
A : Recombinant myeloperoxidase : 

 
 
B : Recombinant myeloperoxidase incubated in the absence of enzymes: 

 
 



C : Recombinant myeloperoxidase incubated in the presence of enzymes 

 
 
D: Recombinant mutant myeloperoxidase (Q257 T) 

 
 
Supporting material 7 Van Antwerpen et al.: Peptide mapping of the four different MPO after 
enrichment on ConA column. Mapping was done by LC-ESI-MSMS and the protein summary 
was generated with Spectrum Mill ® (Agilent, Palo Alto, CA USA); A untreated recombinant 
myeloperoxidase; B recombinant myeloperoxidase incubated for 5 days at 37 °C in the absence 
of deglycosylation enzymes. C recombinant myeloperoxydase incubated for 5 days at 37 °C in 
the presence of deglycosylation enzymes. Glycosylation sites are in green and recorded peptides 
in red. The MPO sequence starts with the propeptide sequence. D Recombinant mutant 
myeloperoxidase (Q257 T) devoid of heme retaining the six N-glycosylation sites. 


