Supplemental Figure 1. Protein sequences encoded by the predicted AGP genes. Colored
sequences at the N and C terminus indicate predicted signal peptide (green) and GPI anchor
(blue) addition sequences if present. AP, PA, SP, and TP repeats (yellow) and lysine-rich regions
(olive) are also indicted.

>At1g24520-AGP50C 68414.m03087 anther-specific protein agpl identical to agpl

GI:780177 from [Arabidopsis thaliana]
ASSPSPSASPSKAPAASKTDHVEAPVTDDOIGTTDDDAAPTPGDGDVAVAGPLG

SDSSYDNAPTGSADSAKSGAAALGVSAVVVGVHPLLVLSCYSKLGIVL

>At1g31250-AGP51C 68414.m03825 proline-rich family protein contains proline-
rich extensin domains, INTERPRO:IPR002965; similar to prolin rich protein
GB:S44189 (GI:433706 from [Zea mays]

REGKACIGNCYGSSAPPVPPNASLSIPPNSSPSVKLTPPYASPSVKLTPP
YASPSVRPAGTTPNASPSVKLTPPYASPSMRPAGTPNASPSVKLTPPYASPSVRPTGTTPNASPSLTPPNPSPSEKF
IPPNASPFIHT

>At1g35230-AGP5C 68414.m04369 arabinogalactan-protein (AGP5) identical to

gi 3883128 gb AAC77827
QAPGPAPTISPLPATPTPSQSPRATAPAPSPSANPPPSAPTTAPPVSQPPTESPPA

PPTSTSPSGAPGTNVPSGEAGPAQSPLSGSPNAAAVSRVSLVGTFAGVAVIAALLL

>At1g63530-AGP52C 68414.m07182 hypothetical protein
MRVDFSEPEYRNCYHCRDSGILNTQESEPNNVIGSSITSVPVSSGPFQALGHASAAIGSTSTSSPVQSSSSEFSEFGSA
PAATTSVGVSSTSTPTPISFLPEFGYVPPPPPSSSLSGPAQNVPWSISAYSTAGRGVEWAWARPDVAVYPASSSSSST
STVVEGTTPVSVSSLEFGPSQDFPKTTFACCSSTPAPTRCECSFAKPFFGSSPASSSSNLEGPNPSTTTASVEGTSAT
SGSSLFGPAQHPLSYDSIGGSAFAGVKTSSPOQPLGEFNGATTLLPSSHEGONISSFKPYVDKSHDELRWEYYKKEAKG
GSFPAAHASPIGSKPNAVFSPSTVSTSLEFASPSVPDHHORTNFSTTLGNFTGPAFGFFPAAAGGATTEFSSTGEFGQPN
APFPGFDSQFPSAFSSEFSTTYPAVSSSVORPHETGAVSSPAFGCTACGATSSSSASDHFTENGATTPPGLFFPTTSS
GPMMFGTTLAAQGTTPALQTYPVQGFILLPFAAMSLQ

>At1g63540-AGP53C 68414.m07183 hydroxyproline-rich glycoprotein family
protein
MKIDFSEPECSNCYQFTNPDLLNTPESEQSNVIGSSITSVPVNDGPVPPLELDSAAVVSTSTSSPVQALGHDSGATV
STSTSSPVQIFSSPEFSEFGSAHAAITPVSSGPAPSPTFGEPRILLATSGSGASATSTSSTSSPLHSSSPESEFGSAPAA
ITSVSSGPAQSPASSPRLWIDRFATSSSASATSSSSTSSPFHSSSLLGFAPAVTSVSSAPTPACGPTQAFGQPTQAF
GLSMEFGSTPRFEITGFPFQASASRNSPSPSFGPAHNCGKPAFGSPFGNNVAFARPDVGISPVASSSTSTEIFGATPA
SLESPFGPMQOAPVOASASSTSTFPPFGCVPPSPSSGSSLENSAFGSLPAPSSSNEFGOSSSNLLGONPSTTGVGYLP
GSPLNSSFPGFGVGYLPGSSSNLFRSNPPNFGGGSIGAGPQHFGENGDASVLPSTPEFSLSPAFSSNTNTGSYPFASH
EWSRPTEQGSMNPGYAPTHEGDNSSGWSFPTSKGNIYISISASKPYLHKSHEELRWEDYKQGDKGGPEFPAAPASTIG
SRPNAAFSPPTVSPPAHGCTACGATSSSSASRHFTEFNGATSPPSAATTPPGLEFFPSTGFAPMMFGTNLAVQGTSPAL
QAYPVQGYILLPFAAMTLOQ

>At2g14890-AGPI9C 68415.m01693 arabinogalactan-protein (AGP9) identical to
gi|10880495|gb|AAG24277

QAPTSPPTATPAPPTPTTPPPAATPPPVSAPPPVTTSPPPVTITAPPPANPPPPVSSP
PPASPPPATPPPVASPPPPVASPPPATPPPVATPPPAPLASPPAQVPAPAPTTKPDSPSPSPSSSPPLPSSDAPGPS
TDSISPAPSPTDVNDONGASKMVSSLVEGSVLVWEMI

>At2g22470-AGP2C 68415.m02664 arabinogalactan-protein (AGP2) identical to

gi|3883122|gb|AACT77824; supported by cDNA gi|3883121|gb|AF082299
QAPAPAPTTVTPPPTALPPVTAETPSPIASPPVPVNEPTPAPTTSPTTSPVASPPQ

TDAPAPGPSAGLTPTSSPAPGPDGAADAPSAAWANKAFLVGTAVAGALYAVVLA



>At2g28440-AGP54C 68415.m03455 proline-rich family protein contains proline-
rich extensin domains, INTERPRO:IPR002965; contains similarity to vegetative
cell wall protein gpl [Chlamydomonas reinhardtii] gi|12018147|gb|AAG45420; +

QEESPSPAAVSPGREPSTDSPLSPSSSPEEDSPLSPSSSPEEDSPLPPSSSPEE
DSPLAPSSSPEVDSPLAPSSSPEVDSPQPPSSSPEADSPLPPSSSPEANSPOSPASSPKPESLADSPSPPPPPPQOPE
SPSSPSYPEPAPVPAPSDDDSDDDPEPETEYFPSPAPSPELGMAQDIKASDAAGEELNDERGEDYGMSGLEKAGIAT
GTILGVGAIVIGALVYKKRRDNMTRARYTYFTEGEFL

