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Fig. S3 Condensed mutational and neutral networks for a promoter with K=3 binding sites (all with length
n = 6). (A) Diagram of gene with three binding sites. (B) Condensed mutational network. Axes represent
the numbers of mismatches of each binding site relative to the canonical sequence. Each node represents
a genotypic class. As in Fig. 2, the promoter regulates an essential gene such that at least one canonical
binding site is required for activity. The nodes shown in black are viable and define the condensed neutral
network. The nodes in gray represent inviable genotypes. (C) Shows only the condensed neutral network.
The genotypes highlighted in gray are redundant.
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