
Supplemental Figure 1. Protein sequences encoded by the predicted AGP genes. Colored 

sequences at the N and C terminus indicate predicted signal peptide (green) and GPI anchor 

(blue) addition sequences if present. AP, PA, SP, and TP repeats (yellow) and lysine-rich regions 

(olive) are also indicted. 

 
>At1g24520-AGP50C 68414.m03087 anther-specific protein agp1 identical to agp1 

GI:780177 from [Arabidopsis thaliana] 

MGRQNIVVVVALVFMAIIGLAAAASSPSPSASPSKAPAASKTDHVEAPVTDDQIGTTDDDAAPTPGDGDVAVAGPLG

SDSSYDNAPTGSADSAKSGAAALGVSAVVVGVHPLLVLSCYSKLGIVL 

 

>At1g31250-AGP51C 68414.m03825 proline-rich family protein contains proline-

rich extensin domains, INTERPRO:IPR002965; similar to prolin rich protein 

GB:S44189 GI:433706 from [Zea mays] 

MANQYFRMAFLLCLFLSLSYQSIRIEAREGKACIGNCYGSSAPPVPPNASLSIPPNSSPSVKLTPPYASPSVKLTPP

YASPSVRPAGTTPNASPSVKLTPPYASPSMRPAGTPNASPSVKLTPPYASPSVRPTGTTPNASPSLTPPNPSPSEKF

IPPNASPFIHT 

 

>At1g35230-AGP5C 68414.m04369 arabinogalactan-protein (AGP5) identical to 

gi_3883128_gb_AAC77827 

MASKSVVVFLFLALVASSVVAQAPGPAPTISPLPATPTPSQSPRATAPAPSPSANPPPSAPTTAPPVSQPPTESPPA

PPTSTSPSGAPGTNVPSGEAGPAQSPLSGSPNAAAVSRVSLVGTFAGVAVIAALLL 

 

>At1g63530-AGP52C 68414.m07182 hypothetical protein 

MRVDFSEPEYRNCYHCRDSGILNTQESEPNNVIGSSITSVPVSSGPFQALGHASAAIGSTSTSSPVQSSSSFSFGSA

PAATTSVGVSSTSTPTPISFLPFGYVPPPPPSSSLSGPAQNVPWSISAYSTAGRGVEWAWARPDVAVYPASSSSSST

STVVFGTTPVSVSSLFGPSQDFPKTTFACCSSTPAPTRCECSFAKPFFGSSPASSSSNLFGPNPSTTTASVFGTSAT

SGSSLFGPAQHPLSYDSIGGSAFAGVKTSSPQPLGFNGATTLLPSSHEGQNISSFKPYVDKSHDELRWEYYKKEAKG

GSFPAAHASPIGSKPNAVFSPSTVSTSLFASPSVPDHHQRTNFSTTLGNFTGPAFGFFPAAAGGATTFSSTGFGQPN

APFPGFDSQFPSAFSSFSTTYPAVSSSVQRPHETGAVSSPAFGCTACGATSSSSASDHFTFNGATTPPGLFFPTTSS

GPMMFGTTLAAQGTTPALQTYPVQGFILLPFAAMSLQ 

 

>At1g63540-AGP53C 68414.m07183 hydroxyproline-rich glycoprotein family 

protein 

MKIDFSEPECSNCYQFTNPDLLNTPESEQSNVIGSSITSVPVNDGPVPPLELDSAAVVSTSTSSPVQALGHDSGATV

STSTSSPVQIFSSPFSFGSAHAAITPVSSGPAPSPTFGEPRILLATSGSGASATSTSSTSSPLHSSSPFSFGSAPAA

ITSVSSGPAQSPASSPRLWIDRFATSSSASATSSSSTSSPFHSSSLLGFAPAVTSVSSAPTPACGPTQAFGQPTQAF

GLSMFGSTPRFEITGFPFQASASRNSPSPSFGPAHNCGKPAFGSPFGNNVAFARPDVGISPVASSSTSTEIFGATPA

SLFSPFGPMQAPVQASASSTSTFPPFGCVPPSPSSGSSLFNSAFGSLPAPSSSNFFGQSSSNLLGQNPSTTGVGYLP

GSPLNSSFPGFGVGYLPGSSSNLFRSNPPNFGGGSIGAGPQHFGFNGDASVLPSTPFSLSPAFSSNTNTGSYPFASH

EWSRPTEQGSMNPGYAPTHEGDNSSGWSFPTSKGNIYISISASKPYLHKSHEELRWEDYKQGDKGGPFPAAPASTIG

SRPNAAFSPPTVSPPAHGCTACGATSSSSASRHFTFNGATSPPSAATTPPGLFFPSTGFAPMMFGTNLAVQGTSPAL

QAYPVQGYILLPFAAMTLQ 

 

>At2g14890-AGP9C 68415.m01693 arabinogalactan-protein (AGP9) identical to 

gi|10880495|gb|AAG24277 

MARSFAIAVICIVLIAGVTGQAPTSPPTATPAPPTPTTPPPAATPPPVSAPPPVTTSPPPVTTAPPPANPPPPVSSP

PPASPPPATPPPVASPPPPVASPPPATPPPVATPPPAPLASPPAQVPAPAPTTKPDSPSPSPSSSPPLPSSDAPGPS

TDSISPAPSPTDVNDQNGASKMVSSLVFGSVLVWFMI 

 

>At2g22470-AGP2C 68415.m02664 arabinogalactan-protein (AGP2) identical to 

gi|3883122|gb|AAC77824; supported by cDNA gi|3883121|gb|AF082299 

MNSKAMQALIFLGFLATSCLAQAPAPAPTTVTPPPTALPPVTAETPSPIASPPVPVNEPTPAPTTSPTTSPVASPPQ

TDAPAPGPSAGLTPTSSPAPGPDGAADAPSAAWANKAFLVGTAVAGALYAVVLA 

 



>At2g28440-AGP54C 68415.m03455 proline-rich family protein contains proline-

rich extensin domains, INTERPRO:IPR002965; contains similarity to vegetative 

cell wall protein gp1 [Chlamydomonas reinhardtii] gi|12018147|gb|AAG45420; + 

MAKKLCFIVMLSICLLIFDFAGAQEESPSPAAVSPGREPSTDSPLSPSSSPEEDSPLSPSSSPEEDSPLPPSSSPEE

DSPLAPSSSPEVDSPLAPSSSPEVDSPQPPSSSPEADSPLPPSSSPEANSPQSPASSPKPESLADSPSPPPPPPQPE

SPSSPSYPEPAPVPAPSDDDSDDDPEPETEYFPSPAPSPELGMAQDIKASDAAGEELNDERGEDYGMSGLEKAGIAI

GTILGVGAIVIGALVYKKRRDNMTRARYTYFTEGEFL 

 

>At2g45000-AGP55C 68415.m05603 expressed protein contains Pfam profile: 

