.0000 0.0022 0.7383 5 6 0
ACADSB 10 10926.13 124768429|124817806 0.0000 0.0022 0.7384 5 9 2
STOML2 9 9p13.3 35099891 | 35103154 0.0000 0.0021 0.7391 5 9 0
INTS4 11 11g14.1 77589768 | 77705717 0.0000 0.0021 0.7395 5 2 0
KIAA0100 17 17q11.2 26941459 | 26972173 0.0000 0.0021 0.7400 1 9 0
RAF1 3 3p25.2 12625102 | 12705700 0.0000 0.0021 0.7401 5 2 0
ZNF354A 5 5035.3 178138531|178157703 0.0000 0.0021 0.7402 5 4 0
ADAR 1 1921.3 154554538 154600474 0.0000 0.0021 0.7403 18 0 1
PGRMC2 4 4q28.2 129190397 129209984 0.0000 0.0021 0.7404 5 2 0
SEC14L1 17 17g925.2 75137005 | 75213183 0.0000 0.0020 0.7416 9 4 0
MRPL3 3 3g22.1 131181046(131221829 0.0000 0.0020 0.7418 7 0 0
RPS12 6 6923.2 133135681133138703 0.0000 0.0020 0.7420 8 3 1
FBX0O22 15 15g24.2 76196200 | 76226944 0.0000 0.0020 0.7422 4 5 0
FAM82B 8 8g21.3 87484578 | 87521009 0.0000 0.0020 0.7423 11 1 1
UNG 12 12924.11 109535415 109548798 0.0000 0.0020 0.7426 4 8 0
PRCC 1 1g23.1 156737274/ 156770602 0.0000 0.0020 0.7429 16 0 1
APIP 11 11p13 34903845 | 34937939 0.0000 0.0020 0.7430 5 2 0
GAB1 4 4g31.21 144257983 144395717 0.0000 0.0019 0.7432 4 6 0
FKBP3 14 14921.2 45584803 | 45604522 0.0000 0.0019 0.7436 3 5 0
TIMM44 19 19p13.2 7991604 | 8008538 0.0000 0.0019 0.7440 1 5 0
PCK2 14 14q11.2 24563483 | 24573339 0.0000 0.0019 0.7442 3 4 0
PSMD5 9 9g33.2 123577774|123605206 0.0000 0.0019 0.7444 3 7 0
METAP1 4 4923 99916788 | 99983959 0.0000 0.0019 0.7444 3 4 0
UBE4A 11 11923.3 118230302 118269922 0.0000 0.0019 0.7445 6 4 0
C10orf47 10 10p14 11865397 | 11914274 0.0000 0.0019 0.7445 11 2 1
TGFBRAP1 2 2g12.1 105880871105946491 0.0000 0.0019 0.7446 5 6 1
RPL39L 3 3027.3 186838736 186898696 0.0000 0.0019 0.7446 11 2 0
U2AF1L4 19 19g13.12 36233430 | 36236336 0.0000 0.0019 0.7447 5 1 0
NDUFB5 3 3026.33 179322575 179342287 0.0000 0.0019 0.7453 16 0 0
ISG20L2 1 1g23.1 156692395 156698591 0.0000 0.0019 0.7455 16 0 1
LIG1 19 19913.33 48618703 | 48673560 0.0000 0.0019 0.7456 3 9 0
ZFX 23 23p22.11 24167746 | 24234206 0.0000 0.0019 0.7457 3 11 0
AP2M1 3 3027.1 183892634183901878 0.0000 0.0019 0.7458 12 1 1
CDC123 10 10p13 12237961 | 12292588 0.0000 0.0018 0.7460 12 2 1
C190rf57 19 19p13.13-p13.12| 13993168 | 14016909 0.0000 0.0018 0.7468 5 3 0
EFTUD2 17 17921.31 42927655 | 42976993 0.0000 0.0018 0.7473 2 11 0
RPL31 2 2011.2 101618691101640494 0.0000 0.0017 0.7487 4 5 1
DNAJB1 19 19p13.12 14625582 | 14629201 0.0000 0.0017 0.7493 5 3 2
LLPH 12 12q14.3 66516842 | 66524533 0.0000 0.0017 0.7493 3 8 0
C130rfl6 13 13934 111973015[111996594 0.0000 0.0017 0.7497 13 2 2
