
Tetth_0j71_72.m00122TubulinFtsZ_family_GTPase_domain_containing_protein

Parte_06wq_GSPATP00032612001
0.79

Parte_0728_GSPATP00032790001

Naegr_03p3_53354

Naegr_01pc_44804
1.00

1.00

1.00

Naegr_01nz_44710

Naegr_01ph_44840

Tetth_0gnq_235.m00041TubulinFtsZ_family_GTPase_domain_containing_protein

Tetth_0gnp_235.m00040TubulinFtsZ_family_GTPase_domain_containing_protein
1.00

Nemve_0e6k_163734

Naegr_048a_55900

Naegr_047g_55748
1.00

Enthi_07e8_4.m00603betatubulin_putative

Enthi_056g_44.m00171betatubulin_putative
1.00

0.99

Apime_044f_GB14126PA

Drome_0crn_FBpp0076678NP_729172.1CG32396_CG32396PA_
0.99

Caeel_0f5g_CE36500CAB01587.2tbb6tubulin_betachain

Parte_0hrs_GSPATP00010699001

Tetth_0gnn_235.m00039TubulinFtsZ_family_GTPase_domain_containing_protein
0.58

Tetth_0es5_145.m00078TubulinFtsZ_family_GTPase_domain_containing_protein

Tetth_0qd6_243.m00026TubulinFtsZ_family_GTPase_domain_containing_protein

Tetth_0jbj_513.m00004TubulinFtsZ_family_GTPase_domain_containing_protein
1.00

1.00

0.58

Cyame_02h3_CMN263C

Dicdi_00z5_DDB0191169gene_tubB_on_chromosome_1_position_3261649_to_3263130
1.00

Triva_24rh_91986.m00058Tubulin_beta_chain_putative

Triva_0yae_81512.m00101betatubulin_putative

Triva_2ndm_96044.m00350betatubulin_putative

Triva_0xaj_82360.m00223betatubulin_putative

Triva_0qfm_80530.m00059betatubulin_putative

1.00

Neucr_03j9_NCU04054tubulin_beta_chain_translation_448_aa

Schpo_04p1_SPBC26H8.07cnda3tubulin_beta

Sacce_01ye_YFL037WTUB2Betatubulin_associates_with_alphatubulin_Tub1p_and_Tub3p_to_form_tubulin_dimer_which_polymerizes_to_form_microtubules
1.00

1.00

Ustma_05p3_UM05828.1XP_761975.1TBB2_CHICK_TUBULIN_BETA2_CHAIN_BETATUBULIN_CLASSII_449_aa

Enccu_02vs_19168707CAD26226.1TUBULIN_BETA_CHAIN_

Enccu_0151_19173040NP_597591.1TUBULIN_BETA_CHAIN_

Enccu_002t_51701894Q8SS99.1TBBTubulin_beta_chain_Betatubulin

1.00

1.00

Triad_00f0_22309e_gw1.3.239.1

Nemve_0fz4_196813

Rhior_0605_RO3G_06151.1tubulin_beta_chain_translation_452_aa

Rhior_00ck_RO3G_00405.1conserved_hypothetical_protein_translation_382_aa
1.00

Rhior_063s_RO3G_06267.1conserved_hypothetical_protein_translation_456_aa

Rhior_04b1_RO3G_04451.1conserved_hypothetical_protein_translation_454_aa

Rhior_0awr_RO3G_11162.1betatubulin_translation_457_aa
1.00

0.72

0.51

Danre_0t78_XP_686874.2XP_686874.2PREDICTED_similar_to_Tubulin_beta6_chain_Betatubulin_classVI_

Takru_0v44_ENSTRUP00000033719
1.00

Galga_04md_ENSGALP00000012034NP_990776.1NP_990776.1beta_tubulin_1_class_VI_

Homsa_0mdg_OTTHUMP00000031411NP_110400.1beta_tubulin_1_class_VI_
1.00

1.00

Strpu_07bp_GLEAN3_01045XP_001197414.1XP_801828.1XP_001197414.1XP_801828.1PREDICTED_similar_to_betatubulin_

Lotgi_0k99_223026estExt_Genewise1Plus.C_sca_880129

Lotgi_0j5x_207064estExt_fgenesh2_pm.C_sca_620013

Drome_0gcs_FBpp0081524NP_524290.2betaTubulin_at_85D_CG9359PA_

Capsp_05st_214108fgenesh1_pg.C_scaffold_6000088

Nemve_0pgg_229095

Caeel_0pkd_CE15257AAB09092.1mec7beta_tubulin

Danre_0z18_NP_998655.1NP_998655.1hypothetical_protein_LOC406811_

Capsp_069e_150647estExt_Genewise1.C_150062

Lotgi_0h3y_190168estExt_Genewise1.C_sca_320189

Lotgi_0q6c_239523estExt_fgenesh2_pg.C_sca_2850007

Danre_09hd_OTTDARP00000019296

Cioin_0a6e_ENSCINP00000014333XP_002130315.1PREDICTED_similar_to_betatubulin_

Strpu_075a_GLEAN3_02788XP_001176315.1XP_791790.1XP_001176315.1XP_791790.1PREDICTED_hypothetical_protein_

Lotgi_0hxj_204297estExt_fgenesh2_kg.C_sca_460025

Lotgi_0q1c_238998estExt_fgenesh2_pg.C_sca_1820034

Galga_03d9_ENSGALP00000022436NP_001074329.2tubulin_beta_2C_

Strpu_04gp_GLEAN3_00062

Nemve_0sr7_245773

Lotgi_0k4h_220547estExt_Genewise1Plus.C_sca_630094

Strpu_08q6_GLEAN3_00061

Lotgi_0hfy_197703estExt_Genewise1.C_sca_880158

Triad_07tf_63686estExt_fgeneshTA2_pg.C_20903

Cioin_04tj_ENSCINP00000015549

Nemve_0eeg_167737

Lotgi_0hqk_202077estExt_Genewise1.C_sca_2180072

Cioin_04th_ENSCINP00000015540

Takru_010h_ENSTRUP00000003516

Lotgi_0k9b_223078estExt_Genewise1Plus.C_sca_880181

Lotgi_0k9a_223043estExt_Genewise1Plus.C_sca_880146

Strpu_0834_GLEAN3_03894XP_001197584.1XP_789821.1XP_001197584.1XP_789821.1PREDICTED_similar_to_beta_tubulin_

Lotgi_0k0g_218820estExt_Genewise1Plus.C_sca_490053

Apime_031v_GB13049PAXP_394471.1PREDICTED_similar_to_tubulin_beta_2_

Apime_003w_GB10122PAXP_394038.2PREDICTED_similar_to_tubulin_beta_2_
0.99

Capsp_0k5m_156132estExt_Genewise1.C_1580010

Capsp_00sm_163496estExt_Genewise1.C_120127
0.80

Capsp_0mvk_166334estExt_Genewise1Plus.C_890064

Capsp_05sz_182357estExt_Genewise1Plus.C_60171
0.65

Apime_008n_GB10275PAXP_392313.1PREDICTED_similar_to_Tubulin_at_56D_CG9277PB_isoform_B_

Drome_03n6_FBpp0085720NP_523795.2betaTubulin_at_56D_CG9277PB_isoform_B_
0.97

Danre_12b8_NP_001070241.1NP_001070241.1hypothetical_protein_LOC767806_

Danre_12f1_NP_001032652.1NP_001032652.1hypothetical_protein_LOC641565_

Drome_0kp6_FBpp0084630NP_651606.1betaTubulin_at_97EF_CG4869PA_
0.81

Capsp_0mvm_147894estExt_Genewise1.C_890083

Monbr_065s_31534

Monbr_0293_14310
1.00

Strpu_001p_GLEAN3_13273XP_001201898.1XP_793735.1XP_001201898.1XP_793735.1PREDICTED_similar_to_betatubulin_