PF05064 NSP1-like C-terminal region 

MSGFPFGQSNSVGGFSFGSSSATNSSSASSTTSPLSFSFNQSSNPSSTGFGFGSSVSSTPASSTTPSFGFGASSTPS

FGFGSSASSSTPSFGFGSSASVTPASTTPSFGFGTAASSSAPAPSLFGSSTTNASSAAPGSSPFGFVTSSASSTATP

SSSLFGAPASSAATPSSSPFGAAPASGSTPLFGSSPSLFSAPSSASASNSSLFGASSSAATSTSPLFGAPSSATGAT

PSFSVASSAPGSSSSIFGATGSSPSFSVASSASGSSPSIFGATGSSPFFGSSSSAGSTPSLFASSSSGATTSSPSPF

GVSTFNSSSTSNTSNASASPFSASTGFSFLKSTASSTTSSTTPSAPPQTASSSSSFSFGTSANSGFNLSTGSSAAPA

SSTSGAVFSIATTTTTSSSTPAATSAPASSAPASTMAFPSFGVTSSATNTTPASSAATFSTTGFGLASSTPATGSTN

SFTGFAVPKTSTPASSSQPQTTSPAFSFSLPSSTSTTAPATSSATTTQTTLVVPSSSGTSTAVAPVAGSPKLPSEIT

GKTVEEIIKEWNTELQERTGRFRKQANAIAEWDKRILQNRDVLLRLEIEVAKVVETQSSLERQLELIETHQQEVDKA

LQSMEEEAERIYNDERKSLLDDEAASTRDAMYEQSELVERELEHMTEQIRSIIQSVNANQGGELEAIDGMSPLDVVV

RILNNQLSSLMWIDEKAEEFSSRIQKIALQGSGGDRELMAPKHWMS 

 

>At2g47930-AGP26C 68415.m05993 hydroxyproline-rich glycoprotein family 

protein contains proline-rich extensin domains, INTERPRO:IPR002965 

MSVSLFTAFTVLSLCLHTSTSEFQLSTISAAPSFLPEAPSSFSASTPAMSPDTSPLFPTPGSSEMSPSPSESSIMPT

IPSSLSPPNPDAVTPDPLLEVSPVGSPLPASSSVCLVSSQLSSLLLVLLMLLLAFCSFF 

 

>At3g01700-AGP11C 68416.m00103 arabinogalactan-protein (AGP11) identical to 

gi|10880499|gb|AAG24279 

MARLFVVVALLALAVGTVFAADAPSAAPTASPTKSPTKAPAAAPKSSAAAPKASSPVAEEPTPEDDYSAASPSDSAE

APTVSSPPAPTPEADGPSSDGPSSDGPAAAESPKSGATTNVKLSIAGTVAAAGFFIFSL 

 

>At3g06360-AGP27C 68416.m00734 arabinogalactan-protein (AGP27) 

MASSILLTLITFIFLSSLSLSSPTTNTIPSSQTISPSEEKISPEIAPLLPSPAVSSTQTIPSSSTLPEPENDDVSAD

PDPAFAPSASPPASSLASLSSQAPGVFIYFVFAAVYCFSLRLLAVSAI 

 

>At3g22070-AGP56C 68416.m02785 proline-rich family protein contains proline-

rich extensin domains, INTERPRO:IPR002965 

MLCYVGKATKIFIFIVTVVFVIGLVVAFGVLRRHSHHCSGDYCSSSTDPSSSSSSSSSSTSPFITPFPNPNPNPNPN

PPVLGSSPPSPTDSSSSTSISPNPPAPIVNPNPPPPSTPNPPPEFSPPPPDLDTTTAPPPPSTDIPIPPPPPAPVSA

SPPLTPPSSVVTSPAPVHAKLVND 

 

>At3g45230-AGP57C 68416.m04881 hydroxyproline-rich glycoprotein family 

protein contains proline-rich extensin domains, INTERPRO:IPR002965; related 

to vegetative cell wall protein gp1 [Chlamydomonas reinhardtii] 

gi|12018147|gb|AAG45420 

MKLEFIIVAMMLSLVLVSGEILTKSSPAPSPDLADSPLIHASPPSKLGSHNSPAESPIEYSSPPEPETEHSPSPSPA

NSPSVSPPLPNDSQSPSSSASPSPSPEASDVNHSDITGIEGEKLPSGSGGGMSGGKKVGVAFGAIAAVCVVGVAGFV

YKKRQENIRRSRYGYAAREIL 

 

>At4g09030-AGP10C 68417.m01490 arabinogalactan-protein (AGP10) identical to 

gi|10880497|gb|AAG24278; supported by Ceres cDNA 265772 

MASKSVVVLLFLALIASSAIAQAPGPAPTRSPLPSPAQPPRTAAPTPSITPTPTPTPSATPTAAPVSPPAGSPLPSS

ASPPAPPTSLTPDGAPVAGPTGSTPVDNNNAATLAAGSLAGFVFVASLLL 

 

>At4g16980-AGP58C 68417.m02560 arabinogalactan-protein family similar to 

arabinogalactan protein [Arabidopsis thaliana] gi|10880495|gb|AAG24277; 

contains proline-rich extensin domains, INTERPRO:IPR002965 



MASSFSSQAFFLLTLSMVLIPFSLAQAPMMAPSGSMSMPPMSSGGGSSVPPPVMSPMPMMTPPPMPMTPPPMPMTPP

PMPMAPPPMPMASPPMMPMTPSTSPSPLTVPDMPSPPMPSGMESSPSPGPMPPAMAASPDSGAFNVRNNVVTLSCVV

GVVAAHFLLV 

 

>At4g40090-AGP3C 68417.m05675 arabinogalactan-protein (AGP3)  InDels between 

the genome sequence and the cDNA prevent identical translations from being 

annotated; the basis for this is under investigation. 

MALKTLQALIFLGLFAASCLAQAPAPAPITFLPPVESPSPVVTPTAEPPARCFTPYSSQRTHSGSNNSTNRLTPDHV

AHNFPCRFSS 

 

>At5g10430-AGP4C 68418.m01209 arabinogalactan-protein (AGP4) identical to 

gi_3883126_gb_AAC77826 

MGSKIVQVFLMLALFATSALAQAPAPTPTATPPPATPPPVATPPPVATPPPAATPAPATPPPAATPAPATTPPSVAP

SPADVPTASPPAPEGPTVSPSSAPGPSDASPAPSAAFSNKAFFAGTAFAAIMYAAVLA 

 

>At5g14380-AGP6C 68418.m01680 hydroxyproline-rich glycoprotein family protein 

identical to gi|4775268|emb|CAB42531 

MARQFVVLVLLTLTIATAFAADAPSASPKKSPSPTAAPTKAPTATTKAPSAPTKAPAAAPKSSSASSPKASSPAAEG

PVPEDDYSASSPSDSAEAPTVSSPPAPTPDSTSAADGPSDGPTAESPKSGAVTTAKFSVVGTVATVGFFFFSF 

 

>At5g18690-AGP25C 68418.m02218 hydroxyproline-rich glycoprotein family 

protein contains proline-rich extensin domains, INTERPRO:IPR002965; Common 

family member: At3g06360 [Arabidopsis thaliana] 

MAFSFLNKLLIIFIFIFISLSSSSPTISLVQQLSPEIAPLLPSPGDALPSDDGSGTIPSSPSPPDPDTNDGSYPDPL

AFSPFASPPVSSPSPPPSLPSAGVLLISLIISSASFLAL 

 

>At5g64310-AGP1C 68418.m08078 arabinogalactan-protein (AGP1) identical to 

gi:3883120 gb:AAC77823 

MAFSKSLVFVLLAALLISSAVAQSPAPAPSNVGGRRISPAPSPKKMTAPAPAPEVSPSPSPAAALTPESSASPPSPP

LADSPTADSPALSPSAISDSPTEAPGPAQGGAVSNKFASFGSVAVMLTAAVLVI 

 

>At5g65390-AGP7 68418.m08224 arabinogalactan-protein (AGP7)  

MNSKIIEAFFIVALFTTSCLAQAPAPSPTTTVTPPPVATPPPAATPAPTTTPPPAVSPAPTSSPPSSAPSPSSDAPT

ASPPAPEGPGVSPGELAPTPSDASAPPPNAALTNKAFVVGSLVAAIIYAVVLA 

 