>At2g45000-AGP55C 68415.m05603 expressed protein contains Pfam profile:
PF05064 NSPl-like C-terminal region
MSGFPFGQSNSVGGFSFGSSSATNSSSASSTTSPLSEFSEFNQSSNPSSTGFGEFGSSVSSTPASSTTPSEFGFGASSTPS
FGFGSSASSSTPSFGFGSSASVTPASTTPSFGFGTAASSSAPAPSLFGSSTTNASSAAPGSSPFGEFVTSSASSTATP
SSSLEFGAPASSAATPSSSPFGAAPASGSTPLFGSSPSLESAPSSASASNSSLEGASSSAATSTSPLEGAPSSATGAT
PSEFSVASSAPGSSSSIFGATGSSPSFSVASSASGSSPSIFGATGSSPFEFGSSSSAGSTPSLFASSSSGATTSSPSPE
GVSTFNSSSTSNTSNASASPFSASTGFSFLKSTASSTTSSTTPSAPPQTASSSSSEFSFGTSANSGENLSTGSSAAPA
SSTSGAVFSIATTTTTSSSTPAATSAPASSAPASTMAFPSEFGVTSSATNTTPASSAATEFSTTGFGLASSTPATGSTN
SFTGFAVPKTSTPASSSQPQTTSPAFSFSLPSSTSTTAPATSSATTTQTTLVVPSSSGTSTAVAPVAGSPKLPSEIT
GKTVEEITKEWNTELQERTGRFRKQANATIAEWDKRILONRDVLLRLEIEVAKVVETQSSLERQLELTIETHQQEVDKA
LOSMEEEAERIYNDERKSLLDDEAASTRDAMYEQSELVERELEHMTEQIRSIIQSVNANQGGELEAIDGMSPLDVVV
RILNNQLSSIMWIDEKAEEFSSRIQKIALQGSGGDRELMAPKHWMS

>At2g47930-AGP26C 68415.m05993 hydroxyproline-rich glycoprotein family

protein contains proline-rich extensin domains, INTERPRO:IPR002965
EFQLSTISAAPSFLPEAPSSFSASTPAMSPDTSPLFPTPGSSEMSPSPSESSIMPT

IPSSLSPPNPDAVTPDPLLEVSPVGSPLPASSSVCLVSSOLSSLLLVLLMLLLAFCSEF

>At3g01700-AGP11C 68416.m00103 arabinogalactan-protein (AGP11l) identical to

gi|10880499|gb|AAG24279
DAPSAAPTASPTKSPTKAPAAAPKSSAAAPKASSPVAEEPTPEDDYSAASPSDSAE

APTVSSPPAPTPEADGPSSDGPSSDGPAAAESPKSGATTNVKLSIAGTVAAAGEFEFIFSL

>At3g06360-AGP27C 68416.m00734 arabinogalactan-protein (AGP27)
SPTTNTIPSSQTISPSEEKISPEIAPLLPSPAVSSTQTIPSSSTLPEPENDDVSAD
PDPAFAPSASPPASSLASLSSQAPGVEIYEFVFAAVYCESLRLLAVSAT

>At3g22070-AGP56C 68416.m02785 proline-rich family protein contains proline-
rich extensin domains, INTERPRO:IPR002965

FGVLRRHSHHCSGDYCSSSTDPSSSSSSSSSSTSPFITPEPNPNPNPNPN
PPVLGSSPPSPTDSSSSTSISPNPPAPIVNPNPPPPSTPNPPPEFSPPPPDLDTTTAPPPPSTDIPIPPPPPAPVSA
SPPLTPPSSVVTSPAPVHAKLVND

>At3g45230-AGP57C 68416.m04881 hydroxyproline-rich glycoprotein family
protein contains proline-rich extensin domains, INTERPRO:IPR002965; related
to vegetative cell wall protein gpl [Chlamydomonas reinhardtii]
gi[12018147|gb|AAG45420

EILTKSSPAPSPDLADSPLIHASPPSKLGSHNSPAESPIEYSSPPEPETEHSPSPSPA
NSPSVSPPLPNDSQSPSSSASPSPSPEASDVNHSDITGIEGEKLPSGSGGGMSGGKKVGVAFGAIAAVCVVGVAGEV
YKKRQENIRRSRYGYAAREIL

>At4g09030-AGP10C 68417.m01490 arabinogalactan-protein (AGP10) identical to

gi|10880497|gb|AAG24278; supported by Ceres cDNA 265772
QAPGPAPTRSPLPSPAQPPRTAAPTPSITPTPTPTPSATPTAAPVSPPAGSPLPSS

ASPPAPPTSLTPDGAPVAGPTGSTPVDNNNAATLAAGSLAGEVEVASLLL

>At4gl16980-AGP58C 68417.m02560 arabinogalactan-protein family similar to
arabinogalactan protein [Arabidopsis thaliana] gi|10880495|gb|ARG24277;
contains proline-rich extensin domains, INTERPRO:IPR002965



VA SFSS0AFF DT HSMVETPESTHAQA PMMAPSGSMSMPPMS SGGGS SVPPPVMS PMPMMT PPPMPMTPPPMPMTPP

PMPMAPPPMPMASPPMMPMTPSTSPSPLTVPDMPSPPMPSGMESSPSPGPMPPAMAASPDSGAENVRNNVVTLSCVV
GVVAAHFLLV

>At4g40090-AGP3C 68417.m05675 arabinogalactan-protein (AGP3) InDels between
the genome sequence and the cDNA prevent identical translations from being
annotated; the basis for this is under investigation.

AR HO AN TR IFAASCIAOAPAPAPI TFLPPVESPSPVVTPTAEPPARCFTPYSSQRTHSGSNNSTNRLTPDHV
AHNFPCRFSS

>At5g10430-AGP4C 68418.m01209 arabinogalactan-protein (AGP4) identical to

gi 3883126 gb AACT77826
QOAPAPTPTATPPPATPPPVATPPPVATPPPAATPAPATPPPAATPAPATTPPSVAP

SPADVPTASPPAPEGPTVSPSSAPGPSDASPAPSAAFSNKAFFAGTAFAAIMYAAVLA

>At5g14380-AGP6C 68418.m01680 hydroxyproline-rich glycoprotein family protein

identical to gi|4775268|emb|CAB42531
DAPSASPKKSPSPTAAPTKAPTATTKAPSAPTKAPAAAPKSSSASSPKASSPAAEG

PVPEDDYSASSPSDSAEAPTVSSPPAPTPDSTSAADGPSDGPTAESPKSGAVTTAKESVVGTVATVGEEFEFESE

>At5g18690-AGP25C 68418.m02218 hydroxyproline-rich glycoprotein family
protein contains proline-rich extensin domains, INTERPRO:IPR002965; Common
family member: At3g06360 [Arabidopsis thalianal]
SPTISLVOQLSPEIAPLLPSPGDALPSDDGSGTIPSSPSPPDPDTNDGSYPDPL
AFSPFASPPVSSPSPPPSLPSAGVLLISLITISSASFLAL

>At5g64310-AGP1C 68418.m08078 arabinogalactan-protein (AGPl) identical to

gi:3883120 gb:AAC77823
OSPAPAPSNVGGRRISPAPSPKKMTAPAPAPEVSPSPSPAAALTPESSASPPSPP

LADSPTADSPALSPSAISDSPTEAPGPAQGGAVSNKFASFGSVAVMLTAAVLVI

>At5g65390-AGP7 68418.m08224 arabinogalactan-protein (AGP7)
QOAPAPSPTTTVIPPPVATPPPAATPAPTTTPPPAVSPAPTSSPPSSAPSPSSDAPT
ASPPAPEGPGVSPGELAPTPSDASAPPPNAALTNKAFVVGSLVAAIIYAVVLA