Strpu_1f8m_XP_001192875.1XP_001192875.1PREDICTED_similar_to_betatubulin_

Strpu_09y7_XP_001192190.1XP_001192190.1PREDICTED_similar_to_betatubulin_
0.99

Homsa_04n9_OTTHUMP00000162590NP_006079.1tubulin_beta_2_

Galga_03da_ENSGALP00000013964

Homsa_0p9r_OTTHUMP00000066909NP_006078.2tubulin_beta_4_

Homsa_0p9q_OTTHUMP00000078206NP_006078.2tubulin_beta_4_
1.00

Capsp_05sv_20406estExt_fgenesh1_pm.C_60014

Caeel_008d_CE00850CAA86310.1tbb4tubulin_beta_chain

Caeel_04x5_CE33770CAB00853.4ben1tubulin

Caeel_03s2_CE00913CAA84648.1tbb2beta_tubulin

Caeel_0c34_CE16197CAB07246.1tbb1tubulin_betachain
1.00

Homsa_08b9_OTTHUMP00000015964NP_821080.1tubulin_beta_2B_

Galga_0qve_NP_001004400.1NP_001004400.1tubulin_beta_2B_

Galga_0htb_ENSGALP00000036423

Galga_0htf_ENSGALP00000020884

Homsa_08b8_OTTHUMP00000015956NP_001060.1tubulin_beta_2_

Takru_09a1_ENSTRUP00000013079

Danre_10ez_NP_001019593.1NP_001019593.1hypothetical_protein_LOC554127_
1.00

Takru_00zg_ENSTRUP00000000002

Danre_03y6_OTTDARP00000023464

Danre_11vp_NP_001032487.1NP_001032487.1hypothetical_protein_LOC641421_

Danre_0xwk_NP_942104.1NP_942104.1tubulin_beta_2c_

Danre_02xd_OTTDARP00000021495
0.77

Danre_0x3z_NP_001070183.1NP_001070183.1hypothetical_protein_LOC767746_

Takru_0kac_ENSTRUP00000032100

Danre_1344_NP_956269.1NP_956269.1hypothetical_protein_LOC335798_
0.71

Homsa_08qa_OTTHUMP00000029069NP_821133.1tubulin_beta_

Homsa_00k9_OTTHUMP00000029477NP_821133.1tubulin_beta_

Homsa_003q_OTTHUMP00000014646NP_821133.1tubulin_beta_

Galga_0pev_NP_990646.1NP_990646.1tubulin_beta_2_

Takru_0dw1_ENSTRUP00000030731

Danre_02ns_OTTDARP00000021576NP_942113.1tubulin_beta_5_
0.63

0.79

Strpu_0065_GLEAN3_07425

Strpu_0wq3_XP_001202386.1XP_001202386.1PREDICTED_hypothetical_protein_

Strpu_0khf_XP_798940.2XP_798940.2PREDICTED_hypothetical_protein_
1.00

Homsa_08qc_OTTHUMP00000164860

Homsa_00kb_OTTHUMP00000195627

Homsa_003t_OTTHUMP00000014649

Drome_03n9_FBpp0085721NP_725896.1betaTubulin_at_56D_CG9277PA_isoform_A_

Strpu_0496_GLEAN3_07424

Strpu_0wq4_XP_001202379.1XP_001202379.1PREDICTED_similar_to_Tubulin_beta_2_partial_

Strpu_0khg_XP_798948.2XP_798948.2PREDICTED_similar_to_Tubulin_beta_2_partial_

0.52

Strpu_1bth_XP_792439.1XP_792439.1PREDICTED_similar_to_betatubulin_partial_

Strpu_0g4j_XP_001197626.1XP_001197626.1PREDICTED_similar_to_betatubulin_
1.00

Strpu_1f8p_XP_797932.2XP_797932.2PREDICTED_similar_to_betatubulin_

Strpu_09y5_XP_001192274.1XP_001192274.1PREDICTED_similar_to_betatubulin_
1.00

1.00

Apime_01xm_GB11920PAXP_394469.1PREDICTED_similar_to_Tubulin_at_60D_CG3401PA_

Drome_04ks_FBpp0072177NP_523842.2betaTubulin_at_60D_CG3401PA_
1.00

Galga_0qbe_NP_001026769.1NP_001026769.1tubulin_beta_3_

Homsa_11bv_OTTHUMP00000081633NP_006077.2tubulin_beta_4_

Homsa_11bt_OTTHUMP00000176846NP_006077.2tubulin_beta_4_
0.70

Takru_083n_ENSTRUP00000012728

Danre_0060_OTTDARP00000023803
0.97

Galga_13g8_NP_001026183.1NP_001026183.1tubulin_beta_6_

Homsa_0szr_OTTHUMP00000071701NP_115914.1tubulin_beta_6_

Homsa_0szn_OTTHUMP00000162473NP_115914.1tubulin_beta_6_

Homsa_0szp_OTTHUMP00000071699

Galga_0j5c_ENSGALP00000000073

Capsp_05sx_182350estExt_Genewise1Plus.C_60159

Capsp_05sw_182336estExt_Genewise1Plus.C_60145

Capsp_0mc4_153047estExt_Genewise1.C_52740002

Lotgi_0829_178018fgenesh2_pm.C_sca_16000021

Drome_03n8_FBpp0085723NP_725895.2NP_725897.1betaTubulin_at_56D_CG9277PD_isoform_D_

Drome_03n7_FBpp0085722NP_725895.2NP_725897.1betaTubulin_at_56D_CG9277PD_isoform_D_
0.99

Homsa_08qd_OTTHUMP00000164861

Homsa_08qb_OTTHUMP00000029070

Homsa_00kc_OTTHUMP00000195628

Homsa_00ka_OTTHUMP00000029478

Homsa_003s_OTTHUMP00000014648

Homsa_003r_OTTHUMP00000014647

0.96

Homsa_11bw_OTTHUMP00000081634

Nemve_09mm_118944

Homsa_0szq_OTTHUMP00000071700
0.97

Nemve_0k2t_213425

Homsa_0spc_OTTHUMP00000071802

Homsa_1a2k_OTTHUMP00000018934
1.00

1.00

0.65

Lotgi_0gqq_182307estExt_Genewise1.C_sca_30407

Lotgi_0k0t_218926estExt_Genewise1Plus.C_sca_490266
0.60

Lotgi_0hw3_203866estExt_fgenesh2_kg.C_sca_250030

Lotgi_0h8g_193371estExt_Genewise1.C_sca_520168

Lotgi_0j0a_205056estExt_fgenesh2_kg.C_sca_1160002

Lotgi_0grp_182889estExt_Genewise1.C_sca_50206

Lotgi_0mk3_230936estExt_fgenesh2_pg.C_sca_160151

Lotgi_0hv0_203547estExt_fgenesh2_kg.C_sca_150061

Lotgi_0htx_203506estExt_fgenesh2_kg.C_sca_150020

Lotgi_0nf7_233643estExt_fgenesh2_pg.C_sca_420056

Lotgi_0jy3_217729estExt_Genewise1Plus.C_sca_420104

Lotgi_0hw0_203824estExt_fgenesh2_kg.C_sca_240018

Lotgi_0jm5_213227estExt_Genewise1Plus.C_sca_160330

Lotgi_0hcq_195970estExt_Genewise1.C_sca_710162

Lotgi_0hcp_195948estExt_Genewise1.C_sca_710140

Lotgi_0j1m_205348estExt_fgenesh2_kg.C_sca_1930001

Lotgi_0m0t_228939estExt_fgenesh2_pg.C_sca_50108

Lotgi_0jkx_213129estExt_Genewise1Plus.C_sca_160187

Lotgi_0hp4_201398estExt_Genewise1.C_sca_1750071

Lotgi_0j3v_206161estExt_fgenesh2_pm.C_sca_160017
0.63

Capsp_00km_225661estExt_fgenesh1_pg.C_5400023

Lotgi_0q8a_239680estExt_fgenesh2_pg.C_sca_7870034

Strpu_0g4k_XP_001197604.1XP_001197604.1PREDICTED_hypothetical_protein_

Lotgi_0gym_186501estExt_Genewise1.C_sca_160201
1.00

Triva_0499_107051.m00004betatubulin_putative

Galga_0rxs_XP_001236035.1XP_001236035.1PREDICTED_similar_to_Tubulin_beta5_chain_Betatubulin_classV_partial_