>At1g68725-AGP19K 68414.m07853 arabinogalactan-protein, putative (AGP19) non-

consensus splice site at the intron:exon boundary (AT:exon) 

MESNSIIWSLLLASALISSFSVNAQGPAASPVTSTTTAPPPTTAAPPTTAAPPPTTTTPPVSAAQPPASPVTPPPAV

TPTSPPAPKVAPVISPATPPPQPPQSPPASAPTVSPPPVSPPPAPTSPPPTPASPPPAPASPPPAPASPPPAPVSPP

PVQAPSPISLPPAPAPAPTKHKRKHKHKRHHHAPAPAPIPPSPPSPPVLTDPQDTAPAPSPNTGGNALNQLKGRAVM

WLNTGLVILFLLAMTA 

 

>At2g23130-AGP17K 68415.m02760 arabinogalactan-protein (AGP17) identical to 

gi_11935086_gb_AAG41963 

MTRNILLTVTLICIVFITVGGQSPATAPIHSPSTSPHKPKPTSPAISPAAPTPESTEAPAKTPVEAPVEAPPSPTPA

STPQISPPAPSPEADTPSAPEIAPSADVPAPALTKHKKKTKKHKTAPAPGPASELLSPPAPPGEAPGPGPSDAFSPA

ADDQSGAQRISVVIQMVGAAAIAWSLLVLAF 

 

>At4g37450-AGP18K arabinogalactan-protein (AGP18) identical to 

gi_11935088_gb_AAG41964 

MDRNFLLTVTLICIVVAGVGGQSPISSPTKSPTTPSAPTTSPTKSPAVTSPTTAPAKTPTASASSPVESPKSPAPVS

ESSPPPTPVPESSPPVPAPMVSSPVSSPPVPAPVADSPPAPVAAPVADVPAPAPSKHKKTTKKSKKHQAAPAPAPEL

LGPPAPPTESPGPNSDAFSPGPSADDQSGAASTRVLRNVAVGAVATAWAVLVMAF 

 

>At1g51915-AGP42P 68414.m05852 cryptdin protein-related contains weak 

similarity to Swiss-Prot:P17533 cryptdin-related protein 1C precursor (CRS1C) 

[Mus musculus] 



MATERFSTMLISVLVLALVLSPILPCQATRAHLDAETRMLRRVCPSCVCCAPAPRGACCPCRCPKNP 

 

>At1g55330-AGP21P 68414.m06321 arabinogalactan-protein (AGP21) 

MEAMKMKMMVFIMVVAVAFSAATAATVEAPAPSPTSDAAMFVPALFASVVALASGFIF 

 

>At2g41905-AGP43P 68415.m05184 expressed protein 

MEMKKIACGVVFAAASMTAVMAAEVGAPAPGPAASGASVAVPALGSLVGASLVSLFAYYLN 

 

>At2g46330-AGP16P 68415.m05764 arabinogalactan-protein (AGP16) identical to 

gi|10880509|gb|AAG24284 

MASRNSVTGFALFSFVFAVILSLAGAQSLAPAPAPTSDGTSIDQGIAYLLMVVALVLTYLIHPLDASSSYSFF 

 

>At3g01730-AGP44P 68416.m00109 expressed protein 

MRAFSLMICVLVLATLIMVAESKSSYSGNDETLTPPPPMAPSPSPTGTDGGHFGEPKTLLPPPNAATFTTCPLLITS

TLISALAFVF 

 

>At3g13520-AGP12P 68416.m01700 arabinogalactan-protein (AGP12) identical to 

gi|10880501|gb|AAG24280 

MESMKMKLIVVLMVAIVAFSAVGNVAAQTEAPAPSPTSDAAMFVPALFASVAALASGFLF 

 

>At3g20865-AGP40P 68416.m02638 arabinogalactan-protein, putative (AGP) 

similar to gi|10880503|gb|AAG24281 

MEMKNIFVALFISAVLVSSVSAATMESPAPSPGASSASTVAFPVVGSIVAASLSAFLALLLQ 

 

>At3g57690-AGP23P 68416.m06427 arabinogalactan-protein, putative (AGP23) 

similar to arabinogalactan protein [Arabidopsis thaliana] 

gi|10880503|gb|AAG24281 

MEMKKIACGVLFAAASMTAVMAAEEVGAPAPGPASAASAALPALGSLVGASLVSLFSYYLH 

 

>At3g61640-AGP20P 68416.m06908 arabinogalactan-protein (AGP20)  

MASRNSVAVIALFAFVFAVISPFAGAQSLAPAPSPTSDGTSIDQGIAYLLMVVALVLTYLIHPLDASSSSYTFF 

 

>At4g26320-AGP13P 68417.m03785 arabinogalactan-protein (AGP13) identical to 

gi|10880503|gb|AAG24281 

MEAMKMRLFVAVLVAAMAFSAVQQAAAVEAPAPSPTSDASLAIPAFFASVATLAFGFLF 

 

>At5g11740-AGP15P 68418.m01371 arabinogalactan-protein (AGP15) identical to 

gi|10880507|gb|AAG24283 

MAISKASIVVLMMVIISVVASAQSEAPAPSPTSGSSAISASFVSAGVAAVAALVFGSALRI 

 

>At5g12880-AGP45P 68418.m01478 proline-rich family protein similar to 

hydroxyproline-rich glycoprotein gi|169345|gb|AAA33763 

MRRSWPTRLILLMVLTVVITMIAAAYGYSSVSSSKHKFPHYKYKAPSPPTTYSPYRYFSPPPVTDSDSAAYVR 

 

>At5g24105-AGP41P 68418.m02831 expressed protein 

MSGSRLFFGVSTIVSIIFAILLPMAHAQSAAPAPAPTSDGTTIDQGIAYVLMLVALVLTYLIH 

 

>At5g40730-AGP24P 68418.m04943 arabinogalactan-protein (AGP24) 

MMMMTKMFVQIAVVCLLATMAVVSAHEGHHHHAPAPAPGPASSSTVVSATNMFTVLAIAAVALVVGSNH 

 

>At5g53250-AGP22P 68418.m06619 arabinogalactan-protein, putative (AGP22) 

similar to arabinogalactan protein [Arabidopsis thaliana] 

gi|10880509|gb|AAG24284 

MASLKFPLEILAVFVIISVILLPIAQSHSSSPAPAPTSDGTSIDQGIAYVLMMVALALTYFIH 

 

>At5g56540-AGP14P 68418.m07056 arabinogalactan-protein (AGP14) identical to 

gi|10880505|gb|AAG24282 



MEAMKMKLYVVVLVAVIAFSTVHQTVAAVDAPAPSPTSDASSFIPTFFASVAVMAFGFFF 

 

>At1g03870-FLA9 68414.m00371 fasciclin-like arabinogalactan-protein (FLA9) 

identical to gi_13377784_gb_AAK20861 

MATTRLTLAPLLLIAAVLLATKATAQPAAPAPEPAGPINLTAILEKGGQFTTFIHLLNITQVGSQVNIQVNSSSEGM

TVFAPTDNAFQNLKPGTLNQLSPDDQVKLILYHVSPKYYSMDDLLSVSNPVRTQASGRDNGVYGLNFTGQTNQINVS

TGYVETRISNSLRQQRPLAVYVVDMVLLPGEMFGEHKLSPIAPAPKSKSGGVTDDSGSTKKAASPSDKSGSGEKKVG

LGFGLGLIVLCLKFLF 

 

