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Table S1. Percentage of the secondary structure of AP fibrils before and after enzymatic degradation

based on the CD measurements.

Samples Helix Strand Turn Unordered
AP (overall) 11+£3 37+£5 23+1 301
AP (filtered) 29+3 18+3 23+1 301
‘DP protease (overall) 17+9 30 +8 22 +1 32+3
"DP protease (filtered) 30£5 13+£2 23+1 34+£2
‘DP chymotrypsin (overall) 13+£6 33+£9 2241 31+£3
"DP chymotrypsin (filtered) 31+7 14+ 4 22+1 33+3
"DP NEP (overall) 8+3 42+9 21+1 2942
"DP IDE (overall) 3+2 47 £ 10 34+2 19+£2

"DP: Degradation Products. Units: %. Data are represented as mean + standard deviation (n=6).
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Figure S1. Representative MFTIR spectra (original) and deconvoluted bands of AP fibrils before
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Figure S2. AFM height images of protease XIV (A) and by alpha-chymotrypsin (B) at a concentration

enzymatic degradation.

of 100 pg/mL.



Figure S3. Optical microscopy images of AP fibrils after the enzymatic degradation by IDE (A) and

NEP (B).
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(A) Protease XIV only

(B) a-Chymotrypsin only
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Figure S4. MALDI-TOF analysis of protease XIV (A) and alpha-chymotrypsin (B) at a concentration

of 100 pg/mL without A peptides.



Figure SS. Optical microscopy images of PC 12 cells. (A) PC12 cells before differentiation. (B) PC12
cells differentiated by NGF. (C) PC12 cells after the incubation with the overall degradation products

from protease XIV digestion.
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Figure S6. Cell viability with the AP fibrils and their degradation fragments on differentiated PC-12
cells. Dependence of cell viability (percentage of active cells as compared to controls) on the AP
peptides measured by MTS assay. Overall AP fibrils (blue open diamonds) show cell viability
percentages of AP fibrils before the enzymatic degradation. Overall Degradation Products (DP) by NEP
(light green squares) and IDE (light blue triangles) show the percentages of each degradation products.

Data are represented as mean =+ standard deviation (n=8).