Chlrd_05r2_158210

Homsa_1a2h_OTTHUMP00000018932
0.91

0.91
0.73

Poptr_08n5_294351

Nemve_0pny_231385

Homsa_1xs5_XP_001713916.1XP_001713916.1PREDICTED_similar_to_tubulin_beta_polypeptide_4_member_Q_

Nemve_0nd5_223919

Auran_04gy_25773

Strpu_0ay2_XP_001186296.1XP_001186296.1PREDICTED_similar_to_betatubulin_partial_

Strpu_0sjh_XP_793664.2XP_793664.2PREDICTED_similar_to_betatubulin_partial_
1.00

1.00
1.00

0.91

Triva_146x_82699.m00106betatubulin_putative

Nemve_0pks_230370

Lotgi_0hs0_202847estExt_Genewise1.C_sca_17300001

Triva_19df_85300.m00020betatubulin_putative

Batde_03ce_BDEG_03463hypothetical_protein_similar_to_betatubulin_translation_156_aa

Strpu_0g4n_XP_001197294.1XP_001197294.1PREDICTED_similar_to_beta_tubulin_partial_

Strpu_12jq_XP_795696.2XP_795696.2PREDICTED_similar_to_betatubulin_partial_
1.00

1.00

Capsp_0me2_77533gw1.3143.2.1

Lotgi_0gfw_176794fgenesh2_pg.C_sca_4061000001

Lotgi_00pz_69672gw1.788.11.1

Lotgi_07j4_146373e_gw1.787.1.1
0.56

1.00

1.00

1.00

1.00

1.00

0.91

0.73

1.00

1.00

0.99

Homsa_22ns_NP_064424.3NP_064424.3tubulin_beta_polypeptide_4_member_Q_

Homsa_2228_NP_817124.1NP_817124.1tubulin_beta_8_

Homsa_1a2j_OTTHUMP00000018933
0.87

Batde_00jr_BDEG_00598tubulin_beta2C_chain_translation_448_aa

Batde_05g2_BDEG_05618tubulin_beta2_chain_translation_441_aa
1.00

Giala_014x_GL50803_136021Beta_tubulin

Giala_014w_GL50803_136020Beta_tubulin

Giala_0019_GL50803_101291Beta_tubulin

Physo_0130_109498

Phatr_054a_21122

Thaps_086b_31569
1.00

Thaps_02vk_8069

Auran_06sn_29718

Auran_0548_24699

Auran_04fz_25908

Auran_04gz_71566

1.00

Tetth_0ta0_146.m00071BTU2BetaTUbulin

Tetth_0a5v_36.m00227BTU1BetaTUbulin

Parte_167n_PTETP15000001001

Parte_0xsh_GSPATP00021361001

Parte_0bzs_GSPATP00036831001

Crypa_00rz_cgd6_4760tubulin_beta_chain

Thean_012k_TA13315tubulin_beta_chain_putative

Toxgo_0mrn_TGVEG_085930tubulin_beta_chain_putative

Toxgo_09ex_TGME49_066960tubulin_beta_chain

Toxgo_07ae_TGGT1_075980tubulin_beta_chain_putative

Plafa_0483_PF10_0084tubulin_beta_chain_putative

Toxgo_0h8n_TGVEG_063550tubulin_beta_chain_putative

Toxgo_0fdb_TGME49_012240tubulin_beta_chain_putative

Toxgo_060t_TGGT1_071990tubulin_beta_chain_putative

Toxgo_0jw4_TGVEG_052280tubulin_beta_chain_putative

Toxgo_0cbs_TGME49_021620tubulin_beta_chain_putative

Toxgo_00ez_TGGT1_065490tubulin_beta_chain_putative

1.00

Trybr_07tt_Tb927.1.2370beta_tubulin

Trybr_06x7_Tb927.1.2350beta_tubulin

Trybr_04ss_Tb927.1.2390beta_tubulin

Trybr_04sj_Tb927.1.2330beta_tubulin

1.00

Leima_01xg_LmjF21.1860beta_tubulin

Leima_07qt_LmjF33.0819betatubulin

Leima_0794_LmjF33.0808betatubulin

Leima_05wj_LmjF33.0806betatubulin

Leima_05ep_LmjF33.0804betatubulin

Leima_044a_LmjF33.0792betatubulin

Leima_03bg_LmjF33.0820beta_tubulin

Leima_0380_LmjF33.0818betatubulin

Leima_02vy_LmjF33.0796betatubulin

Leima_02s9_LmjF33.0802betatubulin

Leima_02c4_LmjF33.0800betatubulin

Leima_01kz_LmjF33.0812betatubulin

Leima_01a8_LmjF33.0794betatubulin

Leima_018y_LmjF33.0810betatubulin

Leima_00p5_LmjF33.0816betatubulin

Leima_00c0_LmjF33.0798betatubulin

Leima_004p_LmjF33.0814betatubulin

Leima_05wv_LmjF08.1230beta_tubulin

1.00

Naegr_0fc6_83350

Naegr_04b1_56391

Naegr_01qk_55423

Phypa_06eb_121199

Phypa_0t52_232451
0.99

Ostta_01ss_14981

Ostta_01se_14914
1.00

Chlre_0730_129868TUB2

Chlre_072y_129876TUB1

Chlrd_0ha7_170055

Chlrd_0h5h_169905

1.00

Phypa_0g2f_117822

Orysa_0k7k_Os03g45920.1tubulin_beta8_chain_putative_expressed

Poptr_0s1x_640496

Poptr_0sqc_646611
1.00

Phypa_0rsp_213086

Phypa_0rsf_58013

Phypa_0rse_3688

Phypa_0517_223212

Phypa_051c_223215

Phypa_03n5_110341
0.64

Phypa_0pg3_186458

Phypa_0pfs_165677
0.72

0.79

Arath_0s26_AT5G44340.1TUB4TUB4_tubulin_beta4_chain

Arath_0ngq_AT4G20890.1TUB9TUB9_tubulin_beta9_chain_structural_molecule
1.00

Orysa_0mev_Os03g56810.2tubulin_beta7_chain_putative_expressed

Orysa_0met_Os03g56810.1tubulin_beta7_chain_putative_expressed
0.97

Poptr_0w3q_672205

Poptr_0x4y_708103
0.86

Orysa_08nf_Os02g07060.1tubulin_beta5_chain_putative_expressed

Orysa_15k8_Os06g46000.2tubulin_beta3_chain_putative_expressed

Orysa_15k7_Os06g46000.1tubulin_beta3_chain_putative_expressed
1.00

Arath_05wp_AT1G20010.1TUB5TUB5_tubulin_beta5_chain

Arath_04ar_AT1G75780.1TUB1TUB1_tubulin_beta1_chain_structural_molecule
1.00

Poptr_0t84_652080

Poptr_1bbg_830030
1.00

1.00

Arath_0at0_AT2G29550.1TUB7TUB7_tubulin_beta7_chain

Poptr_0vqh_667955

Poptr_11d0_762453
1.00

Arath_0v2x_AT5G62700.1ATGCP3TUB3_TUBULIN_BETA3_structural_molecule