>At1g68725-AGP19K 68414.m07853 arabinogalactan-protein, putative (AGP19) non-
consensus splice site at the intron:exon boundary (AT:exon)
QGPAASPVTSTTTAPPPTTAAPPTTAAPPPTTTTPPVSAAQPPASPVTPPPAV
TPTSPPAPKVAPVISPATPPPQPPOSPPASAPTVSPPPVSPPPAPTSPPPTPASPPPAPASPPPAPASPPPAPVSPP
PVOAPSPISLPPAPAPAPT PAPAPIPPSPPSPPVLTDPQDTAPAPSPNTGGNALNQLKGRAVM
WLNTGLVILFLLAMTA

>At2g23130-AGP17K 68415.m02760 arabinogalactan-protein (AGP17) identical to
gi 11935086 gb AAG41963

QSPATAPIHSPSTSPHKPKPTSPAISPAAPTPESTEAPAKTPVEAPVEAPPSPTPA
STPQISPPAPSPEADTPSAPEIAPSADVPAPALTKEKKRIRKERTAPAPGPASELLSPPAPPGEAPGPGPSDAFSPA
ADDQSGAQRISVVIQOMVGAAATAWSLLVLAF

>At4g37450-AGP18K arabinogalactan-protein (AGP18) identical to

gl 11935088 gb AAG41964
QSPISSPTKSPTTPSAPTTSPTKSPAVTSPTTAPAKTPTASASSPVESPKSPAPVS

ESSPPPTPVPESSPPVPAPMVSSPVSSPPVPAPVADSPPAPVAAPVADVPAPAPS KERKIIRRGRRHOAAPAPAPEL

LGPPAPPTESPGPNSDAFSPGPSADDQSGAASTRVLRNVAVGAVATAWAVLVMAE

>At1g51915-AGP42P 68414.m05852 cryptdin protein-related contains weak
similarity to Swiss-Prot:P17533 cryptdin-related protein 1C precursor (CRS1C)
[Mus musculus]



VA ERF S T TSV IV ATV ISPTHPCOA TRAHLDAETRMLRRVC PSCVCCAPAPRGACCPCRCPKNP

>At1g55330-AGP21P 68414.m06321 arabinogalactan-protein (AGP21)

MEAMKMKMMVETMUVAVAESAATAA T /A PA RS S DAAMEVEALEASVVALASGELE

>At2g41905-AGP43P 68415.m05184 expressed protein

MEMKKTACGVVEAARSMTAVMARFVGAPAPGP

>At2g46330-AGP16P 68415.m05764 arabinogalactan-protein (AGP1l6) identical to
gi|10880509|gb|AAG24284
QSLAPAPAPTSDGTSIDQGIAYLLMVVALVLTYLIHPLDASSSYSFF

>At3g01730-AGP44P 68416.m00109 expressed protein
KSSYSGNDETLTPPPPMAPSPSPTGTDGGHFGEPKTLLPPPNAATFTTCPLLITS

>At3gl13520-AGP12P 68416.m01700 arabinogalactan-protein (AGP1l2) identical to

91110880501 | gb | AAG24280
OTEAPAPSPTSDAAMEVPALFASVAALASGFLE

>At3g20865-AGP40P 68416.m02638 arabinogalactan-protein, putative (AGP)
similar to gi|10880503|gb|AAG24281

TMESPAPSPGASSASTVAFPVVGSTVAASLSAFLALLLY

>At3g57690-AGP23P 68416.m06427 arabinogalactan-protein, putative (AGP23)
similar to arabinogalactan protein [Arabidopsis thalianal]
gi|10880503|gb|AAG24281

EEVGAPAPGPASAASAALPALGSLVGASLVSLESYYLH

>At3g61640-AGP20P 68416.m06908 arabinogalactan-protein (AGP20)

MRS RN SV A T AL F ARV FAVISPFAGAQST.APAPSPTSDGTSIDQGTAY LLMVVALVLTYLTHPLDASSSSYTFF

>At4g26320-AGP13P 68417.m03785 arabinogalactan-protein (AGP13) identical to

gi110880503|gb|AAG24281
EAPAPSPTSDASLAIPAFFASVATLAFGFLE

>At5gl11740-AGP15P 68418.m01371 arabinogalactan-protein (AGP1l5) identical to
gi|10880507|gb|AAG24283

MATSKASTVVIMMVITSVVASAQSFAPAPSPTSGSSATSASFVSAGVAAVAALVFGSALRT

>At5g12880-AGP45P 68418.m01478 proline-rich family protein similar to
hydroxyproline-rich glycoprotein gi|169345|gb|AAA33763
YGYSSVSSSKHKFPHYKYKAPSPPTTYSPYRYFSPPPVTDSDSAAYVR

>At5g24105-AGP41P 68418.m02831 expressed protein

MSGSRLEFGVSTIVSTIFATLLPMAHAQSAAPAPAPTSDGTTIDQGTAYVIMLVALVLTYLIH

>At5g40730-AGP24P 68418.m04943 arabinogalactan-protein (AGP24)

MMMMTRMEVOTAVVCEEATMAVVSAHF GHHHHAPAPAPGPASSSTVVSATNME TVLATAAVALVVGSNH

>At5g53250-AGP22P 68418.m06619 arabinogalactan-protein, putative (AGP22)
similar to arabinogalactan protein [Arabidopsis thalianal]

91110880509 |gb|AAG24284
HSSSPAPAPTSDGTSIDOCIAYVIMMVALALIYFIH

>At5g56540-AGP14P 68418.m07056 arabinogalactan-protein (AGP14) identical to
gi|10880505|gb|AAG24282



MEAMKMKLYVVVLVAVIAFSTVHOTVAAVDAPAPSPTSDASSFIPTFFASVAVMAFGFFF

>At1g03870-FLAY9 68414.m00371 fasciclin-like arabinogalactan-protein (FLA9)
identical to gi 13377784 gb AAK20861

QPAAPAPEPAGPINLTAILEKGGQFTTFIHLLNITQVGSQVNIQVNSSSEGM
TVFAPTDNAFONLKPGTLNQLSPDDOVKLILYHVSPKYYSMDDLLSVSNPVRTQASGRDNGVYGLNEFTGOTNQINVS
TGYVETRISNSLROQORPLAVYVVDMVLLPGEMFGEHKLSPIAPAPKSKSGGVTDDSGSTKKAASPSDKSGSGEKKVG
LGFGLGLIVLCLKFLF

>At1gl5190-FLA19 68414.m01816 hypothetical protein

AR S SASCFRATF G AT T ICIPHPSTEVPLEELERATAT LRVRGRALFANAT ITSDLLFDLLSDESLTLFAPTDS
MLFDLDMTHSLPFYVSTLRLHSVPLRLSLSGLRSLPNSSSLPTLLPSHRLLLTKHSSSNDSIFLDGVQLLIPGLFDG
QHIAVHGLADLLPLTAPSSPNRLVEDSTALAKSPWFLGSRFSPAPEPYFAFMDLSPAESPSVEEVSPSPSWGEGEED
FIVGDEGGPLDGRNNGF

>At2g04780-FLA7 68415.m00488 fasciclin-like arabinogalactan-protein (FLA7)
identical to gi 13377782 gb AAK20860

