Supplemental Figure 11. Protein sequences encoded by the predicted PRP genes. Colored
sequences at the N and C terminus indicate predicted signal peptide (green) and GPI anchor
(turquoise) addition sequences if present. PPV X(K/T) (grey), KKPCPP (teal), and PPV (pink)
repeats are also indicted.

>At1gl5825-PRP5 68414.m01899 hydroxyproline-rich glycoprotein family protein

contains proline-rich extensin domains, INTERPRO:IPR002965

MPEBMODFPPILTPPAEEFPPILPEEBNOE IPPVETLPPTVODPPTIPVFSTEBMLGDFPPQTPDFTTPPEVTNPWOR
TSFAPPIESIPTIPDNPFPVTPNPDMGSNQPFVELPPPTWDSPPFNR

>At1g54970-PRP1 68414.m06278 proline-rich family protein similar to proline-
rich protein GI:170048 from [Glycine max]

DYYAPSSPPVYTS PVNKPTLPPPVYTPPVHKPTLP-YTPPVHKPTLSPPVYTK
PTLPPPAYT YNKPTLPAPVYTPPVYKPTLS PPVYTKPTLLPPVFKPTLSPPVYTKPTLSPTVYKPTLS-NNK
PSLSPPVYKPTLSPPVYTKPTLP-YKKS PSYSPPPPFAPKPTYTPPTKPYVPEIIKAVGGIILCKNGYETYPIQG

AKAKIVCSERGSYEKSKNEVVIYSDPTDFKGYFHVVLTHIKNLSNCRVKLYTSPVETCKNPTNVNKGLTGVPESMYS
DKNLKLENVGPFYFTAGSKAAPATPRY

>At2g21140-PRP2 68415.m02508 hydroxyproline-rich glycoprotein family protein
identical to proline-rich protein 2 [Arabidopsis thaliana]
gi|7620011|gb|AAF64549

LSCDVKVVGDVEVIGYSEISKIKIPNAFSGLRVTIECKAADSKGHFVTRGS
GEVDETGKFHLNIPHDIVGDDGTLKEACYAHLQSAFGNPCPAHDGLEASKIVFLSKSGONHVLGLKKSLKFSPEVCT
SKFFWHMPKFPLPPPLNLPPLTFPKIKiEeEs 1 vKEEN I (RRBeEE < 1 AHKP I YKBBNr 1 yKBBN P 1 Y<BBN v 1 PR
BBEBE < 1 nxr1vKBBNir 1 YKBBlIlV I PKKTFPPLHKPIYKHPVPTIYKP T FKBBNVV I P LPKFPHFPPKYIPH
PKFGKWPPFPSHP

>At2g27380-PRP6 68415.m03302 proline-rich family protein contains proline-
rich extensin domains, INTERPRO:IPR002965
DATVKQNFNKYETDSGHAHPPPIYGAPPSYTTPPPPIYSPPIYPPPIQKPPT
YSPPIYPPPIQKPPTPTYSPPIYPPPIQKPPTPTYSPPIYPPPIQKPPTPTYSPPIYPPPIQKPPTPSY SEENK PEE
OMPPTPTYSPPIKPPPVHKPPTPTYSPPIKPPVHKPPTPIYSPPIKPPPVHKPPTPIYSPPIKPPPVHKPPTPTYS
KPBBMllHKPPTPIYSPPIKPPPVHKPPTPIYSEBMKPPPVQTPPTPIYSEBMKPPPVHKPPTPTY SEBNMKSPPVQ
KPPTPTYSPPIKPPPVQKPPTPTYSPPIKPEBNMKPPTPIYSEBNKPPPVHKPPTPIY SEBMKPPPVHKPPTPIYSER
flxPPPIOKPPTPTYSPPIKPPPLOKPPTPTYSPPIKLEBMKPPTPIYSEBMKPPPVHKPPTPI Y SEBNK PPPVHKPP
TPTYSPPIKPEBMKPPTPTYSEBMOPPPVOKPPTPTY SEBMKPPPIQKPPTPTYSPPIKPBBMKPPTPTYSPPIKPR
Bl PPTPTYSPPIKPPPIHKPPTPTYSPPIKPPPVHKPPTPTYSPPIKPPPVHKPPTPTYSPPIKPPPVHKPPTPT
YSPPIKPPPVHKPPTPTYSPPIKPPPVHKPPTPTYSPPIKPEBNOKPPTPTY SEBNK PEBNloLPPTPTY SEBNK BB
fioverrerySEENiK PEBNIOVPPTPTYSPPIKPEBNOVPPTPTTPSPPOGGYGTPPPYAYLSHPIDIRN