Arath_0v2j_AT5G62690.1TUB2TUB2_Tubulin_beta2_structural_molecule
1.00

Arath_0xjj_AT5G23860.1TUB8TUB8_tubulin_beta8

Orysa_0ehb_Os03g01530.1tubulin_beta2_chain_putative_expressed

Poptr_00wc_180424

Poptr_09ny_413486
0.98

Poptr_0s3z_641120

Poptr_01r4_203493
0.63

0.51

Poptr_0g9v_569745

Orysa_0630_Os01g59150.2tubulin_beta4_chain_putative_expressed

Orysa_062z_Os01g59150.1tubulin_beta4_chain_putative_expressed
0.79

Arath_0tey_AT5G12250.1TUB6TUB6_BETA6_TUBULIN

Poptr_0e1g_560355

Poptr_1bwn_833179

Poptr_0558_255245

Orysa_01wd_Os01g18050.1tubulin_beta1_chain_putative_expressed

Orysa_0yxc_Os05g34170.1tubulin_beta6_chain_putative_expressed

Orysa_0yxd_Os05g34170.2tubulin_beta6_chain_putative_expressed

Orysa_0yxe_Os05g34170.3tubulin_beta6_chain_putative_expressed
0.51

Poptr_01nm_202686

Poptr_006t_173380

Poptr_006s_173374
1.00

1.00

1.00

1.00

0.50

0.52

1.00

1.00

1.00

0.72

1.00

1.00

1.00

0.58

0.58

0.58

0.72

1.00

1.00

1.00

1.00

Triva_130j_82471.m00124TubulinFtsZ_family_GTPase_domain_containing_protein

Apime_05v5_GB15835PA

Apime_0e2z_XP_394700.3XP_394700.3PREDICTED_similar_to_epsilontubulin_1_
1.00

0.58

Giala_03se_GL50803_6336Epsilon_tubulin

Leima_06cf_LmjF21.1010epsilon_tubulin_putative

Trybr_01k8_Tb10.70.6950TUBE1epsilon_tubulin

Trybr_00bf_Tb11.0530epsilon_tubulin
1.00

1.00

Plafa_01y0_PF14_0725tubulin_putative

Auran_038q_2189

Toxgo_01tf_TGGT1_000470tubulin_epsilon_chain_putative

Toxgo_0pt0_TGVEG_055390tubulin_epsilon_chain_putative

Toxgo_0fas_TGME49_075870tubulin_epsilon_chain_putative
1.00

1.00
1.00

1.00

Physo_0gh9_118214

Tetth_01h1_8.m00446TubulinFtsZ_family_GTPase_domain_containing_protein

Parte_0dgg_GSPATP00038073001
1.00

Naegr_01pa_44774

Chlre_09se_188195BLD2

Phypa_0n3m_99422
1.00

1.00

1.00

1.00

Monbr_05ct_29416

Cioin_0snr_XP_002128990.1XP_002128990.1PREDICTED_similar_to_epsilontubulin_

Cioin_05dj_ENSCINP00000002530
1.00

Batde_05gg_BDEG_05632tubulin_epsilon_chain_translation_497_aa

Batde_0889_BDEG_08433tubulin_epsilon_chain_translation_496_aa
1.00

Homsa_09xj_OTTHUMP00000017035

Danre_0yvt_NP_957279.1NP_957279.1tubulin_epsilon_1_

Danre_0b9h_OTTDARP00000003844
1.00

0.56

Homsa_09xh_OTTHUMP00000017034

Capsp_0mvh_89314e_gw1.89.46.1
1.00

Strpu_04e9_GLEAN3_12141

Strpu_0w2d_XP_783098.2XP_783098.2PREDICTED_similar_to_Tubulin_epsilon_1_

Strpu_0hr8_XP_001183033.1XP_001183033.1PREDICTED_similar_to_Tubulin_epsilon_1_
0.83

1.00

1.00

0.56

Danre_011f_OTTDARP00000003871

Takru_08yq_ENSTRUP00000012199

Homsa_09xg_OTTHUMP00000017033NP_057346.1tubulin_epsilon_1_

Galga_0g75_ENSGALP00000024172XP_419781.2XP_419781.2PREDICTED_similar_to_epsilontubulin_
1.00

1.00
1.00

Triad_057m_50572fgeneshTA2_pm.C_scaffold_7000131

Nemve_068t_89613

Lotgi_0kd7_224456estExt_Genewise1Plus.C_sca_1150132
1.00

Strpu_01wt_GLEAN3_02663

Strpu_0w2c_XP_781720.2XP_781720.2PREDICTED_similar_to_Tubulin_epsilon_1_

Strpu_0hr9_XP_001182983.1XP_001182983.1PREDICTED_similar_to_Tubulin_epsilon_1_
1.00

1.00

0.57

1.00

1.00

1.00

1.00

0.52

0.93

1.00

1.00

Triva_1hxq_87205.m00083TubulinFtsZ_family_GTPase_domain_containing_protein

Chlre_06sx_136082UNI3

Chlrd_0c3m_164724
1.00

Homsa_0xxs_OTTHUMP00000182089

Trybr_06dj_Tb927.1.1150zeta_tubulin

Leima_06mv_LmjF20.0470zeta_tubulin_putative
1.00

1.00

Trybr_08cn_Tb11.01.2695TUBD1delta_tubulin

Leima_0024_LmjF36.4990delta_tubulin_putative
1.00

Giala_03mz_GL50803_5462Delta_tubulin

Apime_06p3_GB16674PA

Apime_0byy_XP_001122683.1XP_001122683.1PREDICTED_similar_to_deltatubulin_
1.00

Plafa_050s_PFI1635wdelta_tubulin_putative

Toxgo_088t_TGME49_007600tubulin_delta_chain_putative

Toxgo_0mfj_TGVEG_040680tubulin_delta_chain_putative

Toxgo_07ag_TGGT1_020490tubulin_delta_chain_putative
0.83

1.00

1.00

0.72

0.72

Batde_02ne_BDEG_02728hypothetical_protein_translation_378_aa

Physo_0jdx_158567
1.00

Naegr_07ae_65724

Parte_10pw_GSPATP00003638001

Tetth_0mxg_24.m00232Protein_kinase_domain_containing_protein
1.00

1.00

Triad_007a_54235fgeneshTA2_pg.C_scaffold_3000242

Cioin_0wg1_XP_002121850.1XP_002121850.1PREDICTED_similar_to_cryptic_tubulin_

Nemve_05d0_82063

Lotgi_0558_126843e_gw1.55.52.1

Capsp_0b6v_136680e_gw1.350.8.1
1.00

1.00
1.00

1.00

1.00

1.00

Tetth_0kf6_34.m00277TubulinFtsZ_family_GTPase_domain_containing_protein

Parte_06p5_GSPATP00005791001
1.00

Phypa_0h3m_66250

Naegr_08pn_69007
1.00

Monbr_06x5_33187

Cioin_0yqn_NP_001027643.1NP_001027643.1deltatubulin_

Strpu_06mq_GLEAN3_04266XP_001203359.1XP_782634.1XP_001203359.1XP_782634.1PREDICTED_similar_to_tubulin_delta_1_

