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26/0.51

Cm_CME146C
Ot_32134

Ng_53552
Ng63986

Lm_LmjF17.0790
Tb_Tb927.7.6310 Polo-like kinase1.00

46/0.50
36/0.45

Dd_DDB0216332 Polo-like kinase
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88/1.00

Ci_XP_002124150.1
Am_GB16313-PA

Ce_CE24516 Unc-51
Cs_17080268/0.85
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Figure S3. PLK4 and ZYG-1 phylogeny.




