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Supplemental Figure S2. Multiple alignment of deduced amino acid sequence of selected lycopene beta-cyclases (LCYs) and 

capsanthin-capsorubin synthase (CCS) Capsicum annuum (Ca).  Ca LCY (Accession CAA60119), Ca CCS (Accession CAA53759), 
Synechocystis  Sy LCY (Accession CAA52677) and Erwinia herbicola Eh LCY (Accession QO1331) were used. The positions of the 
first and last amino acids in each sequence are shown. Identical residues are shown on a black background and residues selected for point 
mutations are indicated by an asterisk.