Triad_04g1_28772e_gw1.9.89.1

Capsp_0k26_159439estExt_Genewise1.C_5810013

Lotgi_0kf6_225368estExt_Genewise1Plus.C_sca_1390076

Nemve_0j7z_209136
1.00

0.94

Takru_0hc9_ENSTRUP00000012851

Takru_0hc8_ENSTRUP00000012850

Danre_0wj7_NP_001002093.1NP_001002093.1tubulin_delta_1_

Danre_07nv_OTTDARP00000024251
1.00

1.00

Galga_02sp_ENSGALP00000008290XP_415881.1XP_415881.1PREDICTED_similar_to_deltatubulin_

Homsa_0xxt_OTTHUMP00000182090NP_057345.2deltatubulin_

Homsa_0xxv_OTTHUMP00000182091

Homsa_0xxw_OTTHUMP00000182092
1.00

1.00
1.00

0.94

1.00

1.00

1.00

1.00

1.00

0.73

1.00

Enthi_03q2_55.m00198tubulin_gamma_chain_putative

Enthi_095s_307.m00057tubulin_gamma_chain_putative
1.00

Sacce_0473_YLR212CTUB4Gammatubulin_involved_in_nucleating_microtubules_from_both_the_cytoplasmic_and_nuclear_faces_of_the_spindle_pole_body

Caeel_0b9h_CE00224CAA80164.1tbg1Gammalike_tubulin

Enccu_010f_19173393NP_597196.1TUBULIN_GAMMA_CHAIN_

Enccu_00d0_19170982CAD26372.1TUBULIN_GAMMA_CHAIN_

Enccu_002y_51701890Q8SRD2.1TBGTubulin_gamma_chain_Gammatubulin

1.00

Thean_03nb_TA03470tubulin_gammachain_gammatubulin_putative

Giala_00km_GL50803_114218Gamma_tubulin

Triva_143f_83992.m00196gamma_tubulin_putative

Triva_2g1k_93106.m00014gamma_tubulin_putative
1.00

1.00

Dicdi_025f_DDB0185068gene_tubC_on_chromosome_2_position_713462_to_715042

Ostta_03c5_25029

Crypa_00bf_cgd7_1980gamma_tubulin

Plafa_01h8_PF08_0125tubulin_gamma_chain

Toxgo_0h4t_TGVEG_067890tubulin_gamma_chain_putative

Toxgo_0eva_TGME49_026870tubulin_gamma_chain_putative

Toxgo_05am_TGGT1_082260tubulin_gamma_chain_putative

1.00

1.00

Ustma_03pt_UM03803.1XP_759950.1hypothetical_protein_similar_to_gammatubulin_455_aa

Neucr_03fm_NCU03954gammatubulin_translation_462_aa

Schpo_0230_SPBC32F12.04tug1gammatubulin

Rhior_0att_RO3G_11100.1hypothetical_protein_translation_458_aa

Batde_04qz_BDEG_04849tubulin_gamma_chain_translation_447_aa
1.00

1.00
1.00

1.00

Naegr_048y_56069

Cyame_02j1_CMN304C

Capsp_0fkm_174186estExt_Genewise1Plus.C_1470032

Drome_08hg_FBpp0077326NP_476804.1gammaTubulin_at_23C_CG3157PA_

Drome_0b2c_FBpp0080769NP_476922.1gammaTubulin_at_37C_CG17566PA_
1.00

Cioin_0wze_XP_002129233.1XP_002129233.1PREDICTED_similar_to_Tubulin_gamma1_chain_Gamma1tubulin_Gammatubulin_complex_component_1_GCP1_

Monbr_02ym_21602

Lotgi_0pp6_237817estExt_fgenesh2_pg.C_sca_1180061

Triad_05va_49610fgeneshTA2_pm.C_scaffold_1000070

Nemve_0ete_173802
1.00

Strpu_092v_NP_999657.1NP_999657.1gamma_tubulin_2_

Strpu_0676_GLEAN3_20943
1.00

0.98

Apime_0d24_XP_394981.3XP_394981.3PREDICTED_similar_to_Tubulin_gamma1_chain_Gamma1_tubulin_Gammatubulin_complex_component_1_GCP1_isoform_1_

Apime_08rb_GB18755PA
1.00

Takru_18f5_ENSTRUP00000037747

Homsa_0x7x_OTTHUMP00000181220NP_057521.1tubulin_gamma_2_

Homsa_0x7v_OTTHUMP00000181218NP_001061.2tubulin_gamma_1_

Danre_0cs9_NP_957202.1NP_957202.1tubulin_gammalike_

Galga_0vd7_XP_418146.2XP_418146.2PREDICTED_similar_to_Xgam_protein_

Galga_0177_ENSGALP00000004979
1.00

1.00

0.87

0.88

0.99

Trybr_0877_Tb927.3.910gammatubulin

Leima_021h_LmjF25.0960gammatubulin
1.00

Auran_02w2_23795

Physo_010q_109415

Thaps_080s_29237

Phatr_04pd_44225
1.00

1.00
1.00

Tetth_08s7_5.m00548GTU1GammaTUbulin

Parte_0sqw_GSPATP00017668001

Parte_0nmf_GSPATP00001868001
1.00

1.00

Chlre_09j3_188933TUG

Chlrd_06bf_158831
1.00

Orysa_0w4v_Os05g06450.2tubulin_gamma2_chain_putative_expressed

Orysa_0w4t_Os05g06450.1tubulin_gamma2_chain_putative_expressed
1.00

Phypa_04fq_170153

Phypa_0943_170860
1.00

Poptr_105n_755367

Poptr_0h5q_572355
1.00

Arath_0fy3_AT3G61650.1TUBG1TUBG1_GAMMATUBULIN_structural_molecule

Arath_0xyh_AT5G05620.1TUBG2ATGCP2TUBG2_GAMMATUBULIN_structural_molecule
0.74

1.00

1.00

0.99

1.00

1.00

1.00

0.76

1.00

0.95

1.00

1.00

0.67

0.67

1.00

1.00

Naegr_003w_1641

Parte_126x_GSPATP00025063001
1.00

Cioin_0s9r_XP_002120291.1XP_002120291.1PREDICTED_similar_to_alphatubulin_

Toxgo_046c_TGGT1_116270tubulin_alpha_chain_putative

Toxgo_0hjb_TGVEG_024170tubulin_alpha_chain_putative

Toxgo_08be_TGME49_031400tubulin_alpha_chain_putative
0.88

1.00

Naegr_04tz_58607

Naegr_047f_55745
1.00

Parte_14yq_GSPATP00027553001

Enthi_05j2_83.m00165tubulin_alpha_chain_putative

Enthi_07rt_249.m00082tubulin_alpha_chain_putative
1.00

0.88

Dicdi_09r7_DDB0191380gene_tubA_on_chromosome_5_position_707217_to_708704

Dicdi_06zr_DDB0204271gene_DDB_G0281889_on_chromosome_3_position_5074777_to_5076633
1.00