ADIPOR1 1 1g32.1 202909963 202927700 0.0000 0.0017 0.7497 14 1 0
ZNF212 7 7936.1 148936742[148952686 0.0000 0.0017 0.7498 10 1 0
FBXO33 14 14g21.1 39866877 | 39901704 0.0000 0.0016 0.7500 2 6 0
NHP2L1 22 22013.2 42069940 | 42086508 0.0000 0.0016 0.7502 2 6 0
VEPH1 3 3025.31-025.32 [156977534[157221136 0.0000 0.0016 0.7504 13 0 1
MRPL46 15 15g25.3 89002709 | 89010633 0.0000 0.0016 0.7505 7 4 0
DCUN1D2 13 13934 114110134/114145023 0.0000 0.0016 0.7506 10 2 2
PAXIP1 7 7936.2 154735397[154794794 0.0000 0.0016 0.7506 14 2 0
MRPL45 17 17912 36452998 | 36479100 0.0000 0.0016 0.7510 3 11 0
XRCC5 2 2935 216972187(217071026 0.0000 0.0016 0.7511 1 6 0
ACTR10 14 14923.1 58666833 | 58702351 0.0000 0.0016 0.7512 2 9 0
GTPBP4 10 10p15.3 1034349 | 1063688 0.0000 0.0016 0.7513 13 0 0
UTP18 17 17921.33 49337897 | 49375290 0.0000 0.0016 0.7514 3 6 0
DBR1 3 3q22.3 137879857[137893773 0.0000 0.0016 0.7515 9 0 0
PPP5C 19 19913.32 46850294 | 46894109 0.0000 0.0016 0.7519 3 9 0
SFT2D1 6 6027 166733224|166756028 0.0000 0.0016 0.7523 3 7 0
LTV1 6 6924.2 144164487|144184929 0.0000 0.0015 0.7529 7 4 1
NCK2 2 2q12.2 106361354 106510705 0.0000 0.0015 0.7530 5 6 1
SEMAAC 2 2011.2 97525474 | 97536494 0.0000 0.0015 0.7532 7 3 1
LYRM1 16 16p12.3 20911557 | 20936328 0.0000 0.0015 0.7534 1 4 0
ZNF71 19 19913.43 57106664 | 57135540 0.0000 0.0015 0.7535 3 5 0
PSMB5 14 14qg11.2 23495060 | 23504429 0.0000 0.0015 0.7537 3 4 0
SNRPF 12 12g23.1 96252709 | 96260233 0.0000 0.0015 0.7538 1 5 0
PSMB3 17 17q912 36909002 | 36920477 0.0000 0.0015 0.7540 3 9 0
ZNF318 6 6p21.1 43299513 | 43337181 0.0000 0.0015 0.7540 12 1 0
SLCO1A2 12 12pi2.1 21417535 | 21572518 0.0000 0.0015 0.7541 7 4 0
FBXO18 10 10p15.1 5932194 | 5979556 0.0000 0.0015 0.7542 15 0 1
TNKS2 10 10923.32 93558151 | 93625232 0.0000 0.0015 0.7545 3 9 0
HEATR6 17 17923.1 58120562 | 58156292 0.0000 0.0015 0.7548 5 4 0
TDRD7Y 9 9g22.33 100174302 100258401 0.0000 0.0015 0.7551 3 8 0
PTDSS1 8 8g22.1 97274164 | 97346774 0.0000 0.0015 0.7551 18 0 2
ZNF416 19 19913.43 58082935 | 58090243 0.0000 0.0015 0.7552 2 6 0
MRPS6 21 21g22.11 35445823 | 35732332 0.0000 0.0015 0.7555 4 6 0
TINF2 14 14q12 24708853 | 24711880 0.0000 0.0015 0.7556 3 4 0
FAM175B 10 10926.13 126490354 126525238 0.0000 0.0015 0.7559 5 8 0
ALDH18A1 10 10g24.1 97365687 | 97416567 0.0000 0.0014 0.7566 2 10 0
WARS2 1 1p12 119573839 119683295 0.0000 0.0014 0.7569 7 4 1
GATAD2A 19 19p13.11 19496639 | 19619740 0.0000 0.0014 0.7571 4 3 0
WDR61 15 15g25.1 78575580 | 78591940 0.0000 0.0014 0.7572 5 6 0
