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Supplementary Table 1

Table 1. Primer list

For checking
overexpression

Forward primer
5’- sequence -3’

Reverse primer
5’- sequence -3’

Upd CCTATCCGAACAGCAATGGTG TTCAGATACTGGAAGTACAGC
PGRP-LC ATAACCCCGCATTCAATGGTG TTCCGAAGAGATTTGTGGTGG
Toll CGACCCGTGGTTCTGGGATAAG CATTCTTGCCGTTGGCAATCA

For making

Forward primer

Reverse primer

dsRNA 5’- sequence -3’ 5’- sequence -3’
dsGFP TAATACGACTCACTATAGGGAGACCAC | TAATACGACTCACTATAGGGAGACCAC
GGAGAAGAACTTTCACTGGAG GTATAGTTCATCCATGCCATG
dsKey TAATACGACTCACTATAGGGAGACCAC TAATACGACTCACTATAGGGAGACCAC
TTGGGTAGCTCGCCGTGCTCCTCG CGTCTCTAGGTCCCTCTTCAGCTC
dsDif TAATACGACTCACTATAGGGAGACCAC | TAATACGACTCACTATAGGGAGACCAC
GGAACGCAATTTCGCTTCGCCTC ATTCCCAAGCTATTGAGTTCTGC
dsdorsal TAATA ACTCACTATA GAGA TAATACGACTCACTATAGGGAGACCAC
CCACCAGGATGGCAGTAAGT CATGGTGTTCTGGGTGAGTG
dsStat92E TAATACGACTCACTATAGGGAGACCAC | TAATACGACTCACTATAGGGAGACCAC

CTTGCCCAAAACTACAGTTAC

CGACTGTGGGTGGATTGTT

For checking

Forward primer

Reverse primer

RNA.i effect 5’- sequence -3’ 5’- sequence -3’
Key CTCGTTTGAGTTCGTACCAGAG TTTCTCTCCGGCATTCTTCTC
Dif AGTATACGATATTTTCCAAGC CTCTGGCTATCCACATCCATG
dorsal CTACGTAAAGGGGGGTAATG CAAATATTCTTCGCATGTAAACG
Stat92E TTACGCGCAATACACAGATGG CGTCCATCACGCTCTCAGTG

For real-time PCR

Forward primer
5’- sequence -3’

Reverse primer
5’- sequence -3’

Listericin (CG9080)

TTGCGGCCATTCTGGCCATG

TTTACGTCCCCAACTGGAAC

Diptericin GTTCACCATTGCCGTCGCCTTAC CCCAAGTGCTGTCCATATCCTCC
Drosomycin TTGTTCGCCCTCTTCGCTGTCCT GCATCCTTCGCACCAGCACTTCA
Vir-1 CTCAACCGGAAGAGCAAAAG TTCGCTCATCACAACAGGAG

Rp49

AGATCGTGAAGAAGCGCACCAAG

CACCAGGAACTTCTTGAATCCGG