Tetth_0986_214.m00040TubulinFtsZ_family_GTPase_domain_containing_protein

Parte_09a1_GSPATP00034751001

Parte_051r_GSPATP00031084001
1.00

Naegr_05em_60961

Naegr_01td_45327
1.00

0.99

1.00

Toxgo_0hqf_TGVEG_024000tubulin_alpha_chain_putative

Toxgo_095d_TGME49_031770tubulin_alpha_chain_putative

Toxgo_047s_TGGT1_116000tubulin_alpha_chain_putative

Thean_0035_TA21240tubulin_alpha_chain_putative

Cyame_049z_CMT504C

Physo_00xc_109285

Phatr_09ee_54534

Thaps_080v_29304

Auran_09ax_60342

Auran_06h6_60117

Auran_0640_59775

Auran_035y_59966

Auran_0258_59816

1.00

Thean_033w_TA08335tubulin_alpha_chain_putative

Orysa_0fs3_Os03g11970.1tubulin_alpha2_chain_putative_expressed

Arath_03mn_AT1G64740.1TUA1TUA1_ALPHA1_TUBULIN

Poptr_1aqg_826146

Poptr_0gs6_571195
1.00

Poptr_1bgz_831020

Orysa_1a4s_Os07g38730.1tubulin_alpha1_chain_putative_expressed

Arath_0ss9_AT5G19780.1TUA5TUA5_tubulin_alpha5

Arath_0ss1_AT5G19770.1TUA3TUA3_tubulin_alpha3
0.99

Poptr_18sx_814768

Phypa_08p8_108007

Phypa_0ay5_226002

Phypa_0ay3_225996
0.95

Naegr_03nn_53284

Crypa_02fg_cgd4_2860alpha_tubulin

Phypa_0cnp_124163

Phypa_0dw7_114830

Phypa_0tex_65244

Phypa_0n1p_97813

Trybr_02qk_Tb927.1.2340alpha_tubulin

Trybr_02ap_Tb927.1.2360alpha_tubulin

Trybr_00tk_Tb927.1.2400alpha_tubulin

Trybr_006m_Tb927.1.2380alpha_tubulin

1.00

Leima_0820_LmjF13.0370alpha_tubulin

Leima_07xz_LmjF13.0340alpha_tubulin

Leima_07b2_LmjF13.0350alpha_tubulin

Leima_06ws_LmjF13.0280alpha_tubulin

Leima_06d0_LmjF13.0310alpha_tubulin

Leima_05ef_LmjF13.0390alpha_tubulin

Leima_05ce_LmjF13.0290alpha_tubulin

Leima_04cm_LmjF13.0330alpha_tubulin

Leima_03v3_LmjF13.0300alpha_tubulin

Leima_038y_LmjF13.0320alpha_tubulin

Leima_00vn_LmjF13.0360alpha_tubulin

Leima_00fk_LmjF13.0380alpha_tubulin

1.00

1.00

Tetth_0mn0_73.m00202ATU1AlphaTUbulin

Parte_0y01_GSPATP00002927001

Parte_16k5_PTETP8900001001

Parte_16hs_PTETP7100002001

Parte_16h4_PTETP6600001001

Parte_1655_PTETP11900001001

1.00

Physo_0gjr_119319

Physo_00rk_109111

Physo_019v_109758
1.00

Naegr_049n_56236

Naegr_048x_56065

Naegr_01kk_39221

Ostta_02yc_23001

Ostta_00q9_8661
1.00

Chlre_0adq_186023TUA2alpha_tubulin_2

Chlre_0753_128523TUA1

Chlrd_0c0c_164620

Chlrd_02gz_154911

1.00

Plafa_00ws_PFI0180walpha_tubulin

Plafa_04sa_PFD1050walphatubulin_ii
1.00

Toxgo_0nyt_TGVEG_101500tubulin_alpha_chain_putative

Toxgo_0d55_TGME49_116400tubulin_alpha_chain

Toxgo_0021_TGGT1_094210tubulin_alpha_chain_putative

Phypa_06t6_136749

Orysa_1sd9_Os11g14220.2tubulin_alpha3_chain_putative_expressed

Orysa_1sd8_Os11g14220.1tubulin_alpha3_chain_putative_expressed
1.00

Orysa_0kws_Os03g51600.3tubulin_alpha3_chain_putative_expressed

Orysa_0kwq_Os03g51600.1tubulin_alpha3_chain_putative_expressed

Orysa_0kwr_Os03g51600.2tubulin_alpha3_chain_putative_expressed
1.00

Poptr_0ypg_736276

Arath_0qfj_AT4G14960.2TUA6TUA6_tubulin_alpha6_chiain

Arath_040y_AT1G50010.1TUA2TUA2_tubulin_alpha2_chain

Arath_02gb_AT1G04820.1TUA4TUA4_tubulin_alpha4_chain
0.98

Poptr_0x3y_707456

Phypa_0c53_211478

Poptr_01m7_202156

Poptr_193a_816425
0.99

0.66

0.98

0.88

0.88

0.87

0.87

0.87

0.86

0.86

0.85

Neucr_083x_NCU09132tubulin_alpha_chain_translation_455_aa

Drome_0hx8_FBpp0082964NP_650674.1CG7794_CG7794PA_

Apime_091a_GB19035PA

Apime_0ck5_XP_394092.2XP_394092.2PREDICTED_similar_to_Tubulin_alpha6_chain_Alphatubulin_6_Alphatubulin_isotype_Malpha6_
1.00

1.00

Enccu_03wj_19069184CAD25652.1TUBULIN_ALPHA_CHAIN_

Enccu_01p5_19074542NP_586048.1TUBULIN_ALPHA_CHAIN_

Enccu_002x_51701891Q8SRI6.1TBATubulin_alpha_chain

Triad_0adb_61873fgeneshTA2_pg.C_scaffold_30000029

Drome_0dbp_FBpp0076122NP_524009.2alphaTubulin_at_67C_CG8308PA_

Triad_00vg_54906fgeneshTA2_pg.C_scaffold_3000913

Homsa_1a4e_OTTHUMP00000019000NP_079079.1tubulin_alphalike_3_

Caeel_08a4_CE34484CAB04246.2tba6tubulin_alpha_chain

Sacce_04m8_YML124CTUB3Alphatubulin_associates_with_betatubulin_Tub2p_to_form_tubulin_dimer_which_polymerizes_to_form_microtubules_expressed_at_lower_level_than_Tub1p

Sacce_04jw_YML085CTUB1Alphatubulin_associates_with_betatubulin_Tub2p_to_form_tubulin_dimer_which_polymerizes_to_form_microtubules
1.00

Apime_0g1g_XP_625145.1XP_625145.1PREDICTED_similar_to_tubulin_alpha_1_partial_

Apime_021x_GB12053PA
1.00

Giala_00dg_GL50803_112079Alphatubulin

Giala_005w_GL50803_103676Alphatubulin
1.00

Triva_2eq9_92777.m00073alphatubulin_1_putative

Triva_2egx_92747.m00193alphatubulin_1_putative

Triva_27c5_90756.m00155alphatubulin_1_putative

Triva_1hsh_87158.m00094alphatubulin_1_putative

Triva_1gd3_86772.m00062alphatubulin_1_putative

Triva_2q5m_96423.m00259alphatubulin_1_putative

Triva_2mbt_95750.m00015alphatubulin_1_putative

Apime_0eqh_XP_394991.3XP_394991.3PREDICTED_similar_to_Tubulin_alpha6_chain_Alphatubulin_6_Alphatubulin_isotype_Malpha6_

Apime_03xn_GB13914PA
1.00

Strpu_05mg_GLEAN3_21670

Strpu_1de9_XP_784344.1XP_784344.1PREDICTED_similar_to_Tubulin_alpha1_chain_

Strpu_0a8z_XP_001194665.1XP_001194665.1PREDICTED_similar_to_Tubulin_alpha1_chain_
1.00

0.84

Lotgi_0857_179477fgenesh2_pm.C_sca_69000010

Caeel_0q8a_CE37468CAA85497.2tba8tubulin_alpha_chain

Cioin_0hs5_ENSCINP00000023216XP_002122739.1PREDICTED_similar_to_alpha_tubulin_a1_

