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Suppl. Fig. 1. Expression of GFP-tagged EFR variants in N. benthamiana leaves. GFP-tagged
EFR, EFR-variants and EFR-FLS2 chimeras were expressed in N. benthamiana leaves and
expression was monitored after ~36-48 h with a fluorescence microscope. Pictures show typical
epidermal cells from the lower surface of the leaf. Bar indicates 10 um.
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Suppl. Fig. 2. Binding of elf-1'® to binding sites adsorbed to ConA-beads. Leaves of N. ben-
thamiana expressing intact or truncated forms of EFR were extracted by solubilization in 25 mM
Tris pH 8.0, 150 mM NaCl, 1% (w/v) Nonidet NP40 and 0.5% (w/v) Deoxycholate. Glyco-
proteins were absorbed to ConA-beads (Sigma). Binding of elf-1'® was determined in the absence
(total binding) or presence (non-specific binding) of 1 uM unlabeled elf18. Measurements were
done in duplicate with bars indicating the mean of the two values.
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Suppl. Fig. 3. Sequence comparisons. A) Comparison of the ectodomains from EFR and FLS2.
Residues that correspond to the consensus of plant LRRs and the conserved cysteine pairs in the
LRRNT and the outer juxtamembrane domain are shaded in grey, positions used for swapping in
the different chimeric receptors are indicated in red. B) Comparison of the cytoplasmic domains
from a subgroup of RLKs attributed with the induction of defense responses [dark blue shading:
EFR (At5g20480), FLS2 (At5g46330), ELI (EFR-like, the closest homolog of EFR At3g47570)
and PEPR1 (Atlg73080)] with six additional RLKs that have well characterized functions in
regulation of processes other than defense responses [light blue shading: BRI1, At4g39400;
EMS1, At5g07280; PSKR1, At2g02220; BAM2 At3g49670; BAK1, At4g33430; HAESA,
At4g28490]. Light green and green shading indicate positions with high and very high
conservation in all RLKSs, respectively. EFR, FLS2 and ELI are so-called non-RD kinases while
PEPRL1 and the other kinases have RD at the position indicated by an asteriks.



