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Red rectangles on this table indicate an expression in the corresponding tissue as annotated in this study.

All annotations are based on in-situ images download ed from the Aniseed Database (http://crfb.univ-mrs.fr/aniseed/).

Gene symbols are based on the best BLAST match in the human proteome

Numbers in brackets refer to JGI1 gene model IDs. For brevity, we have omitted the leading ci 01001xxxxx e.g. the gene ID for FGF9 is ci0100151552



