
agrin_caeel_lamegf1 CQCNRVGSFGHTCD.ETGQCKCRPGVAGIKCDHCLPSFWGIH.LIAQGALSC
agrin_caeel_lamegf2 CGCSAFGSSRSDCEQTTGKCECKNGALGDKCDLC.PNG......SMMTAGGC
agrin_apime_lamegf1 CNCNRLGSVSDTCNPETGQCECKPGVGGLKCDRCMPGYWGLPKI.SEGHQGC
agrin_apime_lamegf2 CGCSLFGSVREDCEQMTGRCVCKPDIQGQKCTICTDHN......KILTLTGC
agrin_strpu_lamegf1 CNCNPLGSYSVYCEPSNLQCPCKPGVGGKQCDRCEPGYYDFLSLERNG.IGC
agrin_strpu_lamegf2 CGCSSYGSRRDDCDQTSGACRCRRKAIGLKCNMC.PEG......LTMTPMGC
agrin_cioin_lamegf1 CLCNEHGSYGNACNPTTGQCVCRPGVGGLRCDRCRPGYWNFRALAEKLFTGC
agrin_cioin_lamegf2 CRCHEFGSTRDDCDQMTGRCSCKVGVTGLKCTDCVSDG......SWVTSSVC
agrin_chick_lamegf1 CQCNPYGSYGGTCDPATGQCSCKPGVGGLKCDRCEPGFWNFRGIVTDSKSGC
agrin_chick_lamegf2 CNCDPVGSVRDDCEQMTGLCSCKTGITGMKCNQC.PNG......SKMGMAGC
agrin_rat_lamegf1   CHCNPHGSYSGTCDPATGQCSCRPGVGGLRCDRCEPGFWNFRGIVTDGHSGC
agrin_rat_lamegf2   CSCDPRGAVRDDCEQMTGLCSCRPGVAGPKCGQC.PDG......QVLGHLGC