KTASPPAPVLPPTPAPAPAPENVNLTELLSVAGPFHTFLDYLLSTGVIETFQONQA
NNTEEGITIFVPKDDAFKAQKNPPLSNLTKDQLKOQLVLFHALPHYYSLSEFKNLSQSGPVSTFAGGQYSLKEFTDVSG
TVRIDSLWTRTKVSSSVESTDPVAVYQVNRVLLPEAIFGTDVPPMPAPAPAPIVSAPSDSPSVADSEGASSPKSSHK
NSGOKLLLAPISMVISGLVALFL

>At2g20520-FLA6 68415.m02397 fasciclin-like arabinogalactan-protein (FLAG)
identical to gi|13377780 gb AAK20859

QPTAPAPTTEKSPINLTAILEAGHQFTTLIQLLNTTQVGFQVSVQLNSSDQGMT
IFAPTDNAFNKLKPGTLNSLTYQQOQIQLMLYHIIPKYYSLSDLLLASNPVRTQATGQODGGVEFGLNFTGQAQSNQVNV
STGVVETRINNALRQQFPLAVYVVDSVLLPEELFGTKTTPTGAPAPKSSTSSSDADSPAADDEHKSAGSSVKRTSLG
IVVSFALFCCSVIYIA

>At2g24450-FLA3 68415.m02922 fasciclin-like arabinogalactan family protein
similar to fasciclin-like arabinogalactan-protein 1 [Arabidopsis thaliana]
gi|13377776|gb|ARK20857

NITRVLEKYPEFSTMTELLAKTELTPIINKRQTITVLALNNDAIGSISGRPE
EEVKNILMNHVVLDYFDELKLKALKEKSTLLTTLYQSTGLGQOONGFLNCTKSNGKIYFGSGVKGAPQTAEYITTVFE
RNPYNLSVVQISMPIVAPGLGSPVKVPPPPPMSSPPAPSPKKGAATPAPAPADEGDYADAPPGLAPETAPASAPSES
DSPAPAPDKSGKKKMAAADEAEPPSSASNTGLSFGAVLVLGEFVASEVGE

>At29g35860-FLA16 68415.m04403 beta-Ig-H3 domain-containing protein /
fasciclin domain-containing protein contains Pfam profile PF02469: Fasciclin
domain

MBS Sy e AT N F I F TS TATA L PDNKPVPGQINSNSVLVALLDSHY TELAELVEKALLLQTLEEAVGKHNITIFA
PRNDALERNLDPLFKSFLLEPRNLKSLOSLLMFHILPKRITSPOWPSLSHHHRTLSNDHLHLTVDVNTLKVDSAEIT
RPDDVIRPDGITIHGIERLLIPRSVQEDENRRRSLRSISAVIPEGAPEVDPRTHRLKKPSPAVPAGAPPVLPIYDAMS
PGPSLAPAPAPGPGGPRGHFNGDAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEGYVLTVLAPNDEAMA
KLTTDOLSEPGAPEQIMYYHITIPEYQTEESMYNAVRRFGKVKYDSLRFPHKVLAQEADGSVKEFGHGDGSAYLEFDPDI
YTDGRISVQGIDGVLFPKEETPATEIKPAAPVVKKVSKSRRGKLMEVACRMMGSREIPCQ

>At2g45470-FLA8 68415.m05655 fasciclin-like arabinogalactan-protein (FLAS8)
MRS O S AR T S I AFASTVSSHN I TQI LADSPDYSSFNSYLSQTKLADE INSRTTI TVLVLNNGAMSALAGKH
PLSVIKSALSLLVLLDYYDPQKLHKISKGTTLSTTLYQTTGNAPGNLGFVNITDLKGGKVGFGSAASGSKLDSSYTK
SVKQIPYNISILEIDAPIIAPGVLTAPAPSASLSNITGLLEKAGCKTFANLLVSSGVLKTYESAVEKGLTVFAPSDE
AFKAEGVPDLTKLTQAEVVSLLEYHALAEYKPKGSLKTNKNNISTLATNGAGKFDLTTSTSGDEVILHTGVAPSRLA
DTVLDATPVVIFTVDNVLLPAELFGKSKSPSPAPAPEPVTAPTPSPADAPSPTAASPPAPPTDESPESAPSDSPTGS
ANSKSANAAVGVSTPSLFTALVTIAAIAVSVSLCS



>At3g11700-FLA18 68416.m01434 beta-Ig-H3 domain-containing protein /
fasciclin domain-containing protein contains Pfam profile PF02469: Fasciclin
domain

MDRE TV SV I FESFEEIONASA L ESGHENI TGSGQINSNSVLVALLDSRY TELAELVEKALLLOTLEDAVGREN
ITIFAPRNEALERDLDPDFKRFLLOPGNLKSLOQTLLLSHITIPKRVGSNQWPEENSGRVKHVTLGHDQVLHLSKLKGT
NGKRLVNSAVITRPDDLTRPDGLIHGIERLLIPRSVQOEDEFNRRRNLRSISAVLPEGAPEIDPRTNRLKKSATAVSVP
AGSPPVLPIESAMAPGPSLAPAPAPGPGGAHKHFNGDAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEG
YVLTVLAPNDEAMGKLTTDOQLSEPGAPEQIMYYHIIPEYQTEESMYNSVRREGKVKYETLRFPHKVGAKEADGSVKFEF
GSGDRSAYLFDPDIYTDGRISVQGIDGVLFPEEKEEETVKKPTGPVKKVVQPRRGKLLEVACSMLGAIGKDSYLSRC

>At3gl12660-FLA14 68416.m01578 fasciclin-like arabinogalactan family protein
similar to fasciclin-like arabinogalactan-protein 1 [Arabidopsis thaliana]l
gi|13377776]|gb|AAK20857;

FNITNILNEHDDESNENQLLSETQLASTINKRQTITVLVVSNGALSSLSGQPTS
VIKKILSLHIVLDYYDOKKLKNLSKKTVLLTTLFQSSGLARGOQGFLNATVMKNGDVAFGSAVPGSSLDAQLODTVA
ALPFNISVLHISSAIMIDVKGDNAPTASPLSPVSSPPRPAESPNDDGODFDEPPSSAPGAAADEPSENAGSANGVSR
NDSQPAFAFTLLMSFIWWFMARLR

>At3g46550-FLA4 68416.m05053 fasciclin-like arabinogalactan family protein
similar to fasciclin-like arabinogalactan protein FLA8 [Arabidopsis thalianal
gi|10880493|gb|ARG24276
INVTAVLSSFPNLSSFSNLLVSSGIAAELSGRNSLTLLAVPNSQFSSAS

LDLTRRLPPSALADLLRFHVLLOFLSDSDLRRIPPSGSAVTITLYEASGRTFFGSGSVNVTRDPASGSVTIGSPATKN
VIVLKLLETKPPNITVLTVDSLIVPTGIDITASETLTPPPTSTSLSPPPAGINLTQILINGHNFNVALSLLVASGVI
TEFENDERGAGITVEFVPTDSAFSDLPSNVNLOSLPAEQKAFVLKFHVLHSYYTLGSLESITNPVQPTLATEEMGAGS
YTLNISRVNGSIVTINSGVVLAVVTQTAFDONPVSVEFGVSKVLLPKELFPKSGQOPVATAPPOEISLSPESSSEQPSR
LVSPPREIVSSGAVKRPLGFLVLWCWCIAFCYVLV
>At3g52370-FLAL1S5 68416.m05756 beta-Ig-H3 domain-containing protein /
fasciclin domain-containing protein weak similarity to osteoblast SPecific
factor 2 [Homo sAPiens] GI:393319; contains Pfam profile PF02469: Fasciclin
domain; supporting cDNA gi|26450295|dbj|AK117608.1]

