gene name

DI (pitx)

Eyal

Six3 (I)

Efnb3

Hesl

Tbx2/3

ci0100154565

FoxF_3'

otx (I)

Ets

Zswim

gene model

ci0100147848

¢i0100137801

ci0100153410

ci0100148665

ci0100143019

ci0100138873

ci0100154565

ci0100137186

¢i0100133709

¢i0100140048

ci0100153738

Table S4: Enhancer screen

List of regions cloned for the enhancer screen. Gene name indicates the most closely located gene to the tested
element, and the corresponding gene model is indicated in the next column. The type of location of the element
relatively to the gene is indicated in the third column. The size of the tested element is reported in the fourth column.
The position of the element in the Ciona intestinalis genome (2005 JGI assembly) is reported in the fifth column and
expression domain of each enhancer in the last column. Note that all enhancers without expression or with weak

position/gene

5

intron

5

intron

5

intron

3

5

5

size(pb)

220

1239

161

698

929

1036

915

613

402

743

675

position/genome (assembly 2005)

Scaffold_63:217,283-217,498

scaffold_65:427,730-428,968

chr10p:958,511-958,671

chr01p:2242681-2244081

chr03p:4157771-4159410

chr04q:5694673-5696662

chr07q:6296611-6298207

chr03q:2550777-2552248

chr04q:4291433-4291769

chr10p:1,599,065-1,599,760

chr08q:2711850-2712450

expression in the mesenchyme were indicated as “negative”.

expression domains

ANB

ANB, anterior head epidermis,
palps, mesenchyme

ANB, anterior head epidermis,
palps, mesenchyme

anterior head epidermis

ASYV, tail muscles, mesenchyme

ASYV, anterior head epidermis

ASV, anterior head epidermis

ASV, head epidermis, mesenchyme

ASV, PSV

ASV, palps, tail tip epid.,
mesench.(weak)

ASV, palps, tail tip epid, mesench.,
notocord (weak)