AD000671.3 19 19913.12 36208921 | 36229779 0.0000 0.0014 0.7577 5 1 0
ZNF592 15 15g25.3 85325885 | 85349659 0.0000 0.0013 0.7592 5 6 0
NUP85 17 17g25.1 73201597 | 73231854 0.0000 0.0013 0.7601 6 3 0
AFDC1 10 10923.31 89512874 | 89577917 0.0000 0.0013 0.7602 3 6 0
CHERP 19 19p13.11 16628700 | 16653263 0.0000 0.0013 0.7608 3 2 0
TTC17 11 11p12-p11.2 | 43380491 [ 43515493 0.0000 0.0013 0.7610 5 3 0
CLTC 17 17g23.1 57697050 | 57774317 0.0000 0.0013 0.7611 5 4 0
ING4 12 12p13.31 6759705 | 6772308 0.0000 0.0013 0.7612 12 3 0
UPF2 10 10p14 11962021 | 12085023 0.0000 0.0013 0.7616 11 2 1
TSHZ1 18 18g22.3 72922731 | 73001898 0.0000 0.0013 0.7619 5 9 0
ZNF514 2 2q11.1 95813400 | 95831158 0.0000 0.0012 0.7625 6 3 1
FYTTD1 3 3929 197464050(197511184 0.0000 0.0012 0.7625 11 2 0
BIRC5 17 17g925.3 76210277 | 76221715 0.0000 0.0012 0.7627 10 4 0
PSMD2 3 3g27.1 184016986 184026840 0.0000 0.0012 0.7632 12 1 0
FXN 9 9g21.11 71650344 | 71688937 0.0000 0.0012 0.7636 5 5 0
DHX32 10 10g26.2 127524906 127585005 0.0000 0.0012 0.7639 4 9 0
IER2 19 19p13.2 13261282 | 13265716 0.0000 0.0012 0.7641 5 4 1
CKS2 9 9g22.2 91926113 | 91931617 0.0000 0.0012 0.7643 4 7 0
SEC23B 20 20p11.23 18488137 | 18542059 0.0000 0.0012 0.7646 4 6 0
YARS 1 1p35.1 33240840 | 33283633 0.0000 0.0012 0.7650 2 8 0
AKAPS 19 19p13.12 15464341 | 15490603 0.0000 0.0012 0.7651 4 2 1
PHGDHL1 13 13932.3 99852679 1100038751 0.0000 0.0011 0.7654 11 4 1
MRPL18 6 6025.3 160211492 160219460 0.0000 0.0011 0.7655 2 6 0
ALG6 1 1p31.3 63833261 | 63904233 0.0000 0.0011 0.7656 7 2 0
ABCF3 3 3g27.1 183903863 183911795 0.0000 0.0011 0.7656 12 1 1
NDUFA8 9 9g33.2 124906340 124922098 0.0000 0.0011 0.7659 2 8 0
ARHGAP12 10 10p11.22 32094365 | 32217770 0.0000 0.0011 0.7664 11 1 0
USPGNL 10 10p14 11502509 | 11653753 0.0000 0.0011 0.7664 13 1 2
MCM3AP 21 21g22.3 47655047 | 47706211 0.0000 0.0011 0.7668 5 7 0
KIN 10 10p14 7797367 | 7829944 0.0000 0.0011 0.7670 16 1 2
EIF4A3 17 17925.3 78109019 | 78120938 0.0000 0.0011 0.7673 12 3 0
ZFP30 19 19913.12 38123389 | 38146313 0.0000 0.0011 0.7681 5 3 1
MKNK1 1 1p33 47023090 | 47069966 0.0000 0.0011 0.7682 3 5 0
RNF38 9 9p13.2 36336401 | 36401195 0.0000 0.0010 0.7701 5 9 0
SETDB1 1 1921.3 150898815 150937220 0.0000 0.0010 0.7705 16 1 0
MRPS26 20 20p13 3026675 | 3028893 0.0000 0.0010 0.7720 2 7 0
TRMT1 19 19p13.2 13215716 | 13227563 0.0000 0.0010 0.7721 5 4 1
PRKAB1 12 12924.23 120105761|120119416 0.0000 0.0009 0.7723 2 8 0
TULP3 12 12p13.33 3000033 | 3050297 0.0000 0.0009 0.7725 13 4 0
