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Figure S1. The 'H spectra of (A) the G5 dendrimer and lipid sample and the (B) G7 dendrimer and lipid
sample. The area of the water peak (at ~4.7 ppm) is in both cases about 2.2 times the area of the gamma
1H lipid peak (at ~3.15 ppm). There are 9 gamma 1H nuclei per lipid molecule and 2 1H nuclei per

water molecule, which means that there are ~10 water molecules per lipid.
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