LPDKPGSGQINSNSVLVALLDSHYTELAELVEKALLLOTLEEAVGQHNITIFAPRND
ALEKNLDPEFKSFLLOQPKNLKSLOQSLLMFHILPKRITSPQFSSAVVSHRTLSNDHLHFTNGKVNSAEITKPDDLTRP
DGIIHGIERLLIPRSVQEDFNRRRSLRSTAAVLPEGAPEVDPRTHRLKKKPAPIPAGAPPVLPVYDAMSPGPSLAPA
PAPGPGGPRHHFNGEAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEGYVLTVLAPNDEAMAKLTTDQLS
EPGAPEQIMYYHIIPEYQTEESMYNSVRRFGKIRYDSLRFPHKVEAQEADGSVKFGHGDGSAYLFDPDIYTDGRISV
QGIDGVLFPEEKTPVEKKTGVPVVKKAPKPRRGKLMEVACTMLGSQEFPTCQ

>At3g60900-FLAL1O0 68416.m06813 fasciclin-like arabinogalactan-protein (FLA1O)

HNITQILSDTPEYSSEFNNYLSQTKLADEINSRTTITVLVLNNGAMSSLAGKH
PLSVVKNALSLLVLLDYYDPLKLHQLSKGTTLTTTLYQTTGHALGNLGEFVNVTDLKGGKVGFGSAAPGSKLDSSYTK
SVKQIPYNISVLEINAPIIAPGILTAPAPSSAGVSNITGLLEKAGCKTFANLLVSSGVIKTFESTVEKGLTVFAPSD
EAFKARGVPDLTNLTQAEVVSLLEYHALAEYKPKGSLKTNKDAISTLATNGAGKYDLTTSTSGDEVILHTGVGPSRL
ADTVVDETPVVIFTVDNVLLPAELFGKSSSPAPAPEPVSAPTPTPAKSPSPVEAPSPTAASPPAPPVDESSPEGAPS
DSPTSSENSNAKNAAFHVNAPALFTALVTIAATSLLL

>At4gl2730-FLA2 68417.m01999 fasciclin-like arabinogalactan-protein (FLA2)
identical to gi 13377778 gb AAK20858

HNITRILAKDPDFSTENHYLSATHLADEINRRQTITVLAVDNSAMSSILSN
GYSLYQIRNILSLHVLVDYFGTKKLHQITDGSTSTASMFQSTGSATGTSGYINITDIKGGKVAFGVQDDDSKLTAHY
VKSVFEKPYNISVLHISQVLTSPEAEAPTASPSDLILTTILEKQGCKAFSDILKSTGADKTFQDTVDGGLTVECPSD
SAVGKFMPKFKSLSPANKTALVLYHGMPVYQSLOMLRSGNGAVNTLATEGNNKFDFTVONDGEDVTLETDVVTAKVM
GTLKDQEPLIVYKIDKVLLPREIYKAVKTSAPAPKSSKKKPKNAEADADGPSADAPSDDDVEVADDKNGAVSAMITR
TSNVVTAIVGLCEFGVWLM



>At4g31370-FLAS5 68417.m04448 fasciclin-like arabinogalactan family protein
similar to fasciclin-like arabinogalactan-protein 1 [Arabidopsis thaliana]l
gi|13377776|gb|ARK20857

NNITLAFQKYSKEFSTMRDLFIKTKLIAAIDKYQTITVLAVSNDAISSITNRSE
VELRNILMTHVILDYYDELKLQGMREKSIMLTTLYQTTGLGEQMNGFLNVSKSKGRVYFGSEVKNSPLNAEYVSTVY
HNPYNLSIIQITMPIVAPGLSLAIFPPPPPYVHVAPYPTPMDASVVPAPGPAADDNSPDSAVPKTPPAPATDTPEAD
SPAPAPSADNEKIEAADKAKPSSSASKAGWSEDVILLLAFLASFAGE

>At5g03170-FLAL1l 68418.m00265 fasciclin-like arabinogalactan-protein (FLAll)

QOAPAPGPSGPTNITAILEKAGQFTLFIRLLKSTQASDQINTQLNSSSSNGLTV
FAPTDNAFNSLKSGTLNSLSDQOKVOLVQFHVLPTLITMPQFQTVSNPLRTQAGDGONGKFPLNITSSGNQVNITTG
VVSATVANSVYSDKQLAVYQVDQOVLLPLAMFGSSVAPAPAPEKGGSVSKGSASGGDDGGDSTDSSDAERTGEFGEFGIR
ITTVAAIAASSSLWI

>At59g06390-FLA17 68418.m00715 beta-Ig-H3 domain-containing protein /
fasciclin domain-containing protein contains Pfam profile PF02469: Fasciclin
domain

D RRIYCES AV T D F SV ESAASATS K NOSPSSGSGQINSNSVLVALLDSRY TELAELVEKALLLQTLEDAVG
RHEHNITIFAPRNEALERDLDPEFKRFLLEPGNLKSLOTLLMFHIIPNRVGSNQWPSEESGRVKHHTLGNDQVRLSNGQ
GKKMVDLAEIIRPDDLTRPDGLIHGIERLLIPRSVQEDFNRRRSLOSISAVLPEGAPEVDPRTNRLKKPAAPVPAGS
PPALPIQSAMAPGPSLAPAPAPGPGGKQHHFDGEAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEGYVL
TVLAPNDEAMAKLTTDQLSEPGAPEQIVYYHITIPEYQTEESMYNSVRRFGKVKEDTLRFPHKVAAKEADGSVKEGDG
EKSAYLFDPDIYTDGRISVQGIDGVLFPQEEEVVESVKKPVKKIVQPRRGKLLEVACSMLGAFGKDTYLSKCR

>At5g06920-FLA21 68418.m00782 hypothetical protein

MEEES SR F TS T A ARMATS TR S PPDSEPTIPTAFSSSSPSLSLNASNTLRQSNFKATATLLHISPEIFLS
SSPNTTLFATEDASFFNTSSLHPLFLKQLLHYHTLPLMLSMDDLLKKPQGTCLPTLLHHKSVQTSTVNQESRTAEVN
HVRITHPDMFLGDSLVIHGVIGPFSPLQPHSDHLIHTPLCQSDTTNKTSNNEEVPVSIDWTRIVQLLSSNGFVPFAT
GLHSVLNRIVNDHNHHKNLTGVTILATPNLVSLSSASPFLYEVVRHHILVQRLTYKDFASMSDKATVKTLDPYQDLT
ITRRNVNSSGGDFMISGVETIVDPDMFSSSNFVIHGISHTLETPHV