IPO8 12 12p11.21 30781923 | 30848751 0.0000 0.0009 0.7731 8 4 0
GMPR2 14 14912 24701648 | 24708445 0.0000 0.0009 0.7731 3 4 0
CDC26 9 9932 116029293|116037869 0.0000 0.0009 0.7737 2 8 0
UCHL3 13 13g22.2 76123927 | 76180085 0.0000 0.0009 0.7741 5 4 0
NME1-NME2 17 17921.33 49230920 | 49249105 0.0000 0.0009 0.7749 2 6 0
NUP188 9 9g34.11 131709977|131769374 0.0000 0.0008 0.7756 3 7 0
TBCCD1 3 3027.3 186263862 186288332 0.0000 0.0008 0.7761 11 1 0
TGDS 13 13g32.1 95226335 | 95248511 0.0000 0.0008 0.7766 9 4 1
MRPL38 17 17925.1 73894724 | 73901474 0.0000 0.0008 0.7766 7 3 0
ARHGAP17 16 16pl2.1 24930710 | 25026675 0.0000 0.0008 0.7774 0 4 0
NDUFV3 21 21922.3 44313378 | 44427677 0.0000 0.0008 0.7774 2 6 0
PSMD9 12 12924.31 122326646[122355770 0.0000 0.0008 0.7774 2 6 0
TCTN3 10 10g24.1 97423153 | 97454712 0.0000 0.0008 0.7783 2 10 0
KDM5A 12 12p13.33 389223 498620 0.0000 0.0008 0.7786 15 2 1
RAD23B 9 9g31.2 110045418/110094470 0.0000 0.0008 0.7797 3 9 0
STK24 13 13g32.2 99102455 | 99229396 0.0000 0.0008 0.7798 10 4 1
CCM2 7 7pl3 45039787 | 45116068 0.0000 0.0007 0.7802 2 6 0
TM7SF3 12 12p11.23 27124519 | 27167339 0.0000 0.0007 0.7807 6 5 0
TMEM41A 3 3027.2 185194284185216845 0.0000 0.0007 0.7816 11 1 0
ACER3 11 11g13.5 76571917 | 76734850 0.0000 0.0007 0.7818 4 2 0
ACTR1B 2 2011.2 98272402 | 98280561 0.0000 0.0007 0.7822 7 4 1
TCP1 6 6925.3 160199531|160210735 0.0000 0.0007 0.7826 2 6 0
LCOR 10 10g24.1 98592039 | 98718648 0.0000 0.0007 0.7827 1 9 0
SESTD1 2 2031.2 179966419|180129352 0.0000 0.0007 0.7828 5 3 0
SENP5 3 3929 196594727|196661580 0.0000 0.0007 0.7831 12 1 0
GFOD2 16 16g22.1 67708447 | 67753243 0.0000 0.0007 0.7832 6 7 0
STRAP 12 12p12.3 16035288 | 16056403 0.0000 0.0007 0.7835 7 4 0
POLR2H 3 3g27.1 184079506 184086384 0.0000 0.0006 0.7850 12 1 0
SOS2 14 14921.3 50583846 | 50698099 0.0000 0.0006 0.7854 4 7 0
GRTP1 13 13934 113978506 114018463 0.0000 0.0006 0.7860 10 2 2
PSMD11 17 17q11.2 30771502 | 30808489 0.0000 0.0006 0.7862 0 7 0
CCT6A 7 7pl1.2 56119378 | 56131682 0.0000 0.0006 0.7876 3 2 0
CNOT7 8 8p22 17086740 | 17104387 0.0000 0.0006 0.7879 1 10 0
FXC1 11 11p15.4 6502677 | 6505910 0.0000 0.0005 0.7899 2 7 0
C12orf5 12 12p13.32 4430359 [ 4469188 0.0000 0.0005 0.7901 14 6 0
POMP 13 13g12.3 29233241 | 29253091 0.0000 0.0005 0.7907 1 4 0
NOM1 7 7036.3 156742417|156765873 0.0000 0.0005 0.7913 14 2 0
PKN1 19 19p13.12 14544166 | 14582678 0.0000 0.0005 0.7913 5 3 2
KCNIP3 2 2011.1 95963072 | 96051824 0.0000 0.0005 0.7921 6 4 1
MAP4K4 2 2q11.2 102313312[102508449 0.0000 0.0005 0.7926 5 5 1
