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locus tag (gene) microarray qRT-PCR
SO_2427 -4.793 -3.187
SO_0865 (csgA) 5.021 9.219
SO_0866 (csgB) 6.391 9.921
SO_1429 (dmsA) 0.28 0.8464
SO_1430 (dmsB) 0.01 0.8404
SO_3422 (rpoS) 2.023 2.5805
SO_4179 -1.493 -1.5313

Figure S6: Comparison of transcriptional changes in ΔarcS mutants as determined by 
microarrays and q-RT-PCR. Changes in transcriptional levels (log2) of 7 selected genes as 
determined by q-RT-PCR was plotted against the values determined by microarry analysis. 
The gene identities and the corresponding changes in transcriptional levels are listed in the 
table.  


