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Supplementary Fig. 1: Sequence alignment of PfINT2 with Plasmodium falciparum PfNT1, human purine transporters hENT1 and
hENT3. Identical amino acids are highlighted in black boxes, and similar residues are highlighted in grey boxes; hyphens indicate
gaps. A dileucine motif in the PINT2 amino terminal domain similar to that responsible for intracellular localization in hENT3 is
indicated by (**).



Supplementary Table 1
Primers used for the construction of codon optimised PINT2,,,.

Primer Name

Seauence
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ATG AGC AAT TCT AAC AGC AAG GAG CAC TAC AGA ATG GAC GGA ATC ACA
TTCATTGATGATCTTGTTTTCTGTGATTCCGTCCATTCTGTAGTGCTC

GAA AAC AAG ATC ATC AAT GAA GAT GAT GAA AGT CTC TTG AAC ATG AAG
ATTCAAGATGATTTCTTCCTTCTTCATGTTCAAGAGACTTTCATCATC

AAG GAA GAA ATC ATC TTG AAT GGA AAATTC GAA GAA GAG CCAAAG CTT
AAG GAA GAA ATC ATC TTG AAT GGA AAA TTC GAA GAA GAG CCA AAG CTT
GAT CTG ACC GAA AAC AAG ATC GAT ATC GAA GAG AAG AAC AAC AAC ATG
GAAGATGTTTGTGAACTCACTCATGTTGTTGTTCTTCTCTTCGATATC

AGT GAG TTC ACA AAC ATC TTC CCA AAC ATC ACA CTG TGT CTG ATG GGA
GTACATTAGTACAGATGACATTCCCATCAGACACAGTGTGATGTTTGG

ATG TCA TCT GTA CTA ATG TAC AAC TGC GTA CTG AAC ACA ACA CCT CAT
CTTGTTCAGCAGTGCATGGATATGAGGTGTTGTGTTCAGTACGCAGTT

ATC CAT GCA CTG CTG AAC AAG AAC ATC GTA GTATCT TCAACC TTC TTC
AACCAGGATAGAGAAGTATAGGAAGAAGGTTGAAGATACTACGATGTT
CTATAC TTC TCT ATC CTG GTT ATC GTA TCA TTG TTAAGT TCC CTATTC
TGTTCTTGTCTTTACCTCGATGAATAGGGAACTTAACAATGATACGAT

ATC GAG GTA AAG ACA AGA ACA TAC GAT GTG TGT TTC ATC CTATCATTC
TGGGTATATCATTTGTAGGATGAATGATAGGATGAAACACACATCGTA
ATCCTACAAATGATATACCCATTCATCATCAAGTACTTCTACGATAAG
TAGTACGTAGAAGAAAACGGTCTTATCGTAGAAGTACTTGATGATGAA

ACC GTT TTC TTC TAC GTA CTA GTA GCA CTA ATC GGT GCT ACG TGC TCT
GAATATCATGGTCTTCATCATAGAGCACGTAGCACCGATTAGTGCTAC

ATG ATG AAG ACC ATG ATA TTC TCC ATC TCT TCC ATC GTT GTA AAC GAT
TGATAGACAGATAACCTTTGAATCGTTTACAACGATGGAAGAGATGGA
TCAAAG GTT ATC TGT CTA TCA TAC GGT TTG ACT GGG ATC TAC TCT CTA
GAAGAATGTGGATGTGATGAATAGAGAGTAGATCCCAGTCAAACCGT