>At1g15190-FLA19 68414.m01816 hypothetical protein 

MAKISSASCFRAIFLGALIILCLPHPSTGVPLEELERAIAILRVRGRALFANAIITSDLLFDLLSDESLTLFAPTDS

MLFDLDMTHSLPFYVSTLRLHSVPLRLSLSGLRSLPNSSSLPTLLPSHRLLLTKHSSSNDSIFLDGVQLLIPGLFDG

QHIAVHGLADLLPLTAPSSPNRLVEDSTALAKSPWFLGSRFSPAPEPYFAFMDLSPAESPSVEEVSPSPSWGEGEED

FIVGDEGGPLDGRNNGF 

 

>At2g04780-FLA7 68415.m00488 fasciclin-like arabinogalactan-protein (FLA7) 

identical to gi_13377782_gb_AAK20860 

MAKMQLSIFIAVVALIVCSASAKTASPPAPVLPPTPAPAPAPENVNLTELLSVAGPFHTFLDYLLSTGVIETFQNQA

NNTEEGITIFVPKDDAFKAQKNPPLSNLTKDQLKQLVLFHALPHYYSLSEFKNLSQSGPVSTFAGGQYSLKFTDVSG

TVRIDSLWTRTKVSSSVFSTDPVAVYQVNRVLLPEAIFGTDVPPMPAPAPAPIVSAPSDSPSVADSEGASSPKSSHK

NSGQKLLLAPISMVISGLVALFL 

 

>At2g20520-FLA6 68415.m02397 fasciclin-like arabinogalactan-protein (FLA6) 

identical to gi|13377780_gb_AAK20859 

MSSSLFSYVVLLIFLFTIPYIQSQPTAPAPTTEKSPINLTAILEAGHQFTTLIQLLNTTQVGFQVSVQLNSSDQGMT

IFAPTDNAFNKLKPGTLNSLTYQQQIQLMLYHIIPKYYSLSDLLLASNPVRTQATGQDGGVFGLNFTGQAQSNQVNV

STGVVETRINNALRQQFPLAVYVVDSVLLPEELFGTKTTPTGAPAPKSSTSSSDADSPAADDEHKSAGSSVKRTSLG

IVVSFALFCCSVIYIA 

 

>At2g24450-FLA3 68415.m02922 fasciclin-like arabinogalactan family protein 

similar to fasciclin-like arabinogalactan-protein 1 [Arabidopsis thaliana] 

gi|13377776|gb|AAK20857 

MGLKVSSSLLCLTILLAVSSIVSAVNITRVLEKYPEFSTMTELLAKTELTPIINKRQTITVLALNNDAIGSISGRPE

EEVKNILMNHVVLDYFDELKLKALKEKSTLLTTLYQSTGLGQQQNGFLNCTKSNGKIYFGSGVKGAPQTAEYITTVF

RNPYNLSVVQISMPIVAPGLGSPVKVPPPPPMSSPPAPSPKKGAATPAPAPADEGDYADAPPGLAPETAPASAPSES

DSPAPAPDKSGKKKMAAADEAEPPSSASNTGLSFGAVLVLGFVASFVGF 

 

>At2g35860-FLA16 68415.m04403 beta-Ig-H3 domain-containing protein / 

fasciclin domain-containing protein contains Pfam profile PF02469: Fasciclin 

domain 

MDSSYGATKFLLLLFLTTSIATALPDNKPVPGQINSNSVLVALLDSHYTELAELVEKALLLQTLEEAVGKHNITIFA

PRNDALERNLDPLFKSFLLEPRNLKSLQSLLMFHILPKRITSPQWPSLSHHHRTLSNDHLHLTVDVNTLKVDSAEII

RPDDVIRPDGIIHGIERLLIPRSVQEDFNRRRSLRSISAVIPEGAPEVDPRTHRLKKPSPAVPAGAPPVLPIYDAMS

PGPSLAPAPAPGPGGPRGHFNGDAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEGYVLTVLAPNDEAMA

KLTTDQLSEPGAPEQIMYYHIIPEYQTEESMYNAVRRFGKVKYDSLRFPHKVLAQEADGSVKFGHGDGSAYLFDPDI

YTDGRISVQGIDGVLFPKEETPATEIKPAAPVVKKVSKSRRGKLMEVACRMMGSRFIPCQ 

 

>At2g45470-FLA8 68415.m05655 fasciclin-like arabinogalactan-protein (FLA8) 

MAASQTFSLLAFTFSLLAFASTVSSHNITQILADSPDYSSFNSYLSQTKLADEINSRTTITVLVLNNGAMSALAGKH

PLSVIKSALSLLVLLDYYDPQKLHKISKGTTLSTTLYQTTGNAPGNLGFVNITDLKGGKVGFGSAASGSKLDSSYTK

SVKQIPYNISILEIDAPIIAPGVLTAPAPSASLSNITGLLEKAGCKTFANLLVSSGVLKTYESAVEKGLTVFAPSDE

AFKAEGVPDLTKLTQAEVVSLLEYHALAEYKPKGSLKTNKNNISTLATNGAGKFDLTTSTSGDEVILHTGVAPSRLA

DTVLDATPVVIFTVDNVLLPAELFGKSKSPSPAPAPEPVTAPTPSPADAPSPTAASPPAPPTDESPESAPSDSPTGS

ANSKSANAAVGVSTPSLFTALVTIAAIAVSVSLCS 

 



>At3g11700-FLA18 68416.m01434 beta-Ig-H3 domain-containing protein / 

fasciclin domain-containing protein contains Pfam profile PF02469: Fasciclin 

domain 

MDRCIYGCSVITIFFSFFFLLNASALESGHHNITGSGQINSNSVLVALLDSRYTELAELVEKALLLQTLEDAVGRHN

ITIFAPRNEALERDLDPDFKRFLLQPGNLKSLQTLLLSHIIPKRVGSNQWPEENSGRVKHVTLGHDQVLHLSKLKGT

NGKRLVNSAVITRPDDLTRPDGLIHGIERLLIPRSVQEDFNRRRNLRSISAVLPEGAPEIDPRTNRLKKSATAVSVP

AGSPPVLPIESAMAPGPSLAPAPAPGPGGAHKHFNGDAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEG

YVLTVLAPNDEAMGKLTTDQLSEPGAPEQIMYYHIIPEYQTEESMYNSVRRFGKVKYETLRFPHKVGAKEADGSVKF

GSGDRSAYLFDPDIYTDGRISVQGIDGVLFPEEKEEETVKKPTGPVKKVVQPRRGKLLEVACSMLGAIGKDSYLSRC 

 

>At3g12660-FLA14 68416.m01578 fasciclin-like arabinogalactan family protein 

similar to fasciclin-like arabinogalactan-protein 1 [Arabidopsis thaliana] 

gi|13377776|gb|AAK20857; 

MSSSLTIFFFFFASTFLYTSSNSFNITNILNEHDDFSNFNQLLSETQLASTINKRQTITVLVVSNGALSSLSGQPTS

VIKKILSLHIVLDYYDQKKLKNLSKKTVLLTTLFQSSGLARGQQGFLNATVMKNGDVAFGSAVPGSSLDAQLQDTVA

ALPFNISVLHISSAIMIDVKGDNAPTASPLSPVSSPPRPAESPNDDGQDFDEPPSSAPGAAADEPSENAGSANGVSR

NDSQPAFAFTLLMSFIWWFMARLR 

 