STK38 6 6p21.31 36461676 | 36515256 0.0000 0.0005 0.7933 11 1 0
VPS72 1 1921.3 151148939[151162666 0.0000 0.0005 0.7939 16 1 0
GS1-124K5.1 7 7911.21 65841031 | 65866325 0.0000 0.0005 0.7939 3 3 1
TMCO3 13 13934 114145308[114204542 0.0000 0.0005 0.7941 10 2 2
ASF1B 19 19p13.12 14230322 | 14247440 0.0000 0.0005 0.7941 5 3 0
ACTR3 2 2q14.1 114647537[114716165 0.0000 0.0005 0.7944 2 7 0
ANP32B 9 9g22.33 100745489|100778225 0.0000 0.0005 0.7945 3 8 0
KIAA0922 4 4q931.3 154387498 154557863 0.0000 0.0005 0.7946 1 8 1
RBM17 10 10p15.1 6130949 | 6159420 0.0000 0.0005 0.7949 15 0 1
PSMD3 17 17g21.1 38137060 | 38154212 0.0000 0.0005 0.7951 3 9 0
FBX0O25 8 8p23.3 356808 419871 0.0000 0.0005 0.7953 3 12 0
MRPS7 17 17g25.1 73257749 | 73262456 0.0000 0.0005 0.7958 6 3 0
LUC7L2 7 7934 139025105139108198 0.0000 0.0005 0.7963 10 1 1
SF3B5 6 6024.2 144416018[144416754 0.0000 0.0005 0.7965 7 4 1
TPT1 13 13914.13 45911008 | 45915347 0.0000 0.0004 0.7979 2 7 0
IREB2 15 15g25.1 78730518 | 78793798 0.0000 0.0004 0.7982 5 6 0
TM9ISF1 14 14912 24658363 | 24664882 0.0000 0.0004 0.7983 3 4 0
ZNF766 19 19g13.41 52772824 | 52795976 0.0000 0.0004 0.7984 3 5 0
DSTN 20 20p12.1 17550508 | 17588652 0.0000 0.0004 0.7995 5 6 0
MRPS5 2 2q11.1 95752953 | 95787754 0.0000 0.0004 0.7996 6 3 1
VPS13B 8 8g22.2 100025494 100889807 0.0000 0.0004 0.7996 19 0 1




Supplementary Table 6

Page 28

IRS2 13 13934 110406186(110438914 0.0000 0.0004 0.8000 13 2 2
CUL4A 13 13934 113863086113919399 0.0000 0.0004 0.8005 10 2 2
KLHL12 1 1g32.1 202860230( 202897764 0.0000 0.0004 0.8018 14 1 0
DNAJA5 5 5p13.2 34929698 | 34959068 0.0000 0.0004 0.8018 8 4 0
CDYL 6 6p25.1 4706393 [ 4955775 0.0000 0.0004 0.8019 8 3 0
PEX12 17 17912 33897849 | 33905656 0.0000 0.0004 0.8020 3 11 1
ARLSB 3 3p26.1 5163930 | 5222597 0.0000 0.0004 0.8026 6 6 1
ICT1 17 17925.1 73008776 | 73017355 0.0000 0.0004 0.8027 6 3 0
C140rf153 14 14932.33 104029299(104167887 0.0000 0.0004 0.8031 1 8 0
RPP38 10 10p13 15139179 | 15181817 0.0000 0.0004 0.8033 9 2 1
UPF3A 13 13934 115047078|115071261 0.0000 0.0004 0.8036 11 2 2
RPS13P2 11 11p15.1 17095939 [ 17099220 0.0000 0.0004 0.8039 6 4 0
PEX3 6 6924.2 143771918 143812504 0.0000 0.0004 0.8040 7 5 1
NOP2 12 12p13.31 6666029 | 6677480 0.0000 0.0004 0.8048 12 3 0
PWP1 12 12g23.3 108079590 108106257 0.0000 0.0003 0.8057 2 10 0
CSTF1 20 20q13.2 54967427 | 54979582 0.0000 0.0003 0.8062 4 7 0
CAB39 2 2037.1 231577557(231685789 0.0000 0.0003 0.8066 2 7 0
BRD4 19 19p13.12 15348301 | 15391262 0.0000 0.0003 0.8068 4 2 2