>At2g47530-PRP7 68415.m05932 hypothetical protein

MRS TEARTND N DAMNAVATADY YAQPOPYVPKPTTTYTSPVKTPYLPKSNPDIATEGF ILCKSGYKTYPIQGGKV
KVVCPVVDSYGKLVAKVTISSYPTDLKGYFYFITYGLSHKVNNISSCKVKLESSPVFTCKTPTNVNKGVTGAPLSPD
NSKFLSHDNLTLYTLEPFYFSSPVAPKPVY

>At3g50570-PRP8 68416.m05531 hydroxyproline-rich glycoprotein family protein
contains proline-rich protein domains, INTERPRO:IPR000694

STKKPWPKPSDLANHNNNFGDSKVGWACSSSSDPNTPPSPPGSEFPNIPQIPGIPN
IPFPNIPGIPIPNIPGLPNIPGLPGPPFESLLVSQSGELEKCLSKDGSKTNEKCFSQIFSSWAENDFALDKECCETT
VNMNKRCYGHLHMMFKSHFFAPLLQYSCHIKHAKN

>At3g62680-PRP3 68416.m07041 proline-rich family protein contains proline-
rich region, INTERPRO:IPR000694

DYYSPSSPPVYKSPEHKPTLPS PVYTPPVYKPTLS-YTKPTI PPPVYTPPVYK
HTPSPPVYTKPTIPPPVYTPPVYKPTLSPPVYTKPTIPPPVYTPPVYKPTPVYTKPTIPPPVYTPPVYKPTPSPPVY
KKSPSYSSPPPPYVPKPTYTPTTKPYVPEILKAVDGIILCKNGYETYPILGAKIQIVCSDPASYGKSNTEVVIYSNP



TDSKGYFHLSLTSIKDLAYCRVKLYLSPVETCKNPTNVNKGLTGVPLALYGYRFYPDKNLELEFSVGPEFYYTGPKAAP
ATPKY

>At4g38770-PRP4 68417.m05490 proline-rich family protein (PRP4) similar to
proline-rich protein [Arabidopsis thaliana] gi|6782442|gb|AAF28388; contains
proline-rich extensin domains, INTERPRO:IPR002965
MR PEPRES VP CI IV SVENSATHSIAR VVEVVGYAESKIKTPHAFSGLRVT I DCKVNKGHFVTKGSGN I DDKGK
FGLNIPHDIVSDNGALKEECYAQLHSAAGTPCPAHDGLESTKIVFLSKSGDKHILGLKONLKEFSPEICVSKEFEFWPMP
KLPPFKGFDHPFPLPPPLELPPFLKKPCPPKYS-EVP PVYEPPPKKEIP PVYDPPPKKEVP-PVYKP
PPKVELPPPIP KPPKIEHP-PVYKPPPKIEKP PVYKPPPKIEHP PVHKLPKKPCPPKKVDP1
Ki

IPVHKPPT KKV%PVHKPPPKIVI PPPKIEHPEBMPVYKPPPKIEHPPIYIPP IV P I Y

T PBEBB . PO1 PPLPKFPPLPPKY IHHPKFGKWPPLPPHP

>At5g09520-PRPY9 68418.m01101 hydroxyproline-rich glycoprotein family protein
contains proline-rich extensin domains, INTERPRO:IPR002965

MRS F S AS IS PRI I CUT AT ISVPVSVEARR L LEEPKPE I PTFPELPKPEMPKLPEFPKLELPKLPEI PKPEMP

KLPEIQKPELPTFPELPKMPEFPKFDFPKLPELPKPEETKVPAFTMPKEPGSP

>At5g09530-PRP10 68418.m01103 hydroxyproline-rich glycoprotein family protein
contains proline-rich extensin domains, INTERPRO:IPR002965
RRLLEDPKPEIPKLPELPKFEVPKLPEFPKPELPKLPEFPKPE
LPKIPEIPKPELPKVPEIPKPEETKLPDIPKLELPKFPEIPKPELPKMPEIPKPELPKVPEIQKPELPKMPEIPKPE
LPKFPETPKPDLPKFPENSKPEVPKLMETEKPEAPKVPEIPKPELPKLPEVPKLEAPKVPEIQKPELPKMPELPKMP
EIQKPELPKLPEVPKLEAPKVPEIQKPELPKMPELPKMPEIQKPELPKMPEIQKPELPKVPEVPKPELPTVPEVPKS
EAPKFPEIPKPELPKIPEVPKPELPKVPEITKPAVPEIPKPELPTMPQLPKLPEFPKVPGTP