>At3g46550-FLA4 68416.m05053 fasciclin-like arabinogalactan family protein 

similar to fasciclin-like arabinogalactan protein FLA8 [Arabidopsis thaliana] 

gi|10880493|gb|AAG24276 

MANVISISHFTLLALPYLLLLLSSTAAAINVTAVLSSFPNLSSFSNLLVSSGIAAELSGRNSLTLLAVPNSQFSSAS

LDLTRRLPPSALADLLRFHVLLQFLSDSDLRRIPPSGSAVTTLYEASGRTFFGSGSVNVTRDPASGSVTIGSPATKN

VTVLKLLETKPPNITVLTVDSLIVPTGIDITASETLTPPPTSTSLSPPPAGINLTQILINGHNFNVALSLLVASGVI

TEFENDERGAGITVFVPTDSAFSDLPSNVNLQSLPAEQKAFVLKFHVLHSYYTLGSLESITNPVQPTLATEEMGAGS

YTLNISRVNGSIVTINSGVVLAVVTQTAFDQNPVSVFGVSKVLLPKELFPKSGQPVATAPPQEISLSPESSSEQPSR

LVSPPREIVSSGAVKRPLGFLVLWCWCIAFCYVLV 

>At3g52370-FLA15 68416.m05756 beta-Ig-H3 domain-containing protein / 

fasciclin domain-containing protein weak similarity to osteoblast SPecific 

factor 2 [Homo sAPiens] GI:393319; contains Pfam profile PF02469: Fasciclin 

domain; supporting cDNA gi|26450295|dbj|AK117608.1| 

MDDLSKLLFFLLLTISITTALPDKPGSGQINSNSVLVALLDSHYTELAELVEKALLLQTLEEAVGQHNITIFAPRND

ALEKNLDPEFKSFLLQPKNLKSLQSLLMFHILPKRITSPQFSSAVVSHRTLSNDHLHFTNGKVNSAEITKPDDLTRP

DGIIHGIERLLIPRSVQEDFNRRRSLRSIAAVLPEGAPEVDPRTHRLKKKPAPIPAGAPPVLPVYDAMSPGPSLAPA

PAPGPGGPRHHFNGEAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEGYVLTVLAPNDEAMAKLTTDQLS

EPGAPEQIMYYHIIPEYQTEESMYNSVRRFGKIRYDSLRFPHKVEAQEADGSVKFGHGDGSAYLFDPDIYTDGRISV

QGIDGVLFPEEKTPVEKKTGVPVVKKAPKPRRGKLMEVACTMLGSQFPTCQ 

 

>At3g60900-FLA10 68416.m06813 fasciclin-like arabinogalactan-protein (FLA10) 

MATSRAFTLFAFTLSLLTVASTVSGHNITQILSDTPEYSSFNNYLSQTKLADEINSRTTITVLVLNNGAMSSLAGKH

PLSVVKNALSLLVLLDYYDPLKLHQLSKGTTLTTTLYQTTGHALGNLGFVNVTDLKGGKVGFGSAAPGSKLDSSYTK

SVKQIPYNISVLEINAPIIAPGILTAPAPSSAGVSNITGLLEKAGCKTFANLLVSSGVIKTFESTVEKGLTVFAPSD

EAFKARGVPDLTNLTQAEVVSLLEYHALAEYKPKGSLKTNKDAISTLATNGAGKYDLTTSTSGDEVILHTGVGPSRL

ADTVVDETPVVIFTVDNVLLPAELFGKSSSPAPAPEPVSAPTPTPAKSPSPVEAPSPTAASPPAPPVDESSPEGAPS

DSPTSSENSNAKNAAFHVNAPALFTALVTIAATSLLL 

 

>At4g12730-FLA2 68417.m01999 fasciclin-like arabinogalactan-protein (FLA2) 

identical to gi_13377778_gb_AAK20858 

MAYLRRAATALVLIFQLHLFLSLSNAHNITRILAKDPDFSTFNHYLSATHLADEINRRQTITVLAVDNSAMSSILSN

GYSLYQIRNILSLHVLVDYFGTKKLHQITDGSTSTASMFQSTGSATGTSGYINITDIKGGKVAFGVQDDDSKLTAHY

VKSVFEKPYNISVLHISQVLTSPEAEAPTASPSDLILTTILEKQGCKAFSDILKSTGADKTFQDTVDGGLTVFCPSD

SAVGKFMPKFKSLSPANKTALVLYHGMPVYQSLQMLRSGNGAVNTLATEGNNKFDFTVQNDGEDVTLETDVVTAKVM

GTLKDQEPLIVYKIDKVLLPREIYKAVKTSAPAPKSSKKKPKNAEADADGPSADAPSDDDVEVADDKNGAVSAMITR

TSNVVTAIVGLCFGVWLM 

 



>At4g31370-FLA5  68417.m04448 fasciclin-like arabinogalactan family protein 

similar to fasciclin-like arabinogalactan-protein 1 [Arabidopsis thaliana] 

gi|13377776|gb|AAK20857 

MGLKASLSLLSLTILLVFSKVVTANNITLAFQKYSKFSTMRDLFIKTKLIAAIDKYQTITVLAVSNDAISSITNRSE

VELRNILMTHVILDYYDELKLQGMREKSIMLTTLYQTTGLGEQMNGFLNVSKSKGRVYFGSEVKNSPLNAEYVSTVY

HNPYNLSIIQITMPIVAPGLSLAIFPPPPPYVHVAPYPTPMDASVVPAPGPAADDNSPDSAVPKTPPAPATDTPEAD

SPAPAPSADNEKIEAADKAKPSSSASKAGWSFDVILLLAFLASFAGF 

 

>At5g03170-FLA11 68418.m00265 fasciclin-like arabinogalactan-protein (FLA11) 

MATSRTFIFSNLFIFFLVIATTYGQAPAPGPSGPTNITAILEKAGQFTLFIRLLKSTQASDQINTQLNSSSSNGLTV

FAPTDNAFNSLKSGTLNSLSDQQKVQLVQFHVLPTLITMPQFQTVSNPLRTQAGDGQNGKFPLNITSSGNQVNITTG

VVSATVANSVYSDKQLAVYQVDQVLLPLAMFGSSVAPAPAPEKGGSVSKGSASGGDDGGDSTDSSDAERTGFGFGIR

ITTVAAIAASSSLWI 

 

>At5g06390-FLA17 68418.m00715 beta-Ig-H3 domain-containing protein / 

fasciclin domain-containing protein contains Pfam profile PF02469: Fasciclin 

domain 

MDRRIYGGSAVIHLFLFFSVLIFSAASALSKNQSPSSGSGQINSNSVLVALLDSRYTELAELVEKALLLQTLEDAVG

RHNITIFAPRNEALERDLDPEFKRFLLEPGNLKSLQTLLMFHIIPNRVGSNQWPSEESGRVKHHTLGNDQVRLSNGQ

GKKMVDLAEIIRPDDLTRPDGLIHGIERLLIPRSVQEDFNRRRSLQSISAVLPEGAPEVDPRTNRLKKPAAPVPAGS

PPALPIQSAMAPGPSLAPAPAPGPGGKQHHFDGEAQVKDFIHTLLHYGGYNEMADILVNLTSLATEMGRLVSEGYVL

TVLAPNDEAMAKLTTDQLSEPGAPEQIVYYHIIPEYQTEESMYNSVRRFGKVKFDTLRFPHKVAAKEADGSVKFGDG

EKSAYLFDPDIYTDGRISVQGIDGVLFPQEEEVVESVKKPVKKIVQPRRGKLLEVACSMLGAFGKDTYLSKCR 

 

