AroB_S22 MSDPQIFTRRGFLKLSGT GGAVAAATLIPIVPVQAQTPAAPHTGTTLPYPARSIGMAKKL 60
AroB_SY8 MSDPQIFTRRGFLKLSGT GGAVAAATLIPIVPVQAQTPAAPHTGTTLPYPVRSIGMAKKL 60
AroB Afae MSDTINLTRRGFLKVSGS G-VAVAATLSPIASANAQKAPADAGRTTLQYPATQVSVAKNL 59
AroB_Hars MEHQT--SRRNFLKIAGS SAAVAGAGLVSGN-ANAAPAKVNVGASTLPYPITAVGKAKGL 57
AroB Bmul —-—-—--MSLNRRQFLKL--T GGAATAATVAGAP--SARAAQADAGRTTLPYTPKVIVRAGQL 52
_** ***: .. _._’* . .* :** *. : * *
AroB S22 AADTPLQFTYPDSASPCT AVKLGHPVPGGVGPDHDIVAFSTMCTHMGCPTVEDNKTKTFK 120
AroB_SY8 AADTPLQFTYPDSASPCTAVKLGHPVPGGVGPDHDIVAFSTMCTHMGCPTVFDNKTKTFK 120
AroB Afae KANEPVSFTYPDTSSPCVAVKLGSPVPGGVGPNNDIVAYSVLCTHMGCPTSYDKSSKTFK 119
AroB_Hars KVDAPVSEFNYPDASSPCVAIKMGQPTPGGVGPNNDIVAHSILCTHMGCPVSYDASAKTFK 117
AroB_Bmul RENVPLAFTFPDASSPCAVVKMGTPVPGGVGPQRDIVAFSVLCTHMGCPVSYDAATREFK 112
Ko ok skkaakkk | skek Kk kkkkkks kkkk Kk skkkkkkk ok 2. kK
AroB_S22 CPCHFSEFDAEKAGQMICGQATENLPRILLRYDASSDAVSAVGVEGLIYGRQANIL 176
AroB_SY8 CPCHFSEFDAEKAGQMICGQATENLPRILLRYDASSDAVSAVGVEGLIYGRQANIL 176
AroB Afae CPCHFTEFDAEKAGQMICGQATENLPRVLLRYDEASDALTAVGVDGLIYGRQANVI 175
AroB Hars CPCHFSVFDPDNHGQMVC GQATENLPQIQLSYNAANDTFTAIGVTGLIYGRQSNIL 173
AroB Bmul CPCHFSTFDAEKAGQMVS GQATEKLPAIVLDYNASDGTVRAIAVDGLIYGRQANLL 168

dkhkkhkkhkkeoe *k oo khkko kkkhkkoekk o Kk ko . . ko k hhkkhkhkkkokoo

Figure 2. Sequence alignments of the Ralstonia sp. 22 AroB subunit.

Sequence from Ralstonia is compared to the sequence from Achromobacter SY8 (AroB_SY8; acc. no.
ABP63659); Alcaligenes faecalis (AroB_Afae; acc. no. AAQ19839); Herminiimonas arsenicoxidans
(AroB Hars: acc. no. AAN05580) and Burkholderia multivorans (AroB Bmul: acc. no. YP 001585637).