>At5g15780-PRP11 68418.m01845 pollen Ole e 1 allergen and extensin family
protein contains Pfam profile PF01190: Pollen proteins Ole e I family

QGOQHVMKKTRSSAVVVGTVYCDTCFNGAFSKSPNHLISGALVAVECIDEN
SKPSFRQEVKTDKRGEFKVKLPFSVSKHVKKIKRCSVKLLSSSQPYCSIASSATSSSLKRLKSNHHGENTRVFSAGF
FTFRPENQPEICSQKPINLRGSKPLLPDPSFPPPLQDPPNPSPLPNLPIVPPLPNLPVPKLPVPDLPLPLVPPLLPP
GPQKSASLHNKKSDSLKDKKTEALKPNFFFPPNPLNPPSIIPPNPLIPSIPTPTLPPNPLIPSPPSLPPIPLIPTPP
TLPTIPLLPTPPTPTLPPIPTIPTLPPLPVLEBMPIVNPPSLPPPPPSFPVPLEBMPGLPGIBBNPLIPGIPPAPLI
PGIPPLSPSFSSHHQP

>At5g59170-PRP12 68418.m07416 proline-rich family protein contains proline-
rich extensin domains, INTERPRO:IPR002965

SSASTNSVPNWFHHWPPFKWGPKEPYS PPKPPPIEKYP-QYPPPIKKYPP
PPYEH KYPPPIKTYPH KYPPPEQYPPPIKKYPPPEQYPPPIKKYPPPEQYSPPFKKYPPPEQYPPPIKKYP
PPEHYPPPIKKYPPQEQYPPPIKKYPPPEKYPPPIKKYPPPEQYPPPIKKYPPPIKKYPPPEEYPPPIKTYPH-K
YPPPPYKTYPHPPIKTYPPPKECPPPPEHYPWPPKKKYP-EYPSPPYKKYPPADP

>At1g09460-PRP13 68414.m01058 glucan endo-1,3-beta-glucosidase-related
similar to glucan endo-1,3-beta-glucosidase precursor SP:P52409 from
[Triticum aestivum]

TTTHHDVLNPPTVFPTNPTTTPTATF-TITPTNPATTVPIVPPVTTIPPPTL
TPPPVITIPPPTLT TNPVTNPVTQYPPTQPSGTVPVPVPVVA-VSNSPSVSGQSWCVAKPGASQVSLQQALD
YACGIADCSQLOQGGNCYSPISLOSHASFAFNSYYQKNPSPOSCDEFGGAASLVNTNPSTGSCIYQTGSSTSTPMTAG

TTTPTPSTQTVNQ-TSTPI IPTGGGIIGVGTPPAIFNPANPTSNTLNNPSSGGLAGGYGFDGSPNENNPTSSDST
HLKIHFGHAMVATLILHAVLFH

>At19g62500-PRP14 68414.m07052 protease inhibitor/seed storage/lipid transfer
protein (LTP) family protein similar to auxin down regulated GB:X69640
GI:296442 from [Glycine max]; contains Pfam profile PF00234: Protease
inhibitor/seed storage/LTP family
CTPCTRPHPPVPKPPQHGGGGGGGSKPPPHHGGKGGGKPPPHGGKGGGPPH
HGGGGGGGGKS RP RPPPIIRP-VYPPPIVRPPPITRPPIIIPPIQPPPVTTPPGLLPPITTPPGLL



PPVTTPPGLLPPVTTPPGLLPPI INP-TVPPPSSGYPPYGPPSGGGGGGGGKQPTCPINALKLGACVDVLGGLIH
IGLGNPVENVCCPVLQGLLELEAAVCLCTTIRLKLLNLNIFIPLALQALITCGINPPSGEVCPPLT