>At5g06920-FLA21 68418.m00782 hypothetical protein 

MGCCSSDCFVYFILSIALAFMAISTTLRSPPDSEPTIPIAFSSSSPSLSLNASNTLRQSNFKAIATLLHISPEIFLS

SSPNTTLFAIEDASFFNTSSLHPLFLKQLLHYHTLPLMLSMDDLLKKPQGTCLPTLLHHKSVQISTVNQESRTAEVN

HVRITHPDMFLGDSLVIHGVIGPFSPLQPHSDHLIHTPLCQSDTTNKTSNNEEVPVSIDWTRIVQLLSSNGFVPFAI

GLHSVLNRIVNDHNHHKNLTGVTILATPNLVSLSSASPFLYEVVRHHILVQRLTYKDFASMSDKATVKTLDPYQDLT

ITRRNVNSSGGDFMISGVEIVDPDMFSSSNFVIHGISHTLEIPHV 

 

>At5g40940-FLA20 68418.m04971 hypothetical protein 

MNKKPSKYFPSLNRTDYKNCNFLCNGFSLKPNEKKSSKNASMASKLLTTFFLIFFVLDIDLVATSMTSVSSAVEVLS

DSGYLSMGLTLKLANQDLNLEDWQELTLFAPSDQSFSKFGQPSLLDMKYQLSPTRLPGETLRNLPNGAKIPTLRSNY

SLTVTNSSRFGGKTSINNVVVQDSPVFDDGYVVIYGSDEFFTSPTKISDDSSSSSSIPSTTSSTGSIPIPSSATQTP

PSPNIASDSTRNLPNRSKPVNRFNIFESASRLLMSRGFVIIATFLALQLEDNTSGNDTKITVFAPIDEAIPNPTTKF

SDYVTIFRGHVVSQLLLWKDLQKFAKEGSILQTVLKGYEIEISLSGDILLLNGVPLIYPDLYVNDWIAVHGFNQMIV

TKEKQVDVGDSITVLNNGEQEEEGVHGEYSSELGDYGLH 

 

>At5g44130-FLA13 68418.m05401 fasciclin-like arabinogalactan-protein, 

putative similar to gi_13377784_gb_AAK20861 

MATTPLLLLLLTAVFLSTEITAQRAAPAPGPAGPINITAILEKGGQFVTLIRLLNTTQIGNQINIQINSSSEGMTVL

APTDNAFQNLKPGTLNKLSPDDQVKLILYHVSPKFYTLEDLLSVSNPVRTQASGRDVGGVYGLNFTGQGNQVNVSTG

VVETRLSTSLRQERPLAVYVVDMVLLPEEMFGERKISPMAPPPKSKSPDVSDDSESSKKAAAPSESEKSGSGEMNTG

LGLGLGLVVLCLKFLL 

 

>At5g55730-FLA1 68418.m06947 fasciclin-like arabinogalactan-protein (FLA1) 

identical to gi|13377776||AAK20857|13377775|gb|AF333970 

MAKKMSSLIIIFNILLLLTTQTHAHNVTRLLANHPSFSSFSHFLTQTHLADEINRRRTITVCAVDNAAMSALTSKGY

TLSTLKNILSLHVLLDYFGTKKLHQIRDGSALAATLFQATGAAPGTSGFVNITDLRGGKVGFGPDGGDLSSFFVKSI

EEVPYNISIIQISRVLPSETAAAPTPAPAEMNLTGIMSAHGCKVFAETLLTNPGASKTYQESLEGGMTVFCPGDDAM

KGFLPKYKNLTAPKKEAFLDFLAVPTYYSMAMLKSNNGPMNTLATDGANKFELTVQNDGEKVTLKTRINTVKIVDTL

IDEQPLAIYATDKVLLPKELFKASAVEAPAPAPAPEDGDVADSPKAAKGKAKGKKKKAAPSPDNDPFGDSDSPAEGP

DGEADDATADDAGAVRIIGGAKAGLVVSLLCLFASSWLL 

 

>At5g60490-FLA12 68418.m07586 fasciclin-like arabinogalactan-protein (FLA12) 



MEHSLIILLFTVLLLLTTTPGILSQPSPAVAPAPPGPTNVTKILEKAGQFTVFIRLLKSTGVANQLYGQLNNSDNGI

TIFAPSDSSFTGLKAGTLNSLTDEQQVELIQFHVIPSYVSSSNFQTISNPLRTQAGDSADGHFPLNVTTSGNTVNIT

SGVTNTTVSGNVYSDGQLAVYQVDKVLLPQQVFDPRPPAPAPAPSVSKSKKKKDDSDSSSDDSPADASFALRNVGSV

CDAVSFCVMSVMLAWFYL 

 

>At2g23990-PAG1  68415.m02865 plastocyanin-like domain-containing protein   

MVSLISIVSVVFLLFTTFYHFGEARIINVGGSLDAWKVPESPNHSLNHWAESVRFQVGDALLFKYDSKIDSVLQVTK

ENYEKCNTQKPLEEHKDGYTTVKLDVSGPYYFISGAPSGNCAKGEKVTVVVQSPNHPKPGPAAVTPTLPPKPSTTPA

APAPAPPTPSPKSSTSTMAPAPAPAKSSAVGLVAGNGIFWASTLVAVIGLAFA 

 

>At2g25060-PAG2  68415.m02997 plastocyanin-like domain-containing protein 

MFLSASMASSSLHVAIFSLIFLFSLAAANEVTVGGKSGDWKIPPSSSYSFTEWAQKARFKVGDFIVFRYESGKDSVL

EVTKEAYNSCNTTNPLANYTDGETKVKLDRSGPFYFISGANGHCEKGQKLSLVVISPRHSVISPAPSPVEFEDGPAL

APAPISGSVRLGGCYVVLGLVLGLCAWF 

 

>At2g26720-PAG3  68415.m03205 plastocyanin-like domain-containing protein / 

mavicyanin, putative similar to mavicyanin SP:P80728 from [Cucurbita pepo] 

MALIKNNIFFTSLLIFVTLFGVAVGGTVHKVGNTKGWTMIGGDYEAWASSRVFQVGDTLVFAYNKDYHDVTEVTHND

FEMCESSKPLRRYKTGSDSISLTKPGLQHFICGVPGHCKKGQKLQIHVLPASLGHVAVPVPGPVRSQSSSSSPSPSP

LVDPPVNNAPQYQMGPTPASHSAASADFIFTFSFDLTLIDLCTFFILFFILV 

 

>At2g31050-PAG4  68415.m03788 plastocyanin-like domain-containing protein 

contains plastocyanin-like domain Pfam:PF02298 

MALIKSNAFFTSLLILVALFGISVGGTVHKVGDSDGWTIMSVNYETWASTITFQVGDSLVFKYNKDFHDVTEVTHND

YEMCEPSKPLARYETGSDIVILTKPGLQHFICGFPGHCDMGQKLQIHVLPASLGPVAAPVPGPVRPPSSFSSPSQSP

LAESPVNHAPVQYQMGPSPAPHSAASNSNVWIGLCFLPLLSLLILV 

 

>At2g32300-PAG5  68415.m03949 uclacyanin I identical to uclacyanin I 

GI:3399767 from [Arabidopsis thaliana]; contains Pfam profile PF02298: 

Plastocyanin-like domain; identical to cDNA uclacyanin I GI:3399766 

MASREMLIIISVLATTLIGLTVATDHTIGGPSGWTVGASLRTWAAGQTFAVGDNLVFSYPAAFHDVVEVTKPEFDSC

QAVKPLITFANGNSLVPLTTPGKRYFICGMPGHCSQGMKLEVNVVPTATVAPTAPLPNTVPSLNAPSPSSVLPIQPL

LPLNPVPVLSPSSSTPLPSSSLPLIPPLSPALSPATAAGTSLPLFPGSPGSSSSTTSTKTVGTFPSSTTGTTADLAG

ADSPPADSSSAAKTLVLGFGFMVAMMLHLF 

 

