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S. Figure S1 

 

Supplemental Figure S1. Electron microscopic analysis of the rice 824ys mutant. A and B, 

Mesophyll cells and chloroplasts of wild-type, respectively. C and D, Mesophyll cells and 

chloroplasts of 824ys mutant, respectively. Bar equals 1 µm. 
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S. Figure S2 

1    ATGGCTGCCCTCCTCCTCTCCTCCCACCTCACCGCCGCCTCCTCATCCTCCACCACGTCC
1 M  A  A  L  L  L  S  S  H  L  T  A  A  S  S  S  S  T  T  S
61   CCCACTGCTCGACCGGCGCCAAGCTTCGTCTCCTTCCGCGCCGCCAACGCCGCCCCTAAG
21 P  T  A  R  P  A  P  S  F  V  S  F  R  A  A  N  A  A  P  K
121  GGTGCCCGTCGGGGTTGGCCTTTCCTTGCTTCGTCGGTAGAGCCACCGCCTGCTGCGTCG
41 G  A  R  R  G  W  P  F  L  A  S  S  V  E  P  P  P  A A  S  
181  GCGGCGCAGCCGTTCCGGTCACTGGCGCCGTCGGAGACCACCGTGCTGGTCACGGGCGCC
61 A  A  Q  P  F  R  S  L  A  P  S  E  T  T  V  L  V  T  G  A  
241  ACGGGCTACATCGGGCGTTATGTCGTCCGCGAGCTCCTCCGCCGCGGCCACCCCGTGGTC
81 T  G  Y  I  G  R  Y  V  V  R  E  L  L  R  R  G  H  P  V  V  
301  GCCGTGGCGCGCCCCCGGAGCGGGCTGCGCGGCCGCAACGGCCCCGACGAGGTCGTCGCG
101 A  V  A  R  P  R  S  G  L  R  G  R  N  G  P  D  E  V  V  A  
361  GACCTCGCCCCCGCCCGCGTCGTCTTCTCCGACGTCACCGACGCGGGCGCGCTCCGCGCC
121 D  L  A  P  A  R  V  V  F  S  D  V  T  D  A  G  A  L  R  A  
421  GACCTGTCGCCGCACGGCCCCATCCACGCCGCGGTGTGCTGCCTCGCCAGCCGCGGCGGC
141 D  L  S  P  H  G  P  I  H  A  A  V  C  C  L  A  S  R  G  G  
481  GGCGTGCGGGACTCGTGGCGCGTGGACTACCGCGCCACGCTGCACACCCTCCAGGCGGCG
161 G  V  R  D  S  W  R  V  D  Y  R  A  T  L  H  T  L  Q  A  A  
541  CGCGGCCTCGGCGCCGCGCACTTCGTCCTCCTCTCCGCCGTCTGCGTCCAGAAGCCGCTC
181 R  G  L  G  A  A  H  F  V  L  L  S  A  V  C  V  Q  K  P  L  
601  CTCGAGTTCCAGCGCGCCAAGCTCAGGTTCGAGGGCGAGCTCGCCGCCGAGGCGTCGCGC
201 L  E  F  Q  R  A  K  L  R  F  E  G  E  L  A  A  E  A  S  R  
661  GACCCGTCCTTCACCTACAGCATCGTCCGCCCCACCGCCTTCTTCAAGAGCCTGGGCGGC
221 D  P  S  F  T  Y  S  I  V  R  P  T  A  F  F  K  S  L  G  G  
721  CAGGTCGAGACCGTCAAGAACGGCCAGCCCTACGTCATGTTCGGCGACGGGAAGCTCTGC
241 Q  V  E  T  V  K  N  G  Q  P  Y  V  M  F  G  D  G  K  L  C  
781  GCCTGCAAGCCCATCAGCGAGGAGGACCTCGCCGCGTTCATCGCCGACTGCATCTCCGAC
261 A  C  K  P  I  S  E  E  D  L  A  A  F  I  A  D  C  I  S  D  
841  GAGGGCAAGGCCAACAAGATCCTCCCCATCGGCGGGCCGGGGAAGGCGCTGACGCCGCTG
281 E  G  K  A  N  K  I  L  P  I  G  G  P  G  K  A  L  T  P  L  
901  GAGCAAGGGGAGATGCTGTTCCGGCTGCTGGGGCGCGAGCCCAGGTTCATCAAGGTGCCG
301 E  Q  G  E  M  L  F  R  L  L  G  R  E  P  R  F  I  K  V  P  
961  ATCCAGGTCATGGACGCCGCCATCTGGGTGCTCGACGCGCTGGCCAAGGTGTTCCCCGGG
321  I  Q  V  M  D  A  A  I  W  V  L  D  A  L  A  K  V  F  P  G  
1021 GTGGAGGACGCGGCGGAGTTCGGCAAGATCGGGAGGTACTACGCGTCGGAGAGCATGCTG
341 V  E  D  A  A  E  F  G  K  I  G  R  Y  Y  A  S  E  S  M  L  
1081 GTGCTCGACCCGGACACCGGCGAGTACAGCGACGAGATGACGCCCAGCTACGGCAGCGAC
361 V  L  D  P  D  T  G  E  Y  S  D  E  M  T  P  S  Y  G  S  D  
1141 ACGCTCGAGCAGTTCTTCGAGAGGGTGATCAGGGAAGGCATGGCAGGGCAGGAGCTCGGC
381 T  L  E  Q  F  F  E  R  V  I  R  E  G  M  A  G  Q  E  L  G  
1201 GAGCAGACCATCTTCTAGGAGAGGGTGATCAGGGAAGGCATGGCAGGGCAGGAGCTCGGC
381 E  Q  T  I  F  *  E  R  V  I  R  E  G  M  A  G  Q  E  L  G  

Supplemental Figure S2. Nucleotide sequence and deduced amino acid sequence of OsDVR. 

Numbers at left refer to the positions of nucleotides. Letters in the box indicate the nine nucleotides 

and three amino acid residues deleted in 824ys mutant; Italic letters indicate the putative 

chloroplast-targeting sequence of 58 amino acid residues at its N terminus. 
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S. Figure S3 
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Supplemental Figure S3. Alignment of the deduced amino acid sequence of OsDVR and its 

homologues. Identical residues were boxed in black, similar residues (≥75% identical) were 

highlighted in gray. The deletion of three amino acid residues (Lys, Val and Pro) was indicated with 

asterisks at the mutation site of 824ys mutant. Accession numbers for the respective protein 

sequences are as follows: Oryza sativa (OsDVR, Os03g22780, ADE43128); Sorghum bicolor 

(XP_002465274); Zea mays (PCB2, NP_001148282); Arabidopsis thaliana (DVR, At5G18660, 

NP_197367); Synechococcus sp. WH 8102 (SYNW0963, NP_897056); Chlamydomonas reinhardtii 

(XP_001690168); Chlorobium tepidum TLS (BciA (CT1063), NP_661954); and Rhodobacter 

sphaeroides (ZP_00006667).  