UMPS 3 3021.2 124449213 124464040 0.0000 0.0003 0.8072 7 3 0
WDR11 10 10g26.12 122610695 122669036 0.0000 0.0003 0.8091 3 8 1
TBRG4 7 7pl3 45139700 | 45151317 0.0000 0.0003 0.8093 3 6 0
CCDC44 17 17923.3 61678243 | 61685724 0.0000 0.0003 0.8094 6 3 0
TUBGCP3 13 13934 113139326 113242481 0.0000 0.0003 0.8101 12 2 2
MRPL32 7 7pl4.1 42971939 | 42977456 0.0000 0.0003 0.8104 3 9 0
NCBP1 9 9g22.33 100395705 100436030 0.0000 0.0003 0.8109 3 8 0
SEC61G 7 7pl1.2 54819944 | 54827667 0.0000 0.0003 0.8114 2 4 0
FBXO30 6 6024.3 146119276 146135921 0.0000 0.0003 0.8118 6 6 1
NUDT5 10 10p13 12208723 | 12238143 0.0000 0.0003 0.8119 11 2 1
ZFYVE27 10 10g24.2 99496880 | 99520652 0.0000 0.0003 0.8134 1 9 1
CCDC138 2 2gq12.3 109403217109493032 0.0000 0.0003 0.8142 5 6 1
SNRPB2 20 20p12.1 16710629 | 16722390 0.0000 0.0003 0.8147 4 7 0
SEC61B 9 9g22.33 101984559 101992894 0.0000 0.0003 0.8155 3 9 1
NDUFS4 5 5¢11.2 52856465 | 52979171 0.0000 0.0003 0.8156 0 12 0
PANK2 20 20p13 3869486 | 3904502 0.0000 0.0002 0.8179 2 8 0
IPO5 13 13g32.2 98605929 | 98676551 0.0000 0.0002 0.8180 10 4 1
STATIP1 18 18g12.2 33709884 | 33754618 0.0000 0.0002 0.8185 7 9 0
C7orf64 7 7921.2 92158087 | 92166822 0.0000 0.0002 0.8196 9 0 1
FGFR2 10 10926.13 123237848[123357972 0.0000 0.0002 0.8202 3 8 2
C18orf21 18 18g12.2 33552588 | 33559241 0.0000 0.0002 0.8204 7 9 0
MORF4L1 15 15g25.1 79132903 | 79190072 0.0000 0.0002 0.8209 5 6 0
GATAD1 7 7921.2 92076765 | 92120924 0.0000 0.0002 0.8236 9 0 1
CLNS1A 11 11g14.1 77327197 | 77348851 0.0000 0.0002 0.8246 4 2 0
TYW1 7 7911.21 66461807 | 66704499 0.0000 0.0002 0.8253 3 4 1
NSUNG6 10 10p12.31 18802044 | 18948196 0.0000 0.0002 0.8266 11 1 0
PARL 3 3027.1 183547176 183602696 0.0000 0.0001 0.8305 11 1 1
CCDC90B 11 11g14.1 82972504 | 82997377 0.0000 0.0001 0.8314 7 3 0
ANAPC1 2 2913 112523848|112641741 0.0000 0.0001 0.8324 3 7 0
PIK3C3 18 18g12.3 39535199 | 39661444 0.0000 0.0001 0.8331 4 9 0
RANBP2 2 2012.3 109335902 109402267 0.0000 0.0001 0.8341 5 6 1
METTL10 10 10g926.13 126447406[126480439 0.0000 0.0001 0.8344 5 8 1
DAD1 14 14q11.2 23033807 | 23058143 0.0000 0.0001 0.8357 3 4 0
BUB3 10 10g926.13 124913760 124924886 0.0000 0.0001 0.8369 5 9 2
PSMD8 19 19g13.2 38865190 | 38874463 0.0000 0.0001 0.8370 4 6 1
TEX10 9 9g31.1 103064372(103115174 0.0000 0.0001 0.8375 2 7 0
CCDC49 17 17912 36957447 | 36981589 0.0000 0.0001 0.8376 3 9 0
MCCC1 3 3027.1 182733008 182817365 0.0000 0.0001 0.8389 12 1 1
PPP4R2 3 3p13 73045991 | 73116290 0.0000 0.0001 0.8391 2 6 0