>At2g44790-PAG6  68415.m05574 uclacyanin II strong similarity to uclacyanin 

II GI:3399769 from [Arabidopsis thaliana]; contains Pfam profile PF02298: 

Plastocyanin-like domain; identical to cDNA uclacyanin II GI:3399768 

MAMNGLSKMAVAAATALLLVLTIVPGAVAVTYTIEWTTGVDYSGWATGKTFRVGDILEFKYGSSHTVDVVDKAGYDG

CDASSSTENHSDGDTKIDLKTVGINYFICSTPGHCRTNGGMKLAVNVVAGSAGPPATPTPPSSTPGTPTTPESPPSG

GSPTPTTPTPGAGSTSPPPPPKASGASKGVMSYVLVGVSMVLGYGLWM 

 

>At3g20570-PAG7 68416.m02604 plastocyanin-like domain-containing protein 

MARNLKSMMLCGFGLLCFLMIVDRAYAREFTVGGATGWTVPSGSQVYSQWAEQSRFQIGDSLLFVYQSNQDSVLQVT

RDAYDSCNTDSPTAKFADGKTSVTLNHSGPYYFISGNKDNCKKNEKLVVIVMADRSGNKNTASSPPSPAPAPSGESA

PSPPVSGTFEMTPAPTPTTSEDTPNSAASSLSFVAALLGAALASTLFLH 

 

>At3g60270-PAG8 68416.m06737 uclacyanin, putative similar to uclacyanin 3 

GI:3395770 from [Arabidopsis thaliana]; contains Pfam profile PF02298: 

Plastocyanin-like domain 

MGSTAATALLLLLLLVAVPAVFAVTFQVGDNDGWTIGVEYTSWVSEKTFRVGDTLEFKYGPSHSVAVVNKADYDGCE

TSRPTQSFSDGDTKIDLTKVGAIHFLCLTPGHCSLGMKLAVQVLAAVSLEPPPSPSAPSPSPSAPSPSPSAPSPSPS

PGNAENLKNAASKGIMSYGKIVVTMVLMYGVLN 

 

>At3g60280-PAG9 68416.m06738 uclacyanin 3 (UCC3) identical to uclacyanin 3 

GI:3395770 from [Arabidopsis thaliana]; contains Pfam profile PF02298: 

Plastocyanin-like domain; identical to cDNA uclacyanin 3 (UCC3)GI:3395769 



MGSTVAAALLLFLAAVPAVFAATFKVGDISGWTSNLDYTVWLTGKTFRVGDTLEFVYGLSHSVSVVDKAGYDNCDSS

GATQNFADGDTKIDLTTVGTMHFLCPTFGHCKNGMKLAVPVLAAAPSPSTPSSPPSTPSTPSSPPSTPSTPSSPPSP

PSPPSPSLPPSSLPPSASPPTNGTPDSETLTPPPAPLPPSLSPNAASKGVMSYGIIGVTMILMYAVMT 

 

>At4g27520-PAG10 68417.m03952 plastocyanin-like domain-containing protein 

similar to PIR|JC7196 phytocyanin-related protein Pn14 {Ipomoea nil}; 

contains Pfam profile PF02298: Plastocyanin-like domain 

MTFLKMKSLSFFFTILLSLSTLFTISNARKFNVGGSGAWVTNPPENYESWSGKNRFLVHDTLYFSYAKGADSVLEVN

KADYDACNTKNPIKRVDDGDSEISLDRYGPFYFISGNEDNCKKGQKLNVVVISARIPSTAQSPHAAAPGSSTPGSMT

PPGGAHSPKSSSPVSPTTSPPGSTTPPGGAHSPKSSSAVSPATSPPGSMAPKSGSPVSPTTSPPAPPKSTSPVSPSS

APMTSPPAPMAPKSSSTIPPSSAPMTSPPGSMAPKSSSPVSNSPTVSPSLAPGGSTSSSPSDSPSGSAMGPSGDGPS

AAGDISTPAGAPGQKKSSANGMTVMSITTVLSLVLTIFLSA 

 

>At4g28365-PAG11 68417.m04060 plastocyanin-like domain-containing protein  

MGLVMRFDLYLMFVMLMGLGFTISNGYKFYVGGKDGWVPTPSEDYSHWSHRNRFQVNDTLHFKYAKGKDSVLEVTEQ

EYNTCNTTHPLTSLSDGDSLFLLSHSGSYFFISGNSQNCLKGQKLAVKVLSTVHHSHSPRHTSPSPSPVHQELSSPG

PSPGVEPSSDSNSRVPAPGPATAPNSAGLVGPGMVVLVIMISSLF 

 

>At4g30590-PAG12 68417.m04340 plastocyanin-like domain-containing protein 

MGIIVPVLTLVFLLFAKVSHGASNPRVILVGGSVGSWKVPDSPNNTLNHWAENNRFKVGDFIVWKYDMKVDSVLQVT

KEDYESCNTANPLKQYNDGNTKVALDKSGPYFFISGAPGNCAKGEKITLVVLAERKSGGGSSSGDAPKVSPVSPTAQ

TPAPAPGPAAAHNAAVGLKVASGWFLTAVVVGLAMA 

 

>At4g31840-PAG13 68417.m04524 plastocyanin-like domain-containing protein 

MASSSLLVTIFLCISVFFFSSVNANEVTVGGKSGDWKIPPSSSFSFNEWAQKARFKVGDFIVFKYEAGKDSVLQVTR

EAYEKCNTTSPKASYTDGNTKVKLDQAGPVYFVSGTEGHCQKGQKLRLVVITPRNSAFSPGPSPSEFDGPAVAPTSG

AAKLAGGFSVVFGLVLGLWAFFF 

 

>At4g32490-PAG14 68417.m04625 plastocyanin-like domain-containing protein 

MVFVKMTDVYLMIVMLMGLGFSIELSNGHKFYVGGRDGWVLTPSEDYSHWSHRNRFQVNDTLYFKYVKGKDSVLEVS

EKEYNTCNTTHPLTSLSDGDSLFLLSRSDPFFFVSGNSGSCLKGQKLAVTVMSTGHHSHTPRHPSPSPSPSASPVRK

ALLSPAPIPVHKALSSPAPTPGVDPSHSEVLAPAPGPAAAVRNLAGSVAPGVISLGLVLVIMISSMV 

 

>At5g25090-PAG15 68418.m02973 plastocyanin-like domain-containing protein  

MAQRTLVATFFLIFFLLTNLVCSKEIIVGGKTSSWKIPSSPSESLNKWAESLRFRVGDTLVWKYDEEKDSVLQVTKD

AYINCNTTNPAANYSNGDTKVKLERSGPYFFISGSKSNCVEGEKLHIVVMSSRGGHTGGFFTGSSPSPAPSPALLGA

PTVAPASGGSASSLTRQVGVLGFVGLLAIVLL 

 

>At5g26330-PAG16 68418.m03147 plastocyanin-like domain-containing protein / 

mavicyanin, putative similar to mavicyanin SP:P80728 from [Cucurbita pepo] 

MAAIIVAALACIVVMLRLSEAAVYKVGDSAGWTTIANVDYKLWASTKTFHIGDTVLFEYNPQFHNVMRVTHPMYRSC

NTSKPISTFTTGNDSITLTNHGHHFFFCGVPGHCLAGQKLDLHVLLPASSTPLSDPPTSSSSSPPSTTIPAAGVPGP

SPSLAASLPSMVTAQIVAVVTLLVSLAFTNFAS 

 