>At5g40940-FLA20 68418.m04971 hypothetical protein
MNKKPSKYFPSLNRTDYKNCNFLCNGFSLKPNEKKSSKNASMASKLLTTFFLIFFVLDIDLVATSMTSVSSAVEVLS
DSGYLSMGLTLKLANQDLNLEDWQELTLFAPSDQSFSKFGQPSLLDMKYQLSPTRLPGETLRNLPNGAKIPTLRSNY
SLTVTNSSRFGGKTSINNVVVQODSPVEFDDGYVVIYGSDEFFTSPTKISDDSSSSSSIPSTTSSTGSIPIPSSATQTP
PSPNIASDSTRNLPNRSKPVNREFNIFESASRLLMSRGFVIIATFLALQLEDNTSGNDTKITVFAPIDEAIPNPTTKE
SDYVTIFRGHVVSQLLLWKDLOKFAKEGSILQTVLKGYEIEISLSGDILLLNGVPLIYPDLYVNDWIAVHGEFNQMIV
TKEKQVDVGDSITVLNNGEQEEEGVHGEYSSELGDYGLH

>At5g44130-FLA13 68418.m05401 fasciclin-like arabinogalactan-protein,
putative similar to gi 13377784 gb AAK20861

APAPGPAGPINITATILEKGGQFVTLIRLLNTTQIGNQINIQINSSSEGMTVL
APTDNAFQONLKPGTLNKLSPDDQVKLILYHVSPKFYTLEDLLSVSNPVRTQASGRDVGGVYGLNEFTGQGNQVNVSTG
VVETRLSTSLRQERPLAVYVVDMVLLPEEMFGERKISPMAPPPKSKSPDVSDDSESSKKAAAPSESEKSGSGEMNTG
LGLGLGLVVLCLKFLL

>At5g55730-FLAl 68418.m06947 fasciclin-like arabinogalactan-protein (FLAl)
identical to gi|13377776||AARK20857|13377775|gb|AF333970

MARRMS S I T N T DT FOFHA LN VTRLLANHPSFSSFSHFLTQTHLADE INRRRT I TVCAVDNAAMSALTSKGY
TLSTLKNILSLHVLLDYFGTKKLHQIRDGSALAATLFQATGAAPGTSGFVNITDLRGGKVGFGPDGGDLSSFFVKST
EEVPYNISIIQISRVLPSETAAAPTPAPAEMNLTGIMSAHGCKVFAETLLTNPGASKTYQESLEGGMTVFCPGDDAM
KGFLPKYKNLTAPKKEAFLDFLAVPTYYSMAMLKSNNGPMNTLATDGANKFELTVONDGEKVTLKTRINTVKIVDTL
IDEQPLAIYATDKVLLPKELFKASAVEAPAPAPAPEDGDVADSPKAAKGKAKGKKKKAAPSPDNDPFGDSDSPAEGP
DGEADDATADDAGAVRITCCAKAGLVVSLLCLEASSWLL

>At5g60490-FLA12 68418.m07586 fasciclin-like arabinogalactan-protein (FLA12)



MRS VT T PGS 0 PSPAVAPAPPGPTNVTKI LEKAGQFTVF IRLLKS TGVANQLYGOLNNSDNG I

TIFAPSDSSFTGLKAGTLNSLTDEQQVELIQFHVIPSYVSSSNFQTISNPLRTQAGDSADGHEPLNVTTSGNTVNIT
SGVTNTTVSGNVYSDGOLAVYQVDKVLLPQOVFDPRPPAPAPAPSVSKSKKKKDDSDSSSDDSPADASFALRNVGSV
CDAVSFCVMSVMLAWEYL

>At2g23990-PAGl 68415.m02865 plastocyanin-like domain-containing protein
SIS TS E D E T T YHFCEAR T INVGGSLDAWKVPESPNHSLNHWAESVRFQVGDALLFKYDSKIDSVLOVTK
ENYEKCNTQKPLEEHKDGYTTVKLDVSGPYYFISGAPSGNCAKGEKVTVVVQSPNHPKPGPAAVTPTLPPKPSTTPA
APAPAPPTPSPKSSTSTMAPAPAPAKSSAVGLVAGNGIFWASTLVAVIGLAFA

>At2g25060-PAG2 68415.m02997 plastocyanin-like domain-containing protein
DS ASMAS S S D VAT FS DI FIFSIARANE VTVGGKSGDWK I PPSSSYSFTEWAQKARFKVGDF IVFRYESGKDSVL
EVTKEAYNSCNTTNPLANYTDGETKVKLDRSGPFYFISGANGHCEKGQKLSLVVISPRHSVISPAPSPVEFEDGPAL
APAPISGSVRLGGCYVVLGLVLGLCAWF

>At2g26720-PAG3  68415.m03205 plastocyanin-like domain-containing protein /
mavicyanin, putative similar to mavicyanin SP:P80728 from [Cucurbita pepol
GTVHKVGNTKGWTMIGGDYEAWASSRVFQVGDTLVFAYNKDYHDVTEVTHND
FEMCESSKPLRRYKTGSDSISLTKPGLQHFICGVPGHCKKGQKLOIHVLPASLGHVAVPVPGPVRSQSSSSSPSPSP
LVDPPVNNAPQYOMGPTPASHSAASADFIFTESEDLTLIDLCTFFILFFILV

>At2g31050-PAG4 68415.m03788 plastocyanin-like domain-containing protein
contains plastocyanin-like domain Pfam:PF02298
GTVHKVGDSDGWTIMSVNYETWASTITFQVGDSLVFKYNKDFHDVTEVTHND
YEMCEPSKPLARYETGSDIVILTKPGLOHFICGFPGHCDMGOKLQIHVLPASLGPVAAPVPGPVRPPSSFSSPSQSP
LAESPVNHAPVQYQOMGPSPAPHSAASNSNVWIGLCFLPLLSLLILV

>At2g32300-PAG5 68415.m03949 uclacyanin I identical to uclacyanin I
GI:3399767 from [Arabidopsis thaliana]; contains Pfam profile PF02298:
Plastocyanin-like domain; identical to cDNA uclacyanin I GI:3399766

MRS REME T T SVIATTHI G VA T DHT I GGPSGWTVGAS LRTWAAGQTFAVGDNLVFSY PAAFHDVVEVTKPEFDSC
QAVKPLITFANGNSLVPLTTPGKRYFICGMPGHCSQGMKLEVNVVPTATVAPTAPLPNTVPSLNAPSPSSVLPIQPL
LPLNPVPVLSPSSSTPLPSSSLPLIPPLSPALSPATAAGTSLPLFPGSPGSSSSTTSTKTVGTFPSSTTGTTADLAG
ADSPPADSSSAAKTLVLGFGFMVAMMLHLEFE

>At2g44790-PAG6 68415.m05574 uclacyanin II strong similarity to uclacyanin
IT GI:3399769 from [Arabidopsis thalianal; contains Pfam profile PF02298:
Plastocyanin-like domain; identical to cDNA uclacyanin II GI:3399768

AN G SRV AV AR T AN VTV BGAVA Y T Y T IEWTTGVDY SGWATGKTFRVGDILEFKYGS SHTVDVVDKAGYDG
CDASSSTENHSDGDTKIDLKTVGINYFICSTPGHCRTNGGMKLAVNVVAGSAGPPATPTPPSSTPGTPTTPESPPSG
GSPTPTTPTPGAGSTSPPPPPKASGASKGVMSYVLVGVSMVLGYGLWM

