
SARS Fur667    .....HTVRRSRRSTSQ........................................LKPTKRSFIEDLLFNKVTLADAGFM.....
SARS Fur667,K796A,R797N  .....HTVRRSRRSTSQ........................................LKPTANSFIEDLLFNKVTLADAGFM.....
SARS Fur667,P794R,K796A,R797N .....HTVRRSRRSTSQ........................................LKRTANSFIEDLLFNKVTLADAGFM.....
SARS Fur667,T795R,K796A,R797N .....HTVRRSRRSTSQ........................................LKPRANSFIEDLLFNKVTLADAGFM.....
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Supplemental Figure 3
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Surface expression of Furin 667-background spike protein mutants. A) Cartoon representation of the SARS-CoV spike showing the receptor-binding domain (RBD) 
in S1, the fusion peptide (FP), heptad repeats 1 and 2 (HR1 and HR2) and the transmembrane domain (TM) in S2. As indicated in the mutant map, di�erent mutations 
were made around S1/S2 boundary and S2’ regions. B) Quanti�cation was carried out as for as Supplemental Figure 2. 