0.55

Caeel_0hah_CE16521CAB03447.1tba7tubulin_alpha_subunit

Caeel_04dd_CE17563CAB16856.1tba2Tubulin

Caeel_07qj_CE09692CAB03001.1tba1TBA2_tubulin_alpha2_chain

Caeel_09hs_CE18680CAA85463.1tba4tubulin_alpha2_chain
0.82

0.51

Ustma_0164_UM01221.1XP_757368.1TBAA_SCHCO_TUBULIN_ALPHA1A_CHAIN_449_aa

Neucr_08ds_NCU09468tubulin_alphaB_chain_translation_450_aa

Schpo_003h_SPBC800.05ctub1tubulin_alpha_2

Schpo_01kk_SPBC16A3.15cnda2tubulin_alpha_1
1.00

1.00

Rhior_0d0s_RO3G_13339.1conserved_hypothetical_protein_translation_448_aa

Rhior_0cgc_RO3G_12814.1conserved_hypothetical_protein_translation_450_aa

Rhior_09en_RO3G_09687.1conserved_hypothetical_protein_translation_438_aa
1.00

Rhior_041r_RO3G_04154.1conserved_hypothetical_protein_translation_450_aa

Rhior_04q8_RO3G_04842.1conserved_hypothetical_protein_translation_450_aa
1.00

1.00

0.57

Caeel_0926_CE30131AAA81432.2tba9tubulin_beta_chain

Caeel_06tq_CE09434CAB01495.1tba5tubulin
1.00

Strpu_08p1_GLEAN3_10531

Strpu_1d04_XP_796279.1XP_796279.1PREDICTED_similar_to_alphatubulin_

Strpu_0dcc_XP_001189756.1XP_001189756.1PREDICTED_similar_to_alphatubulin_
1.00

0.98

Nemve_06me_92610

Capsp_0bjx_94296e_gw1.38.151.1
0.98

Danre_0wyr_NP_956089.1NP_956089.1tubulin_alpha_4_like_

Galga_14a2_XP_414990.1XP_414990.1PREDICTED_similar_to_MGC97820_protein_

Galga_0jv0_ENSGALP00000013740
1.00

1.00

Galga_0kvh_ENSGALP00000036691

Galga_0qre_NP_990775.1NP_990775.1tubulin_alpha_8_

Galga_0kvj_ENSGALP00000036690
0.56

Galga_150z_XP_416397.1XP_416397.1PREDICTED_similar_to_alphatubulin_8_

Galga_0kvn_ENSGALP00000036688
1.00

Homsa_0gt0_OTTHUMP00000028689NP_061816.1tubulin_alpha_8_

Homsa_0gsw_OTTHUMP00000196216NP_061816.1tubulin_alpha_8_

Homsa_0gsy_OTTHUMP00000196246

Takru_0yq3_ENSTRUP00000031317

Takru_13e2_ENSTRUP00000019558

Takru_115e_ENSTRUP00000035958

Takru_115g_ENSTRUP00000036136
1.00

Takru_01ee_ENSTRUP00000000260

Cioin_02xp_ENSCINP00000001001
0.62

0.86

Strpu_064r_GLEAN3_07984

Strpu_0j0c_XP_001192449.1XP_001192449.1PREDICTED_hypothetical_protein_
1.00

Strpu_0qfe_XP_001176244.1XP_001176244.1PREDICTED_similar_to_Tubulin_alpha1_chain_isoform_1_

Strpu_0a93_XP_001178567.1XP_001178567.1PREDICTED_similar_to_Tubulin_alpha1_chain_isoform_1_
1.00

Strpu_0smc_XP_001178019.1XP_001178019.1PREDICTED_similar_to_tubulin_alpha_2_isoform_1_

Strpu_0q91_XP_001179112.1XP_001179112.1PREDICTED_similar_to_tubulin_alpha_2_isoform_1_
1.00

1.00

Capsp_0c5h_222767estExt_fgenesh1_pg.C_4190002

Auran_0abv_59731

Homsa_16bj_OTTHUMP00000167331

Triad_00vp_54912fgeneshTA2_pg.C_scaffold_3000919
1.00

1.00
1.00

0.79

0.69

Caeel_044s_CE24843AAB54263.2mec12alpha_tubulin

Nemve_0gn8_200525

Monbr_02nt_17634

Danre_12rc_NP_998195.1NP_998195.1tubulin_alpha_2_

Strpu_0jq2_XP_001189899.1XP_001189899.1PREDICTED_similar_to_tubulin_alpha_

Homsa_16bd_OTTHUMP00000165035NP_006073.2tubulin_alpha_ubiquitous_

Homsa_16bb_OTTHUMP00000167388NP_006073.2tubulin_alpha_ubiquitous_

Homsa_16b9_OTTHUMP00000167386NP_006073.2tubulin_alpha_ubiquitous_

Danre_0zkz_NP_001098596.1NP_001098596.1hypothetical_protein_LOC573122_

Cioin_0gje_ENSCINP00000011748XP_002130303.1PREDICTED_similar_to_Tubulin_alpha1_chain_

Danre_12f3_NP_001032649.1NP_001032649.1hypothetical_protein_LOC641561_

Lotgi_0hyc_204537estExt_fgenesh2_kg.C_sca_640009

Homsa_16bh_OTTHUMP00000167330NP_116093.1tubulin_alpha_6_

Batde_002d_BDEG_00078tubulin_alpha6_chain_translation_451_aa

Nemve_0fdn_186200

Triad_00vr_54914fgeneshTA2_pg.C_scaffold_3000921

Danre_0zq2_NP_919369.1NP_919369.1tubulin_alpha_1_

Danre_06bm_OTTDARP00000022124
0.66

Strpu_0qff_XP_782642.2XP_782642.2PREDICTED_similar_to_Tubulin_alpha1_chain_isoform_2_

Strpu_0a94_XP_001178661.1XP_001178661.1PREDICTED_similar_to_Tubulin_alpha1_chain_isoform_2_
1.00

Lotgi_0pg2_237161estExt_fgenesh2_pg.C_sca_970042

Nemve_0rtt_242597

Strpu_01ga_GLEAN3_16746XP_001196118.1XP_789285.1XP_001196118.1XP_789285.1PREDICTED_similar_to_alpha1_tubulin_
0.96

Takru_0y4a_ENSTRUP00000036227

Takru_13e1_ENSTRUP00000019557

Takru_13e0_ENSTRUP00000019556
1.00

Triad_00vm_54910fgeneshTA2_pg.C_scaffold_3000917

Triad_00vn_54911fgeneshTA2_pg.C_scaffold_3000918

Triad_00vq_63797estExt_fgeneshTA2_pg.C_30906
0.91

Galga_0vng_XP_419249.2XP_419249.2PREDICTED_hypothetical_protein_

Galga_019d_ENSGALP00000000588
1.00

Danre_12rg_NP_997937.1NP_997937.1tubulin_alpha_8_like_

Danre_03tk_OTTDARP00000020830
1.00

0.99

Takru_0yq2_ENSTRUP00000031316

Danre_130f_NP_956479.1NP_956479.1tubulin_alpha_8_like_4_
0.68

Danre_0n18_XP_001330931.2XP_001330931.2PREDICTED_similar_to_tubulin_alpha_8_like_3_