TTC ATC ACATCC ACATTC TTC TAC TTC GTT ATT AAG ATC AAC AAG GAT
TGACAGCATCAACTTTTGGATATCCTTGTTGATCTTAATAACGAAGTA

ATC CAAAAG TTG ATG CTG TCA CTG TTC ATC ACA TCA GCC ATC AAC TGT
GAAAGACACTAGGATGAAGATACAGTTGATGGCTGATGTGATGAACAG

ATC TTC ATC CTA GTG TCT TTC CTA TGT TAC ACT GTA CTAAAG AGAACA
GAACTTTTCCTTGAAGTTGTTTGTTCTCTTTAGTACAGTGTAACATAG

AAC AAC TTC AAG GAA AAG TTC AAG ATC TAC ACA GAA GAG AGAAAG AAC
ATCATCACGTGAGTTCTTGTTGTTCTTTCTCTCTTCTGTGTAGATCTT

AAC AAG AAC TCA CGT GAT GAT TCT TAC AAG TAC TAC GAAAGT ATC ACT
GATGTTTTGTGACTTCTTTTCAGTGATACTTTCGTAGTACTTGTAAGA

GAA AAG AAG TCA CAAAAC ATC TCA TAC CCA ATC AAC ATC AAC AGT ATC
TTCTGTCTTACTTTCGTAGATGATACTGTTGATGTTGATTGGGTATGA

ATC TAC GAAAGT AAG ACA GAAAAC ACG GAATCC AAG TAC TCA CTAACA
AACTGAGTTAGAATCGTTCTTTGTTAGTGAGTACTTGGATTCCGTGTT

AAG AAC GAT TCT AAC TCA GTT GGT ATC AAG AGT AGT AGT AAC AAC ACT
TTCGTTACTAGTCATGTTGTTAGTGTTGTTACTACTACTCTTGATACC

AAC AAC ATG ACT AGT AAC GAA ATC GGA GAT CAT AAG ATC CTA CAA GAA
CTTCTTGTTCTTTGAATGAGATTCTTGTAGGATCTTATGATCTCCGAT

TCT CAT TCA AAG AAC AAG AAG TTC AAC GAC ATC CTT CTT AAC GAAAAC
ATGAGTAAGTGATAGTGTCTTGTTTTCGTTAAGAAGGATGTCGTTGAA

AAG ACACTATCA CTT ACT CAT AGT AAG AAG GAA GAT AAC ATC GAT GAC
GTTCTTATGGTTCTTGTTTTCGTCATCGATGTTATCTTCCTTCTTACT

GAAAAC AAG AAC CAT AAG AAC CAATTC TTC CTATTC AAC ATC AAC AAG
GGCTTGCTTGATCAGGTTCTTCTTGTTGATGTTGAATAGGAAGAATTG

AAG AAC CTG ATC AAG CAA GCC AAG ATC AAG GCATTC CTG TAC AAG AAG
ACAGAATAGGAAGATGAACGACTTCTTGTACAGGAATGCCTTGATCTT

TCG TTC ATC TTC CTA TTC TGT AGC TTC TAC AAC ATC TTC CTC AAG ATC
ACAAACAACCGGGAACAGCAGGATCTTGAGGAAGATGTTGTAGAAGCT

CTG CTG TTC CCG GTT GTT TGT CCA GAA ATG TGG ACT AAC AAC GTT GAT
TCCGATTAGGATGTATCTTTCATCAACGTTGTTAGTCCACATTTCTGG

GAA AGA TAC ATC CTA ATC GGA ATC GTG CAATTC GCT GAT TGT ATC AGT
TGCAAGGGATGGGAAAACACGACTGATACAATCAGCGAATTGCACGAT

CGT GTT TTC CCA TCC CTT GCA GGA ACA TTC CCA GTATTC AAG ATC TTC
TACCTTCTTTTGTGTCAAGAGGAAGATCTTGAATACTGGGAATGTTCC

CTC TTG ACA CAAAAG AAG GTA TTA ATT TAC TCT CTA CTG AGA ACT ATC
GATCAATCCGATTACAGACAGGATAGTTCTCAGTAGAGAGTAAATTAA

CTG TCT GTA ATC GGA TTG ATC ATC CCA CTG ACA CAA GAT ACATTC ATC
ACACTTGAAAAGGAAGTTGTTGATGAATGTATCTTGTGTCAGTGGGAT

AAC AACTTC CTT TTC AAG TGT GCA CTC ATC TTC CTG AAC ATC TAC CTG
CATGATAACGAACCAACCGTTCAGGTAGATGTTCAGGAAGATGAGTGC

AAC GGT TGG TTC GTT ATC ATG TCT TTC ATT AAC GTT CCA GAAATC CTC
ACTCATTGAGTTGATAGGCTTGAGGATTTCTGGAACGTTAATGAAAGA

AAG CCT ATC AAC TCA ATG AGT AAC GTT GCA ATC GTT AGT AGT TTC GGT
GCCAACTCGAAGGAGTGTTGAACCGAAACTACTAACGATTGCAACGTT
TCAACA CTC CTT CGA GTT GGC TTG CTG ACA GGC TAC GGA
CATCTTTGAGATGATGTACTTGTATAGTGTGGAACATCCGTAGCCTGTCAGCAA
TGT TCC ACA CTA TAC AAG TAC ATC ATC TCA AAG ATG






