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Supplemental Figure S2
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Supplemental Figure
A
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Supplemental Figure S4




Supplemental Figure S5
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Supplemental Figure S6
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Supplemental Table 1

MLL- MLL-
MLL-NT ELL1 AFF1 MLL-AF9 | MLL-ENL
dNSAF dNSAF dNSAF dNSAF dNSAF
Protein AVG AVG AVG AVG AVG
MLL-NT 0.050949 0 0 0 0

MLL-

ELL1 0 0.084755 0 0 0
MLL-

AFF1 0 0 0.012444 0 0
MLL-

AF9 0 0 0 0.051766 0
MLL-

ENL 0 0 0 0 0.06576
Menin 0.21546 0.088819 0.04613 0.053286 0.151354
LEDGF 0.000885 0.000533 0.000192 0.001115 0.001327
AFF4 0 0.001971 0.000831 0.000593 0.000127
DotlL 0 0 0 0.001484 0.000048




Supplemental Table 2

ELL1 ELL2 ELL3 AFF4
dNSAF dNSAF dNSAF dNSAF

Protein AVG AVG AVG AVG
ELL1 0.185148 0.000385 0.003368 0.006379
ELL2 0.000542 0.054255 0 0.004369
ELL3 0 0 0.111228 0.006603
AFF4 0.004663 0.006674 0.015106 0.03917
AFF1 0.001422 0.001296 0.003659 0.00077
AF9 0.001334 0.00052 0.002346 0.005846
ENL 0.001637 0.000988 0.003198 0.011151
CDKO9 0.005979 0.002635 0.007835 0.029597
CCNT1 0.00124 0.000513 0.001316 0.021903
Cyclin T 2a 0.000261 0.000071 0.001236 0.003648
Cyclin T 2b 0.000237 0.000065 0.001122 0.003313
EAF1 0 0.072906 0.02451 0.000652

EAF2 0 0.002226 0.002792 0






