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Figure S3. Hori et al.

Figure S3. Partial sequence alignment from 5’UTR region of qLTG3-1. DNA sequences from 
Italica Livorno (AB369214), Hayamasari (AB369215), Nipponbare and Koshihikari were aligned 
using ClustalW. * above the alignment denotes nonsynonymous substitution between Italica 
Livorno and Nipponbare. Arrow indicates the translation initiation site of qLTG3-1.
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