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Supplementary Table 1. The predicted target genes of let-7g *. 
 

Target 
genes Gene name Number 

of BS† 
Total context 

score‡ 
Context score 

percentile§ 
COL1A2 collagen, type I, alpha 2 1 -0.44 99 
COL3A1 collagen, type III, alpha 1  1 -0.40 98 
COL14A1 collagen, type XIV, alpha 1 1 -0.28 91 
COL24A1 collagen, type XXIV, alpha 1 1 -0.20 76 
COL1A1 collagen, type I, alpha 1 1 -0.19 73 
COL15A1 collagen, type XV, alpha 1 1 -0.19 73 
COL5A2 collagen, type V, alpha 2 1 -0.18 70 
COL4A2 collagen, type IV, alpha 2 1 -0.15 60 
COL19A1 collagen, type XIX, alpha 1 1 -0.15 60 
COL4A1 collagen, type IV, alpha 1 1 -0.12 46 
COL4A5 collagen, type IV, alpha 5  1 -0.11 45 
 
Note: 
* All information was collected from http://www.targetscan.org/cgi-
bin/vert_42/targetscan.cgi?mirg=hsa-let-7g. 
† BS, binding site. All binding sites are conserved sites.  
‡ The context score for a specific site is the sum of the contribution of these four features: 
site-type contribution, 3' pairing contribution, local AU contribution and position 
contribution. The sum of the context scores for each miRNA was calculated, and the 
lowest score is displayed. A more negative score is associated with a more favorable site.  
§ The context score percentile rank is the percentage of sites for this miRNA with a less 
favorable context score.  



Legends 

 

Supplementary Figure 1.   Metastasis associated let-7g is down-regulated in HpSC-

HCC and isolated EpCAM+ HpSC-HCC cells. (A) Let-7g expression by microarray in 

HpSC-HCC (n=50) and MH-HCC (n=95) samples. (B) Let-7g expression was detected in 

isolated EpCAM+-HpSC cells and EpCAM- cells from HuH1 cell line.  
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