>At3g20570-PAG7 68416.m02604 plastocyanin-like domain-containing protein
REFTVGGATGWTVPSGSQVYSQWAEQSRFQIGDSLLEVYQSNQDSVLQVT

RDAYDSCNTDSPTAKFADGKTSVTLNHSGPYYFISGNKDNCKKNEKLVVIVMADRSGNKNTASSPPSPAPAPSGESA

PSPPVSGTFEMTPAPTPTTSEDTPNSAASSLSEVAALLGAALASTLFLH

>At3g60270-PAG8 68416.m06737 uclacyanin, putative similar to uclacyanin 3
GI:3395770 from [Arabidopsis thalianal]; contains Pfam profile PF02298:
Plastocyanin-like domain

VTFQVGDNDGWTIGVEYTSWVSEKTFRVGDTLEFKYGPSHSVAVVNKADYDGCE
TSRPTQSFSDGDTKIDLTKVGATHFLCLTPGHCSLGMKLAVQVLAAVSLEPPPSPSAPSPSPSAPSPSPSAPSPSPS
PGNAENLKNAASKGIMSYGKIVVTMVLMYGVLN

>At3g60280-PAGY9 68416.m06738 uclacyanin 3 (UCC3) identical to uclacyanin 3
GI:3395770 from [Arabidopsis thalianal; contains Pfam profile PF02298:
Plastocyanin-like domain; identical to cDNA uclacyanin 3 (UCC3)GI:3395769



eSS TV AR FIARVPAVEAA T FKVGDI SGWTSNLDY TVWLTGKTFRVGDTLEFVYGLSHSVSVVDKAGYDNCDS S
GATQNFADGDTKIDLTTVGTMHFLCPTFGHCKNGMKLAVPVLAAAPSPSTPSSPPSTPSTPSSPPSTPSTPSSPPSP
PSPPSPSLPPSSLPPSASPPTNGTPDSETLTPPPAPLPPSLSPNAASKGVMSYGIIGVIMILMYAVMT

>At4g27520-PAG1l0 68417.m03952 plastocyanin-like domain-containing protein
similar to PIR|JC7196 phytocyanin-related protein Pnl4d {Ipomoea nil};
contains Pfam profile PF02298: Plastocyanin-like domain

RS IS FF P T DS IS THE THSNARKFNVGGSGAWVTNPPENYESWSGKNRFLVHDTLY FSYAKGADSVLEVN
KADYDACNTKNPIKRVDDGDSEISLDRYGPFYFISGNEDNCKKGQKLNVVVISARIPSTAQSPHAAAPGSSTPGSMT
PPGGAHSPKSSSPVSPTTSPPGSTTPPGGAHSPKSSSAVSPATSPPGSMAPKSGSPVSPTTSPPAPPKSTSPVSPSS
APMTSPPAPMAPKSSSTIPPSSAPMTSPPGSMAPKSSSPVSNSPTVSPSLAPGGSTSSSPSDSPSGSAMGPSGDGPS
AAGDISTPAGAPGOKKSSANGMTVMSITTVLSLVLTIFLSA

>At4g28365-PAGl1l 68417.m04060 plastocyanin-like domain-containing protein

M RE DY M EVMEME DG FE IS NG YKF YVGGKDGWVPTPSEDY SHWSHRNRFQVNDTLHFKY AKGKDSVLEVTEQ
EYNTCNTTHPLTSLSDGDSLFLLSHSGSYFFISGNSQNCLKGQKLAVKVLSTVHHSHSPRHTSPSPSPVHQELSSPG
PSPGVEPSSDSNSRVPAPGPATAPNSAGLVGPCMVVLVIMISSLE

>At4g30590-PAG1l2 68417.m04340 plastocyanin-like domain-containing protein
MET VBT IV EDNFARVSHG A SNPRVILVGGSVGSWKVPDS PNNT LNHWAENNRFKVGDF I VWKY DMKVDSVLQVT
KEDYESCNTANPLKQYNDGNTKVALDKSGPYFFISGAPGNCAKGEKITLVVLAERKSGGGSSSGDAPKVSPVSPTAQ
TPAPAPGPAAAHNAAVGLKVASGWFLTAVVVGLAMA

>At4g31840-PAGLl3 68417.m04524 plastocyanin-like domain-containing protein

NEVTVGGKSGDWKIPPSSSFSEFNEWAQKARFKVGDFIVFKYEAGKDSVLQVTR
EAYEKCNTTSPKASYTDGNTKVKLDQAGPVYFVSGTEGHCOKGOKLRLVVITPRNSAFSPGPSPSEFDGPAVAPTSG
AAKLAGGFSVVFGLVLGLWAFFF

>At4g32490-PAGl4 68417.m04625 plastocyanin-like domain-containing protein
MRV DV Y M VMM HGES T ELSNGHKF YVGGRDGWVLTPSEDY SHWSHRNRFQVNDTLY FKYVKGKDSVLEVS
EKEYNTCNTTHPLTSLSDGDSLFLLSRSDPFFFVSGNSGSCLKGQKLAVTVMSTGHHSHTPRHPSPSPSPSASPVRK
ALLSPAPIPVHKALSSPAPTPGVDPSHSEVLAPAPGPAAAVRNLAGSVAPGVISLGLVLVIMISSMV

>At5g25090-PAG15 68418.m02973 plastocyanin-like domain-containing protein
AR VAT FF T DUTNIVCSKE I IVGGKTSSWKIPSSPSESLNKWAESLRFRVGDTLVWKYDEEKDSVLQVTKD
AYINCNTTNPAANYSNGDTKVKLERSGPYFFISGSKSNCVEGEKLHIVVMSSRGGHTGGFFTGSSPSPAPSPALLGA
PTVAPASGGSASSLTRQVGVLGFVGLLAIVLL

>At59g26330-PAG16 68418.m03147 plastocyanin-like domain-containing protein /
mavicyanin, putative similar to mavicyanin SP:P80728 from [Cucurbita pepo]

AVYKVGDSAGWTTIANVDYKLWASTKTFHIGDTVLFEYNPQFHNVMRVTHPMYRSC
NTSKPISTFTTGNDSITLTNHGHHFFFCGVPGHCLAGQKLDLHVLLPASSTPLSDPPTSSSSSPPSTTIPAAGVPGP
SPSLAASLPSMVTAQIVAVVTLLVSLAFTNFAS

>At5g53870-PAG1l7 68418.m06701 plastocyanin-like domain-containing protein
contains similarity to SP|Q02917 Early nodulin 55-2 precursor {Glycine max};
PF02298: Plastocyanin-like domain
WRENVGGNGAWVTNPQENYNTWAERNRFQVNDSLYFKYAKGSDSVQOQVMK
ADFDGCNVRNPIKNFENGESVVTLDRSGAFYFISGNQDHCOKGQOQKLIVVVLAVRNQPSAPAHSPVPSVSPTQPPKSH
SPVSPVAPASAPSKSQPPRSSVSPAQPPKSSSPISHTPALSPSHATSHSPATPSPSPKSPSPVSHSPSHSPAHTPSH
SPAHTPSHSPAHAPSHSPAHAPSHSPAHAPSHSPAHSPSHSPATPKSPSPSSSPAQSPATPSPMTPQSPSPVSSPSP
DQSAAPSDQSTPLAPSPSETTPTADNITAPAPSPRTNSASGLAVTSVMSTLESATFTFLMEA