>At2g10940-PRP15 68415.m01167 protease inhibitor/seed storage/lipid transfer
protein (LTP) family protein similar to proline-rich cell wall protein
[Medicago sativa] GI:3818416; contains Pfam profile PF00234 Protease
inhibitor/seed storage/LTP family

CGSCNPRKGGKHSPKAPKLP TVPKLP TVPKLPV-TVPKLP
TVPKLPV-TVPKLPVPPVTVPKLP TVPKLP TVPKLPLPPISGL
GPNLPLPPLPIVGPILPPGTTPPATGGKDCPPPPGSVKPPSGGGKATCPIDTLKLGACVDLLGGLVKIGLG
DPAVNKCCPLLKGLVEVEAAACLCTTLKLKALDLNLYVPVALQLLLTCGKNPPPGYTCSI

>At39g22120-PRP16 68416.m02792 protease inhibitor/seed storage/lipid transfer
protein (LTP) family protein similar to SP|Q00451|PRF1 LYCES 36.4 kDa
proline-rich protein Lycopersicon esculentum, proline-rich cell wall protein
[Medicago sativa] GI:3818416; contains Pfam profile PF00234 Protease
inhibitor/seed storage/LTP family

CDCTPPKPSPAPHKPPKHPVKPPKPPAVKPPKPPAVKPPTPKPPTVKPHPKPP
TVKPHPKPPTVKPHPKPPTVKPPHPKPPTKPHPHPKPPIVKPPTKPPPSTPKPPTKPPPSTPKPPTTKPPPSTPKPP
HHKPPPTPCPPPTPTPTPPVVTPPTPTPPVITPPTPTPPVVTPPTPTPPVITPPTPTPPVITPPTPTPPVVTPPTPT
PPVVTPPTPTPPTPIPETCPIDTLKLGACVDVLGGLIHIGLGKSHAKAECCPVLGGLLDLDAAVCLCTTIKLKLLNT
DLVLPIALELLLDCGKTPPSDFKCPA

>At4gl15160-PRP17 68417.m02327 protease inhibitor/seed storage/lipid transfer
protein (LTP) family protein similar to SP|Q00451|PRF1 _LYCES 36.4 kDa
proline-rich protein Lycopersicon esculentum, proline-rich cell wall protein
[Medicago sativa] GI:3818416; contains Pfam profile PF00234 Protease
inhibitor/seed storage/LTP family
CDCSDPPKPSPHPVKPPKHPAKPPKPPTVKPPTHTPKPPTVKPPPPYIPCPP
PPYTPKPPTVKPPPPPYVKPPPPPTVKPPPPPYVKPPPPPTVKPPPPPTPYTPPPPTPYTPPPPTVKPPPPPVVTPP
PPTPTPEAPCPPPPPTPYPPPPKPETCPIDALKLGACVDVLGGLIHIGLGKSYAKAKCCPLLDDLVGLDAAVCLCTT
IRAKLLNIDLITPIALEVLVDCGKTPPPRGFKCPTPLKRTPLLEVHKSRSEFNNQAPSSQRNQGIENPEEDSVNKEFLQ
LLAMLVLPLEFLAKDGVVLVGEKKVTSKLLQTSSSMEKMYKIDDHVACAVAGWDRNHGFQLYMSDPSGNYGGWQAAA
VGANNQAAQSTILKQDYKDDATREEVVQLAIKVLSKTMTARLDS

>At5g14920-PRP18 68418.m01750 gibberellin-regulated family protein similar to
SP|P46689 Gibberellin-regulated protein 1 precursor {Arabidopsis thaliana};
contains Pfam profile PF02704: Gibberellin regulated protein
SNEESNALVSLPTPTLPSPSPATKPPSPALKPPTPSYKPPTLPTTPIKPPTTK
KPPTIPVTPVKPPVSTPPIKL QPPTYKPPTPTVKPPSVQPPTYKPPTPTVKPPTTSPVKPPTT-QS QP
PTYKPPTSPVKPPTTT-KPPTTT QPPTYNPPTTPVKPPTA-KPPTPPPVRTRI DCVPLCGTRCGQHSRKN
VCMRACVTCCYRCKCVPPGTYGNKEKCGSCYANMKTRGGKSKCP



