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Isolated GFP+

colony number
Stable GFP+ line Percentage

OSK + c-Myc+ Tbx3 36 12 33.3%

OSK + cMyc 36 18 50%

OSK 36 33 91.6%

OSK + Tbx3 36 32 88.8%
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“Pluripotency Landmarks”
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