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Table 1. Gene-specific primers for qPCR  

Target mRNA Forward Primer Reverse Primer 

ABCG5 TGG CCC TGC TCA GCA TCT ATT TTT AAA GGA ATG GGC ATC TCT T 

LRP TGGGTCTCCCGAAATCTGTT CCACCGCATTCTTGAAGGA 

LDLr AGGCTGTGGGCTCCATAGG TGCGGTCCAGGGTCATCT 

SREBP1c GGCCGAGATGTGCGAACT TTGTTGATGAGCTGGAGCATGT 

PPARα ACAAGGCCTCAGGGTACCA GCCGAAAGAAGCCCTTACAG 

PPARγ CACAATGCCATCAGGTTTGG GCTGGTCGATATCACTGGAGATC 

PGC1α AACCACACCCACAGGATCAGA TCTTCGCTTTATTGCTCCATGA 

FXRα TGGGCTCCGAATCCTCTTAGA TGGTCCTCAAATAAGATCCTTGG 

MTP CCTACCAGGCCCAACAAGAC CGCTCAATTTTGCATGTATCC 

 
 
Supplement Fig. 1. A. Real time PCR quantification of hepatic mRNA levels of ABCG5, ABCG1, LRP 
and SRB-1. Data were normalized to GAPDH expression (mean ± SEM; n=3 per genotype).  B. Western 
blot analysis of hepatic SR-B1 and EL expression in WT and HSKO mice (n=3). 
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