d  AtAGOT1 vs AtAGO5

it BBIRE I
AtAGOS5 cDNA (At2g27880) AGCAAAGGAATGGAATTTAAGCCTCAACCTGCTATTCCGTTCATCTCTTGTCCCCCTGAACATATTGAGGAAGCTCTTCTCGATATCCACAAAAGGGCACCTGGTCTCC A GTGA -

BT AN EGRATITGTGACACGAATIEGGRATIYGTCTCTCARTGTTGCCaiCAANe AT ANGNTIENECATICAT ACAT GGIAATGTTGCIET GAAGATIIAAT G TIRAAGEITGGAGGAAGIAACACRGTEC TTIREY]

WA aaficlaTieTGToARACHGAA EATHGTCTCTCARTGTTGCCNNeCUAY IV e anBCABTACA TG AA TG T C@ITGArGATRA TG TRAM TG caciancacticTHC TR TA
G JATCTEGCG B A ATINITHGGTGCTGATGTIACICACCCICA|CCTGGAGAGGAJITCAAGECCATCTATTGCTGCTGTTGTGGUATCT@AGGAITGGCCTGARAT EN@IAAARERT)
A TAGAREAAAC] A A AT@ATIEGGTGCTGATGTIBACHCACCCCARCCTGGAGAGGARTCAAGIICCITCTATTGCTGCTGTTGTGGCRTC TINIGGANTGGCCTGARATRANeAAJRE2Y
TGC 26GCTCAAGCIECATAGGEARGAGETIOATTCAGGAYICTGTROAANTI GG GGAT CQUC ARG AT TIAN@IAET G EAT GATAAGGAIREAET CATAGCHTTCEGYIA 470
lcca (66 TTT(@IGCTCAAGCUCATAGGEANGANATIIATTCAGGASC TG TINIAAGEIGIGRIGAGGAT CCACATERIG TG TR ESIET G GLRITGATAASG GATNENRITCATAGCATTCAGEATdarYeNdqde N/ da £ LT

40
1947

b AtAGO1 vs AtAGO10

AtAGOT target region ------==-===-=mm oo €A THETIECCEGATAARIAAYIGG) TATA AANEGEA THIT G TGARACIGARIC TG GETIETATC TCAATGTTGEC TEARTAN
AtAGO10 cDNA (At5g43810) AGCATGTTTATCACACTTCAATGAACAAAACCAAAGGCAAAGAGTTAGAG, AETTECEA TINITECCIGATAARAAEGGUT CARTYITA ETPAAGAGIA TIET G TGARACEGATC TGO WTCTCAATGTTGYC ﬂ 2100
JCAAAECATGTETTIAAGATEAGCAAACALTAAT GGCYAATG (F( EAACATIAAIIG TIEAAGETIIGGAGGAAGRIAACACAGTECTUG TGAYGCLIE TALKSIPAGEEGEA A (EACCUACRATPATATTTGOYGRRANS
CAANICATGTIETTRAAGATIAGCAAACATAIRET GGCRAATG TINICEC THAAA TIGAASG TAAA GITIEG GAGGAAGIBAACACAGTIIC GAGC GC A SACATRATUTTTGGUGIEE

A ACH AcccTds (SACPAAATATG(] GGi TAGTTTGEGCTCAAGCIECAPAGGCAEG) (U TG 401

AL A GEGAAC GA! (ETEACAAATATGCEGGITTAGT TTGIGCTCAAG(] G YA 2400

A A AGAA/ T GOIGGEAT GATRANG A TIEC TIeA TINECIET TIReGYIA 470

GGEGGHATGATEABGGAEE AT WAAGCAACAGGGCAAAAACCGCTTCGAATTATCTTTTATCGTGATGGAGTAAGCGAAGGGCAATTCTATCAAGTTTTACTCT 2550

@ EA TTCGCEQIAC