MAPKAPK2 1 1g32.1 206858289 206907626 0.0000 0.0001 0.8401 16 1 0
CDK5RAP2 9 9g33.2 123151147|123342437 0.0000 0.0001 0.8410 2 9 0
NDUFB7 19 19p13.12 14676892 | 14682886 0.0000 0.0001 0.8426 5 3 2
LSG1 3 3929 194361518 194393206 0.0000 0.0001 0.8427 12 2 0
GTF2E2 8 8pl2 30436035 | 30515738 0.0000 0.0001 0.8435 2 12 0
REPS1 6 6924.1 139225620 139309398 0.0000 0.0001 0.8444 7 3 1
ABHD13 13 13933.3 108870763 108886602 0.0000 0.0001 0.8449 15 2 1
DNAJB11 3 3027.3 186285192 186314892 0.0000 0.0001 0.8472 11 1 0
FARP1 13 13g32.2 98795434 | 99102016 0.0000 0.0001 0.8472 10 4 1
CNNM4 2 2011.2 97426639 | 97477624 0.0000 0.0001 0.8489 7 3 1
STX10 19 19p13.2 13254903 | 13261052 0.0000 0.0001 0.8499 5 4 1
TACC2 10 10926.13 123748709 124014059 0.0000 0.0001 0.8513 4 9 2
PAK1 11 11913.5-g14.1 | 77033061 | 77185108 0.0000 0.0001 0.8519 4 2 0
DDX39 19 19p13.12 14519633 | 14530171 0.0000 0.0000 0.8580 5 3 2
C120rf30 12 12924.13 112464494[112546597 0.0000 0.0000 0.8589 2 7 0
RFC4 3 3027.3 186507669 186524847 0.0000 0.0000 0.8594 11 1 0
MRPL51 12 12p13.31 6601318 | 6602471 0.0000 0.0000 0.8602 12 3 0
DDX56 7 7pl3 44605403 | 44614650 0.0000 0.0000 0.8612 1 6 0
ARID5A 2 2q11.2 97202464 | 97218371 0.0000 0.0000 0.8626 7 4 1
NDUFA9 12 12p13.32 4758283 | 4796397 0.0000 0.0000 0.8638 14 6 0
TXLNA 1 1p35.1 32645287 | 32663886 0.0000 0.0000 0.8696 2 9 0
ADIPOR2 12 12p13.33 1800193 | 1897844 0.0000 0.0000 0.8703 16 3 1
CDC27 17 17921.32 45195310 | 45266665 0.0000 0.0000 0.8704 2 7 0
NOTCH3 19 19p13.12 15270445 | 15311792 0.0000 0.0000 0.8707 4 2 2
VPS4B 18 18g21.33 61056427 | 61089752 0.0000 0.0000 0.8726 7 8 0
PCID2 13 13934 113831891113863029 0.0000 0.0000 0.8735 10 2 2
CARS2 13 13934 111293759|111358463 0.0000 0.0000 0.8755 13 2 2
LRAT 4 4q32.1 155665152 155674270 0.0000 0.0000 0.8781 1 8 1
MCF2L 13 13934 113548692 113754053 0.0000 0.0000 0.8864 11 2 2
TAF3 10 10p14 7860501 | 8056714 0.0000 0.0000 0.8880 16 1 2
LTBR 12 12p13.31 6493334 | 6500733 0.0000 0.0000 0.8995 12 3 0
DDX47 12 12p13.1 12966280 | 12982909 0.0000 0.0000 0.9016 7 5 0
CDC16 13 13934 115000362|115038198 0.0000 0.0000 0.9134 11 2 2
GDI2 10 10p15.1 5807187 | 5884095 0.0000 0.0000 0.9163 15 0 1
SH3RF1 4 4932.3-033  [170015407]170192249 0.0000 0.0000 0.9173 2 6 1
PLEKHA1 10 10926.13 124134220(124191867 0.0000 0.0000 0.9228 5 9 2
IKZF5 10 10g926.13 124751965 124768321 0.0000 0.0000 0.9308 5 9 2
ATE1 10 10926.13 123502626 123687977 0.0000 0.0000 0.9345 3 8 2
C130rf8 13 13934 115079988 115092796 0.0000 0.0000 0.9420 11 2 2




