Identity

BZ26
B37
WEE
EEE
LPCoLN
Pot37
CPXT1
DE177
GEF
EMTF-typel
Burpyth
PuffAdd
cham
lguana
GST
N16
AR39
CWLDZ29
J138
TWI183
IOL207
LKK1
TOR1
WA97001
1979
S5H511

Identity

BZ26
B37
WEE
EBB
LPCoLN
Pot37
CPXT1
DE177
GEF
BEMTF-typel
Burpyth
PuffAdd
cham
lguana
GST
N16
AR39
CWL0Z29
J138
TWI183
IOL207
LKK1
TOR1
WA97001
1979
SH511

1 10 20
1 1 |

ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ABGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT
ACGCTGGCGT

]

AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGEARCAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT
AGCAACAGCT

70

ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
BICTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
ACTGGAACAA
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AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC
AGTCTGCGAC

90

CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
CATCAATTAT
100

CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC
CATGAATGGC

AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
ABIGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC
AAGTAGGAGC

CTETCTATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTCTCTATCT
CTCTCTATCT
T T TATET
CTOCTOCTATCT

TAMAGACTAA
TAMAGACTAA
TAMAGACTAA
TAMAGACTAA
TAMAGACTAA
TAMAGACTAA
TACAGEICTAA
TACAGACTAA
TAMAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TAEAGACTHA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA
TACAGACTAA

ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT
ACTCTTTAGT



Identity

EZ26
E37
WEB
EEE
LPColLN
Pot37
CPXT1
DEL77
GEF
EMTF-typel
Burpyth
Puffadd
cham
lguana
GS5T
N1G
AR39
CWLDZ29
J138
TWI1E3
I0L207
LKK1
TOR1
WA97001
1979
S5H511

ldentity

BZ26
B37
WEB
EEE
LPColMN
Pot37
CPXT1
DEL177
GBF
EMTF-typel
Burpyth
Puffadd
cham
lguana
GST
N1G
AR3I9
CWL0Z29
J138
TWI183
IOL207
LKK1
TOR1
WA97001
1979
SHS11

111
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GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT
GCCATACATT

160
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TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC
TCCGCATTGC

Eh Ful

12U
|

GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTHEICAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT
GGAGTACAAT

170
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TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAARA
TCAGCCAAAE
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA
TCAGCCAAAA

Tl

130
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GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
GGTCTCGAGC
180

AACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
AACTTTTGAT
AARACTTTTGAT
AACTTTTGAT
190

CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG
CTACCTACAG

=T FiN

CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
BMTGTTTTAARR
CTGTTTTAAA
CTGTTTTAAA
CTHTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA
CTGTTTTAAA

YT Ful

151
|

GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA
GCTGATAACA

200
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CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA
CTTAACTGCA




Identity

B26
B37
WEB
EEB
LPColLN
Pot37
CPXT1
DEL17/
GEF
EMTF-typel
Burpyth
PuffAdd
cham
lguana
GST
N16
AR39
CWLD29
J138
TWI1E3
IoL207
LKK1
TOR1
WA97001
1979
5H511

Identity

E26
B37
WEE

EEBE
LPCoLN
Pot3/
CPXT1
DEL177
GEBF
EMTF-typel
Burpyth
PuffAdd
cham
lguana
G5T
MN16
AR39
CWLOZ29
J138
TWI1E3
IOL207
LKK 1
TOR1
WA97001
1979
5H511

210
|

TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT
TGGAACCCTT

258
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GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
BMTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG
GTTCTCAG

220
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|

CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG
CTTTACTAGG

AAATHCEACA
AAATHCEACA
AAATHCEACA
AAATHCEACA
AAATHCEACA
AAATHCEACA
AARATGCCACA
AARATGCCACA
AAATHCEACA
AARATGCCACA
AARATGCCACA
AARAATGCCACA
AARATGCCACA
AARATGCCACA
AARAATGCCACA
BABTGCCACA
AARATGCCACA
AARAATGCCACA
AARATGCCACA
AARATGCCACA
AARAATGCCACA
AARATGCCACA
AARATGCCACA
AARAATGCCACA
AARATGCCACA
AARATGCCACA

2410
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BMCATTGEICTA
BCATTGECTA
BMCATTGECTA
BCATTGECTA
BCATTGECTA
BMCATTGECTA
BMCATTGTCTA
BCATTGHECTA
BMCATTGECTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCIIGTHTCTH
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA
GCATTGTCTA

CTABTGATTC
CTABTGATTC
CTABTGATTC
CTABTGATTC
CTABTGATTC
CTABITGATTC
CTARMTGATTC
CTARMTGATTC
CTABTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CHECTGA THE
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC
CTACTGATTC



Mean Hydrophobicity
Mean Pl
Identity

BZ26
B37
WEE
EBE
LPColLN
Pot37
CPXT1
DEL177
GEF
EMTF-typel
Burpyth
Puffadd
cham
lguana
GST
N16
AR39
CWLDZ29
J138
TWI1E3
101207
LEK1
TOR1
WA97001
1979
5H511

Mean Hydrophobicity
Mean Pl
Identity

B26
B37
WEE
EEB
LPColLM
Pot37
CPXT1
DEL1Y7
GEF
EMTF-typel
Burpyth
Puffadd
cham
lguana
GST
N16
AR39
CWLD29
J138
TWI1E3
01207
LKK1
TOR1
WA97001
1979
5H511

AGVATATGTE
AGVATATGTEK
AGVATATGTK
AGVATATGTE
AGVATATGTEK
AGVATATGTK
AGVATATGTE
AGVATATGTEK
AGVATATGTK
AGVATATGTE
AGMATATGTEK
AGVATATGTK
AGVATATGTE
AGVATATGTEK
AGVATATGTK
AGVVTAAGTEK
AGVATATGTEK
AGVATATGTK
AGVATATGTE
AGVATATGTEK
AGVATATGTK
AGVATATGTE
AGVATATGTEK
AGVATATGTK
AGVATATGTE
AGMATATGTEK

60
|

RIAQPEEPTA
RIAQPEKEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEKEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEKEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEEPTA
RIEIAQPEEPTV
RIAQPEEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEKEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEKEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEKEPTA
RIAQPEEPTA
RIAQPEEPTA
RIAQPEEPTA

VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
IENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS
VENETAWNPS

VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN
VGASES YREN

g0

ELGNATANS T
BGIS ATAVS'S
CEGNATAEST
ELGNATAMNS T
ELGNATANS T
CEGNATAEST
ELGNATAMNS T
ELGNATANS T
CEGNATAEST
ELGNATAMNS T
ELGNATANS T
CEEGNATAEST

SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SRATFDADNTI
SRATFDADNT
SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SEATFDADNT
SRATFDADNT
SEATFDADNT
SRATFDADNT



