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Sm22αCre; Brg1F/F embryos have normal cardiac jelly and 
vascular pattern at E11.5
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Brg1 is required for cardiac hypertrophy, fibrosis and MHC switches in adult mice
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Age Gender Diagnosis IVSd (cm)
38 M 0.96
42 F 0.88
44 M 0.83
49 M 1.1
20 M 1.0
31 M 1.1

a b Cardiac MRI 
Normal HCM

LV 
LV 

Patients with hypertrophic cardiomyopathy (HCM) 

Control individuals with normal hearts 

RV 

LA 
RA 

RV 

LA 

RA Age Gender Diagnosis Tissue Source
38 F HCM Surgical myectomy 2.5
48 M HCM Surgical myectomy 2.1
39 M HCM Heart transplantation 1.7
35 M HCM Surgical myectomy 1.6

 dSVI

Normal relative of a HCM patient
Normal relative of a HCM patient
Normal relative of a HCM patient
Normal relative of a HCM patient

IVSd (cm)

Normal athlete
Heart transplant donor

Hang et al.  Nature Supplementary Figure 12

0

0.5

1.0

1.5

2.0

2.5

3.0

Ctrl HCM
N=6 N=4

p = 0.007
IVSd

2.0 x

M
ax

im
al

 IV
S 

th
ic

kn
es

s
 in

 d
ia

st
o

le
 (c

m
)

c

y = a*e-e(b-cx), a=150, b=160, c=110

dx

dy
= ac*[e-e(b-cx)]*[e(b-cx)]

dx

d

dx

dy( ) = ac2*[e-e(b-cx)]*[e(b-cx)]*[1-e(b-cx)]

Since e-e(b-cx)>0 and e(b-cx) >0, 

Inflection point (x, y) occurs when 
dx

d

dx

dy( ) = 0.  ..

 1-e(b-cx) = 0.  ..

.  .. x= b/c = 160/110 = 1.45

.  .. ac2*[e-e(b-cx)]*[e(b-cx)]*[1-e(b-cx)] = 0 for inflection point (x, y)

.  .. y= a*e-e0
= 150*e-1 = 55.2

e Derivation of the inflection point for Fig. 5c

y= a+ b*[1+ e(c-dx)]-1, a= 0.94, b=1.2, c=30, d=20

dx

dy
= bd* [e(c-dx)]*[1+ e(c-dx)]-2

dx

d

dx

dy( ) = (bd2)* [e(c-dx)]*{[1+ e(c-dx)]-2}*{ 2*[e(c-dx)]*[1+ e(c-dx)]-1-1}

Inflection point (x, y) occurs when 
dx

d

dx

dy( ) = 0.  ..

.  .. bd2*[e(c-dx)]*{[1+ e(c-dx)]-2}*{ 2*[e(c-dx)]*[1+ e(c-dx)]-1-1} = 0
for inflection at (x, y)

Since e(c-dx), [1+ e(c-dx)] > 0,

2*[e(c-dx)]*[1+ e(c-dx)]-1-1= 0.  ..

.  .. e(c-dx)= 1 .  .. c-dx= 0

.  .. Inflection point (x, y) = (1.45, 55.2)

Derivation of the inflection point for Fig. 5bd

.  .. Inflection point (x, y) = (1.50, 1.54)

.  .. x= c/d = 30/20 = 1.50,  y= a+ b*(1+e0)-1= 0.94+1.2/2=1.54 


