Fig. S1
A

Protein/peptide prophet probabhility Sequence Charge Xcoir dCn Ions matched
1 K. LLSEEVFDFSSGQITQVE.S 2 5.166 0.6 70% (34)
1 K. EFAGEDTSDLFLEER.E 2 4.046 0.512 64% (28)
0.8833 K.IYLDMLNVYE.C 2 2.97 0.28 77% (18)
0.8718 K. AVGHPFVIQLGR.I 3 3.38 0.382 56%0 (44)
0.8622 K.YYGLQILENVIK.T 2 2.977 0.39 77% (22)
0.8622 K.DFEEYPEHE.E 2 2.154 0.347 75% (16)
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Fig. S2
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Fig. S3
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Fig. S4
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