Takru_115c_ENSTRUP00000035956

Takru_115d_ENSTRUP00000035957
1.00

Galga_09rj_ENSGALP00000037524

Galga_09rk_ENSGALP00000018454
1.00

Takru_01ed_ENSTRUP00000000259

Takru_08np_ENSTRUP00000023613

Takru_08nb_ENSTRUP00000020596
0.62

Danre_0ah4_OTTDARP00000019855NP_956985.1tubulin_alpha_8_like_2_

Takru_115f_ENSTRUP00000036135
1.00

Takru_0226_ENSTRUP00000007344

Takru_0228_ENSTRUP00000007346

Takru_022b_ENSTRUP00000008274

Takru_022a_ENSTRUP00000008273

Takru_0229_ENSTRUP00000008272
1.00

1.00

1.00

Lotgi_0jmn_213577estExt_Genewise1Plus.C_sca_180161

Lotgi_0gz9_187046estExt_Genewise1.C_sca_180239
0.76

Lotgi_0aft_158752fgenesh2_pg.C_sca_18000102

Capsp_0ahv_198644fgenesh1_pg.C_scaffold_632000002

Nemve_0fdp_186216

Nemve_0q10_234521

Lotgi_0j23_205513estExt_fgenesh2_kg.C_sca_45550001
1.00

1.00

0.99

Lotgi_0hmc_200382estExt_Genewise1.C_sca_1400068

Strpu_061b_GLEAN3_28221XP_001177673.1XP_780117.1XP_001177673.1XP_780117.1PREDICTED_similar_to_tubulin_alpha_2_isoform_3_

Strpu_1df4_XP_802011.1XP_802011.1PREDICTED_similar_to_tubulin_alpha_2_isoform_5_

Strpu_0drd_XP_001177543.1XP_001177543.1PREDICTED_similar_to_tubulin_alpha_2_isoform_2_
0.52

Strpu_1df5_XP_801951.1XP_801951.1PREDICTED_similar_to_tubulin_alpha_2_isoform_3_

Strpu_0drc_XP_001177411.1XP_001177411.1PREDICTED_similar_to_tubulin_alpha_2_isoform_1_
1.00

0.90

0.84

Lotgi_0gv1_184309estExt_Genewise1.C_sca_80608

Apime_0008_GB10009PAXP_396338.2PREDICTED_similar_to_Tubulin_alpha1_chain_

Apime_0009_GB10009PB
1.00

Lotgi_0hmb_200360estExt_Genewise1.C_sca_1400023

Capsp_0cx3_212644fgenesh1_pg.C_scaffold_178000014

Lotgi_0k6g_221490estExt_Genewise1Plus.C_sca_710211

Strpu_027p_GLEAN3_22187

Strpu_05bb_GLEAN3_06756

Strpu_0rhr_XP_787658.2XP_787658.2PREDICTED_similar_to_tubulin_alpha_chain__sea_urchin_Paracentrotus_lividus_

Strpu_0g2x_XP_001184847.1XP_001184847.1PREDICTED_similar_to_tubulin_alpha_chain__sea_urchin_Paracentrotus_lividus_
0.89

1.00

1.00

0.80

0.66

Lotgi_0gwx_185446estExt_Genewise1.C_sca_110683

Lotgi_0kap_223539estExt_Genewise1Plus.C_sca_970083

Capsp_01f8_161855estExt_Genewise1.C_3360029

Capsp_0k4s_156933estExt_Genewise1.C_9220008

Cioin_0gvy_ENSCINP00000018124XP_002127475.1PREDICTED_similar_to_Tubulin_alpha1_chain_

Cioin_0gvx_ENSCINP00000011749XP_002127475.1PREDICTED_similar_to_Tubulin_alpha1_chain_

Cioin_02xn_ENSCINP00000002012

Cioin_0gvz_ENSCINP00000002025XP_002127697.1PREDICTED_similar_to_Tubulin_alpha1_chain_

Drome_0g0q_FBpp0081153NP_476772.1alphaTubulin_at_84B_CG1913PA_

Lotgi_0mwp_231838estExt_fgenesh2_pg.C_sca_230115

Nemve_0f7p_182198

Lotgi_0k8r_222738estExt_Genewise1Plus.C_sca_850043

Lotgi_0kaq_223558estExt_Genewise1Plus.C_sca_970107

Lotgi_0pas_236629estExt_fgenesh2_pg.C_sca_850028

Nemve_0h0t_202466

Capsp_04cf_163565estExt_Genewise1.C_350026

Capsp_0gfv_163388estExt_Genewise1.C_2350036

Cioin_0pwb_XP_002129440.1XP_002129440.1PREDICTED_similar_to_predicted_protein_

Lotgi_0gpv_181858estExt_Genewise1.C_sca_20661

Nemve_0fgx_188665

Nemve_0sdm_244590
0.59

Galga_07v4_ENSGALP00000016978XP_422851.1XP_422851.1PREDICTED_similar_to_Tubulin_alpha3alpha7_chain_Alphatubulin_37_Alphatubulin_isotype_Malpha37_

Homsa_14ak_OTTHUMP00000018071NP_005992.1NP_525125.2tubulin_alpha_3c_
0.53

Drome_0g33_FBpp0081062NP_731169.1NP_524264.1alphaTubulin_at_84D_CG2512PB_isoform_B_

Drome_0g32_FBpp0081063NP_731169.1NP_524264.1alphaTubulin_at_84D_CG2512PB_isoform_B_
0.93

Strpu_0smb_XP_795276.2XP_795276.2PREDICTED_similar_to_putative_alphatubulin_partial_

Strpu_0smd_XP_001178141.1XP_001178141.1PREDICTED_similar_to_tubulin_alpha_2_isoform_2_

Strpu_0q92_XP_001179181.1XP_001179181.1PREDICTED_similar_to_tubulin_alpha_2_isoform_2_

Danre_0e3c_NP_001002230.1NP_001002230.1tubulin_alpha_7_like_

Drome_0gfh_FBpp0081565NP_524297.1alphaTubulin_at_85E_CG9476PA_
0.88

Lotgi_0hgy_198277estExt_Genewise1.C_sca_970098

Lotgi_0hh0_198301estExt_Genewise1.C_sca_970131
0.58

Apime_00gd_GB10514PAXP_391936.2PREDICTED_similar_to_Tubulin_alpha1_chain_

Apime_09ve_GB19857PAXP_623220.1PREDICTED_similar_to_Tubulin_alpha1_chain_
0.73

Capsp_0kag_154051estExt_Genewise1.C_19800001

Capsp_07pj_868fgenesh1_kg.C_scaffold_577000001

Capsp_0qqd_149167estExt_Genewise1.C_8370028

Lotgi_0hpt_201713estExt_Genewise1.C_sca_1900036

Strpu_02p9_GLEAN3_21668XP_001178297.1XP_784217.2XP_001178297.1XP_784217.2PREDICTED_similar_to_tubulin_alpha_2_isoform_2_

Strpu_07eg_GLEAN3_21669

Strpu_0tes_XP_784285.2XP_784285.2PREDICTED_hypothetical_protein_

Strpu_0a90_XP_001194631.1XP_001194631.1PREDICTED_hypothetical_protein_
1.00

Strpu_01b5_GLEAN3_19990

Strpu_0422_GLEAN3_24615

Cioin_0bwa_ENSCINP00000018125

Cioin_0kst_XP_002127789.1XP_002127789.1PREDICTED_similar_to_putative_alphatubulin_

Cioin_02xb_ENSCINP00000015837XP_002130202.1PREDICTED_similar_to_putative_alphatubulin_

Cioin_02xc_ENSCINP00000015767
1.00

0.52

0.50

0.66

0.72

0.68

0.71

0.70

0.71

0.89

0.99
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Figure S1. Tubulin phylogeny.




