Prior to partition samples (=microarrays) into 3 classes (early, intermediate and late), we performed a
hierarchical clustering of the samples in TMEV V4.3.01. using average linkage clustering metrics and

Pearson correlation for the distance.
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We can see that samples at 1H and 1H30 clustered together. The same way, samples at 3H and 4H
clearly clustered together. Finally, samples at 18H and 24H clustered together with the exception of
three 18H samples which have been grouped with the 3-4H cluster as an out-group.

This result support our decision to partition the samples into 3 groups: early (1H-1H30), intermediate
(3H-4H) and late (18H-24H).



