Table S2. Segregating sites at the Ace locus in all strains sequenced.

A0E€S

VS9¢O

ALOL

AA change

L2961
L7951
92961
GL9G1
00961
19561
1€SG1
L16S1
G16G1
c8val
1G¥G1
9EYGL
Gersl
€Cr§l
SLySlL
60vG1
¥6EGL
98€G1
¥8€G1L
89€G1
GOEGL
EveGL
9l€eGL
v1EGL
L0ES1
L62S1
yvesl
/816Gl
€816l
691Gl
¥G1G1
LGl
€ELGl
c66vlL
€86v1
086yl
ove6yl
€e6yl
ce6hl
806v1
188v1
6871
0/48v1
9G/vl
GGVl
SeLvl
147A4"
€0yl
S69vL
08971
8.9v1
So9v1
L99vL
olLovi
00971
€65yl
18Gv1
996v1
GoSvL
90Sv1
0Lvvl
VAt 44"

nt position

TTCCAGTGTAATAGAATGGAGCAGGGACGCATAGTGATAGTTCAAAAAGAACGTCTCCACAA
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Fig.1 label

CACCLCLCLCLCCCCECCCCCCICICCC

AL CCCCICC

(ONCHONGRONONCHONGHONONGCHONONGRONGHONONGNS)

[ONORGRORORO)
[ONONONOGNOGNE)

FHEFFFRF

o © oo

8 ~
DR TcnSIoSTVNTC meoWww
TPV o oo oo lwmAOALT ©ILILL
22330 TTTTASOONZZ2Z2==2=
MR e A I R X R i
ST >>>>>>>>>>>>>> >

. GA

(ONONGHONONONOCRORONONOROGRONONORGHORONORCROCRORORUNGRONONOURCRORONONCRORONONOR GO
FO00000O0O

OO0 0000O0

rO00000O0

wi18
wi45
wi98
we7
we47
Por12
Por21
RRo6-11
M5
M7
M11
M17
M133
S27
S116
ZS15
S48
S95
N19
MAE12
N41
ZH23

p-1
p-2
p-3
p-4
p-5
t-1
t-

t_

t-
t-5

<
-0
-0
-z S C>
0000000 OOOOOOOOOOOY -OZ -OOO
N ®]
< << <
OR0)
<< LLCCLCLCLCLCLCLCX Y <
O 000000 LOLVLLLLLLLLOLOLO O - O0O0000000
L0000 O0OO -0
<
- el S
NORGRONORO=RO)
-0
OCoOLOoOM
© o 22 d 0 ™
5233058358538 830E9298 8y all
X CP V000D OOD®OLAN dmoIL<owF
EBmE222222222222500=2=222222=5S>=0
zZ
]  d T M_ .M_ 2

S44

S222
Ambherst
Berlin-K
Canton-S
Csis0-3
Lausanne-S
Oriso-2
Oregon-R-C
Oregon-R-S
Samarkand
Swedish-C

M/N

- O
<L <
- ~
- O
el
- O
<< <
- O
0o O

OO0 0000O0

<L < <

LI

-O000000

N S
<
codgL =
SSTITonn=
CEYNNNNN

SXY T 110 a0< oL O00owo