>At1g03820-AGP28I 68414.m00363 expressed protein similar to arabinogalactan-
protein; AGP (GI:1087015) {Pyrus communis}; similar to Protein EG6.
(SP:Q001197) {Gossypium hirsutum}



MRS AR P T CF T AVECE T VHNVBAREGKLFF SKFTHI DRPNNKDVALSPAPAPGLAQANGRLGNGSFGPGSGMI PQ

TKESWPSSSTTTDEEFEKLMATFDEEKNTKLPEAFEEEEESEDSEDLNEPKDKYNNNNNNNGYTYTTNNYNDNGRGY
GNEEEKQGMSDTRVMENGKYFYDTRGRNSENTPSRGYENARGNDHTNEFETMEEYYKSLEGSQEEYEP

>At1g28290-AGP31I 68414.m03472 pollen Ole e 1 allergen and extensin family
protein similar to arabinogalactan protein [Daucus carotal] GI:11322245;
contains Pfam profile PF01190: Pollen proteins Ole e I family

MRSV S IV ATNCE TS SVET - EVNHK TOTPSLAPAPAPYHHGHHHPHP PHHHHPHPHPHPHPPAKS PVKPPVK
APVSPPAKPPVKPPVYPPTKAPVKPPTKPPVKPPVSPPAKPPVKPPVYPPTKAPVKPPTKPPVKPPVYPPTKAPVKP
PTKPPVKPPVYPPTKAPVKPPTKPPVKPPVSPPAKPPVKPPVYPPTKAPVKPPVSPPTKPPVTPPVYPPKFNRSLVA
VRGTVYCKSCKYAAFNTLLGAKPIEGATVKLVCKSKKNITAETTTDKNGYFLLLAPKTVTNFGFRGCRVYLVKSKDY
KCSKVSKLEFGGDVGAELKPEKKLGKSTVVVNKLVYGLENVGPFAFNPSCPK

>At1g36150-AGP29T 68414.m04494 protease inhibitor/seed storage/lipid transfer
protein (LTP) family protein low similarity to glucoamylase S1/S2 [Precursor]
from Saccharomyces cerevisiae [SP|P08640], proteophoSPhoglycan from
Leishmania major [GI:5420387]; contains Pfam protease inhibitor/seed
storage/LTP family domain PF00234

RPNV NS TV ESSSHSDAA DFGSPSQPPSMAPTPQPSNSTDCSSVIYSMVDCLSFLTVGSTDPSPTKTCCVGVK
TVLNYSPKCLCSALESSREMGFVLDDTKALAMPKICNVPIDPNCDVSTPAASTPVSPPVESPTTSPSSAKSPAITPS
SPAVSHSPPPVRHSSPPVSHSSPPVSHSSPPTSRSSPAVSHSSPVVAASSPVKAVSSSTASSPRAASPSPSPSPSIS
SSGILLVSKLFIAVVMVSSFLYILA

>At2g33790-AGP30I 68415.m04144 pollen Ole e 1 allergen and extensin family
protein similar to arabinogalactan protein [Daucus carota] GI:11322245,
SP|IQ03211 Pistil-SPecific extensin-like protein precursor (PELP) {Nicotiana
tabacum}; contains Pfam profile PF01190: Pollen proteins Ole e I family

LGVNQPGSSDPFHSLPQHLPLPPIKLPTLPPAKAPIKLPAYPPAKAPIKLPTL
PPAKAPIKLPTLPPIKPPVLPPVYPPKYNKTLVAVRGVVYCKACKYAGVNNVQGAKPVKDAVVRLVCKNKKNSISET
KTDKNGYFMLLAPKTVTNYDIKGCRAFLVKSPDTKCSKVSSLHDGGKGSVLKPVLKPGEFSSTIMRWEFKYSVYNVGPF
AFEPTCPK

>At59g21160-AGP32T 68418.m02528 La domain-containing protein / proline-rich
family protein contains proline-rich extensin domains, INTERPRO:IPR002965,
PF05383: La domain
MMAETEGSVADDRELITREGGIGTKSPWKTTTSPVETIDAPVMGAHSWPALADAAQQPRPKNPPAPAPAPPSKNIPT
SIPIPTPAVTGQAKSKGGGKANPGHKNPSGRHSKPGPRSNONGPPPPPYLVHAVPYHPPPFPPMVPLPHAAGPDEFPY
APYPPYPVPVPPVTESGNEKQVQASPLPPVLPAPQGDPGKPWPHQRGFDPRNMPQGAGPRNFGRPPFMGPAPGFLVG
PGPGFPGPVYYLPGPPPGAIRGPYPPRFAPYPVNQGPPILSPEKLDLRDRVLKQVEYYFSDENLENDHYLISLMDEE
GWVPTKITIAGFKRVKAMTMDVDFIVYALGFSNSVEVQOGDQIRKRDKWSDWIPASKKSTSAETIGDGDKDSPKSITSG
DNFGNPSKGSSKPTVSDFSSEGAQSSRTNNYKSGNLKSSADEKRNVEDLSNDFSNTFLLDEELDLEHRSPRKSGLSM
SKSIEYEDDDMAVDDODIQKLVIVTONSGKSDGAGIGGTEAKNIPKELASTINDGLYYFEQELKKKRSGRRKNNSHL
DTKDGKIKSGEGLNTKLGENSAANDGGEEHGITITSRRKONKGTHKHHTAHARRFFSSNIRNNGNISESPPSSSIGEF
FGSTPPDSHGPRLSKLSSSPQCTLSGSSPPVGSLPKSFPPFQHPSHQLLEENGFKQEKYLKYRKRCLNERKKLGSGC
SEEMNHLYRFWSYFLRDTFVLSMYDDFQKFALEDAAGNYDYGLECLFREFYSYGLEKHFDEDLYKDFEKLSLDEYHKG
NLYGLEKYWAFHHYRGKEEPITKHPELEKLLKEEFRSIDDFRAKETITNQKENKSH

>At5g56330-AGP33T 68418.m07031 carbonic anhydrase family protein contains
proline-rich extensin domains, INTERPRO:IPR002965; contains Pfam profile
PF00194: Eukaryotic-type carbonic anhydrase
APAPKPPKPKPAPAPTPPKPKPTPAPTPPKPKPKPAPTPPKPKPAPAPTPPKPKP
APAPTPPKPKPKPAPTPPNPKPTPAPTPPKPKPAPAPAPTPAPKPKPAPKPAPGGEVEDETEFSYETKGNKGPAKWG
TLDAEWKMCGIGKMQSPIDLRDKNVVVSNKFGLLRSQYLPSNTTIKNRGHDIMLKFKGGNKGIGVTIRGTRYQLQQL
HWHSPSEHTINGKRFALEEHLVHESKDKRYAVVAFLYNLGASDPFLFSLEKQLKKITDTHASEEHIRTVSSKQVKLL
RVAVHDASDSNARPLQAVNKRKVYLYKPKVKLMKKYCNISSY



