Andersson et al. — Short Title: IL-6 Gene Variant and Fat Mass

FIGURE 1S.

Chromosome 1921

v

N
-4

L
T T T
152690k 152710k

*

1 1
T T T T T
152630k 152650k 152670k

1/
IL6R: interleukin 6 receptor

] =7

rs952146
rs1386821
rs4075015
rs6684439
rs4553185
rs4129267
rs2228145
rs11265618
rs4240872
rs2229238

& YWy

B, 4

23

19

1

30 15
15 1
15

Figure 1S. The LD pattern of the interleukin 6 receptor gene (IL6R) based on results from
tag-SNP genotyping in the GOOD cohort. The location of each tested SNP along the
chromosome is indicated on top and the number in each square indicates the magnitude of
linkage disequilibrium (LD) expressed as D’ between respective pairs of SNPs. Color
scheme: bright red squares indicate strong LD (D’=1); squares colored by lighter shades of
pink indicate weaker LD; white color indicates very weak or no LD (D’~=0). Modified from
Haploview (37)