>At5g53870-PAG17 68418.m06701 plastocyanin-like domain-containing protein 

contains similarity to SP|Q02917 Early nodulin 55-2 precursor {Glycine max}; 

PF02298: Plastocyanin-like domain 

MSAIMKSLCFSFLILASFATFFSVADAWRFNVGGNGAWVTNPQENYNTWAERNRFQVNDSLYFKYAKGSDSVQQVMK

ADFDGCNVRNPIKNFENGESVVTLDRSGAFYFISGNQDHCQKGQKLIVVVLAVRNQPSAPAHSPVPSVSPTQPPKSH

SPVSPVAPASAPSKSQPPRSSVSPAQPPKSSSPISHTPALSPSHATSHSPATPSPSPKSPSPVSHSPSHSPAHTPSH

SPAHTPSHSPAHAPSHSPAHAPSHSPAHAPSHSPAHSPSHSPATPKSPSPSSSPAQSPATPSPMTPQSPSPVSSPSP

DQSAAPSDQSTPLAPSPSETTPTADNITAPAPSPRTNSASGLAVTSVMSTLFSATFTFLMFA 

 

>At1g03820-AGP28I 68414.m00363 expressed protein similar to arabinogalactan-

protein; AGP (GI:1087015) {Pyrus communis}; similar to Protein E6. 

(SP:Q01197) {Gossypium hirsutum} 



MASFALKPIFCFIAVFCFIVHNVEAREGKLFFSKFTHIDRPNNKDVALSPAPAPGLAQANGRLGNGSFGPGSGMIPQ

TKESWPSSSTTTDEEFEKLMATFDEEKNTKLPEAFEEEEESEDSEDLNEPKDKYNNNNNNNGYTYTTNNYNDNGRGY

GNEEEKQGMSDTRVMENGKYFYDTRGRNSENTPSRGYENARGNDHTNEFETMEEYYKSLEGSQEEYEP 

 

>At1g28290-AGP31I 68414.m03472 pollen Ole e 1 allergen and extensin family 

protein similar to arabinogalactan protein [Daucus carota] GI:11322245; 

contains Pfam profile PF01190: Pollen proteins Ole e I family 

MGFIGKSVLVSLVALWCFTSSVFTEEVNHKTQTPSLAPAPAPYHHGHHHPHPPHHHHPHPHPHPHPPAKSPVKPPVK

APVSPPAKPPVKPPVYPPTKAPVKPPTKPPVKPPVSPPAKPPVKPPVYPPTKAPVKPPTKPPVKPPVYPPTKAPVKP

PTKPPVKPPVYPPTKAPVKPPTKPPVKPPVSPPAKPPVKPPVYPPTKAPVKPPVSPPTKPPVTPPVYPPKFNRSLVA

VRGTVYCKSCKYAAFNTLLGAKPIEGATVKLVCKSKKNITAETTTDKNGYFLLLAPKTVTNFGFRGCRVYLVKSKDY

KCSKVSKLFGGDVGAELKPEKKLGKSTVVVNKLVYGLFNVGPFAFNPSCPK 

 

>At1g36150-AGP29I 68414.m04494 protease inhibitor/seed storage/lipid transfer 

protein (LTP) family protein low similarity to glucoamylase S1/S2 [Precursor] 

from Saccharomyces cerevisiae [SP|P08640], proteophoSPhoglycan from 

Leishmania major [GI:5420387]; contains Pfam protease inhibitor/seed 

storage/LTP family domain PF00234 

MKPSFVLLSIVLLLSSSLSDAADFGSPSQPPSMAPTPQPSNSTDCSSVIYSMVDCLSFLTVGSTDPSPTKTCCVGVK

TVLNYSPKCLCSALESSREMGFVLDDTKALAMPKICNVPIDPNCDVSTPAASTPVSPPVESPTTSPSSAKSPAITPS

SPAVSHSPPPVRHSSPPVSHSSPPVSHSSPPTSRSSPAVSHSSPVVAASSPVKAVSSSTASSPRAASPSPSPSPSIS

SSGILLVSKLFIAVVMVSSFLYILA 

 

>At2g33790-AGP3OI 68415.m04144 pollen Ole e 1 allergen and extensin family 

protein similar to arabinogalactan protein [Daucus carota] GI:11322245, 

SP|Q03211 Pistil-SPecific extensin-like protein precursor (PELP) {Nicotiana 

tabacum}; contains Pfam profile PF01190: Pollen proteins Ole e I family 

MGIIGKSVSLTLFALLCFTSSVFTLGVNQPGSSDPFHSLPQHLPLPPIKLPTLPPAKAPIKLPAYPPAKAPIKLPTL

PPAKAPIKLPTLPPIKPPVLPPVYPPKYNKTLVAVRGVVYCKACKYAGVNNVQGAKPVKDAVVRLVCKNKKNSISET

KTDKNGYFMLLAPKTVTNYDIKGCRAFLVKSPDTKCSKVSSLHDGGKGSVLKPVLKPGFSSTIMRWFKYSVYNVGPF

AFEPTCPK 

 

>At5g21160-AGP32I 68418.m02528 La domain-containing protein / proline-rich 

family protein contains proline-rich extensin domains, INTERPRO:IPR002965, 

PF05383: La domain 

MMAETEGSVADDRELITREGGIGTKSPWKTTTSPVETIDAPVMGAHSWPALADAAQQPRPKNPPAPAPAPPSKNIPT

SIPIPTPAVTGQAKSKGGGKANPGHKNPSGRHSKPGPRSNQNGPPPPPYLVHAVPYHPPPFPPMVPLPHAAGPDFPY

APYPPYPVPVPPVTESGNEKQVQASPLPPVLPAPQGDPGKPWPHQRGFDPRNMPQGAGPRNFGRPPFMGPAPGFLVG

PGPGFPGPVYYLPGPPPGAIRGPYPPRFAPYPVNQGPPILSPEKLDLRDRVLKQVEYYFSDENLENDHYLISLMDEE

GWVPTKIIAGFKRVKAMTMDVDFIVYALGFSNSVEVQGDQIRKRDKWSDWIPASKKSTSAETIGDGDKDSPKSITSG

DNFGNPSKGSSKPTVSDFSSEGAQSSRTNNYKSGNLKSSADEKRNVEDLSNDFSNTFLLDEELDLEHRSPRKSGLSM

SKSIEYEDDDMAVDDQDIQKLVIVTQNSGKSDGAGIGGTEAKNIPKELASTINDGLYYFEQELKKKRSGRRKNNSHL

DTKDGKIKSGEGLNTKLGENSAANDGGEEHGIITSRRKQNKGTHKHHTAHARRFFSSNIRNNGNISESPPSSSIGFF

FGSTPPDSHGPRLSKLSSSPQCTLSGSSPPVGSLPKSFPPFQHPSHQLLEENGFKQEKYLKYRKRCLNERKKLGSGC

SEEMNHLYRFWSYFLRDTFVLSMYDDFQKFALEDAAGNYDYGLECLFRFYSYGLEKHFDEDLYKDFEKLSLDFYHKG

NLYGLEKYWAFHHYRGKEEPITKHPELEKLLKEEFRSIDDFRAKETITNQKENKSH 

 

>At5g56330-AGP33I 68418.m07031 carbonic anhydrase family protein contains 

proline-rich extensin domains, INTERPRO:IPR002965; contains Pfam profile 

PF00194: Eukaryotic-type carbonic anhydrase 

MKISSLGWVLVLIFISITIVSSAPAPKPPKPKPAPAPTPPKPKPTPAPTPPKPKPKPAPTPPKPKPAPAPTPPKPKP
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