Table S1. Genes regulated in BALB/c mice
MW N-fold = mean regulation compared to uninfected control, TTEST = p-value for
regulation in BALB/c (BALB) or C57BL/6 (C57) mice

Gene Gene Title MW MW  TTEST TTEST
Symbol N-fold N-fold BALB  C57
BALB C57
Genes Up-regulated
Cxcll0  chemokine (C-X-C motif) ligand 10 345 125.7 0.0015 0.0022
Isg20 interferon-stimulated protein 31.8 351 0.0016 <0.001
Fcgrl Fc receptor, IgG, high affinity | 30.9 836 0.0012 <0.001
Mx1 myxovirus (influenza virus) resistance 1 30.4 26.7 <0.001 <0.001
G1p2 interferon, alpha-inducible protein 278 111.2 0.0014 0.0011
Ifit2 interferon-induced protein with tetratricopeptide 255 29.9 <0.001 <0.001
repeats 2
Irgl immunoresponsive gene 1 248 77.8 <0.001 <0.001
SIfn3 schlafen 3 225 42.8 <0.001 <0.001
Vigl- viral hemorrhagic septicemia virus(VHSV) induced 225 47.7 <0.001 <0.001
pending genel
Ifitl interferon-induced protein with tetratricopeptide 20.0 29.7 <0.001 <0.001
repeats 1
Ifi47 interferon gamma inducible protein 19.6 219 <0.001 <0.001
Tyki thymidylate kinase family LPS-inducible member 18.7 17.4 <0.001 <0.001
Ccl4 chemokine (C-C motif) ligand 4 18.7 34.6 <0.001 <0.001
Totp T-cell specific GTPase 18.6 10.1 <0.001 0.0017
Slfn4 schlafen 4 184 52.2 <0.001 <0.001
Ifit3 interferon-induced protein with tetratricopeptide 18.2 254 <0.001 <0.001
repeats 3
Gbpl guanylate nucleotide binding protein 1 18.0 0.6 <0.001 0.3828
Csf3r colony stimulating factor 3 receptor (granulocyte) 16.7 20.7 <0.001 <0.001
Klra2 killer cell lectin-like receptor, subfamily A, member 2 16.5 45 <0.001 0.0416
Uspl8  ubiquitin specific protease 18 16.0 37.8 <0.001 0.0019
116 interleukin 6 15,7 15.2 0.0014 0.0257
Ccl3 chemokine (C-C motif) ligand 3 15.0 28.1 0.0013 <0.001
Kdap kidney-derived aspartic protease-like protein 145 245 <0.001 <0.001
Clecsf8 C-type (calcium dependent, carbohydrate recognition  14.1  40.7 <0.001 <0.001
domain) lectin, superfamily member 8
Plac8 placenta-specific 8 14.0 30.5 <0.001 <0.001
Nmi N-myc (and STAT) interactor 13.0 8.0 0.0369 0.0011
Cxcl2 chemokine (C-X-C motif) ligand 2 12.2 239 <0.001 <0.001
Ccl7 chemokine (C-C motif) ligand 7 12.0 16.2 <0.001 <0.001
Ccls chemokine (C-C motif) ligand 5 119 139 0.0014 <0.001
Mad Max dimerization protein 11.6 2.8 0.0177 <0.001
Adam8 a disintegrin and metalloprotease domain 8 11.1  23.1 <0.001 <0.001
Fmnl formin-like 10.7 38.9 0.0055 <0.001
Irf7 interferon regulatory factor 7 10.5 15.7 <0.001 <0.001
Trim30 tripartite motif protein 30 10.5 119 <0.001 <0.001
ligp- interferon-inducible GTPase 10.1 6.1 <0.001 0.0065
pending
I11b interleukin 1 beta 9.8 39.2 0.0032 <0.001
Gbp2 guanylate nucleotide binding protein 2 9.6 124 <0.001 <0.001
Cxcl5 chemokine (C-X-C motif) ligand 5 9.3 18.3 <0.001 <0.001
Csprs component of Sp100-rs 9.3 54 0.0245 0.1426
Fpr-rs2  formyl peptide receptor, related sequence 2 9.2 12.0 <0.001 <0.001
I1rn interleukin 1 receptor antagonist 8.8 8.9 <0.001 <0.001
Slfn2 schlafen 2 8.7 12.8 <0.001 <0.001
Ccl2 chemokine (C-C motif) ligand 2 8.7 12.0 <0.001 <0.001
Sell selectin, lymphocyte 8.4 12.3 <0.001 <0.001
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Casp4  caspase 4, apoptosis-related cysteine protease 3.0 3.3 0.0011 <0.001

Silc7a8  solute carrier family 7 (cationic amino acid 3.0 4.8 0.0100 <0.001
transporter, y+ system), member 8

Tor3a torsin family 3, member A 3.0 2.2 <0.001 <0.001

Chi3I3  chitinase 3-like 3 3.0 14.8 0.0025 <0.001
Down-regulated Genes

Temt thioether S-methyltransferase -3.4 -6.5 <0.001 <0.001

Myl3 myosin, light polypeptide 3, alkali; ventricular, -2.4 -2.0 0.0014 0.0036

skeletal, slow




