
Supplementary figure 1. Protein sequence alignments of IFNγrel (A) and IFNγ (B). Sequence alignments 
were performed using ClustalW. The signal sequences are in bold face, the IFNg signature sequences are 
highlighted in grey and indicated overhead and the nuclear localization signals (NLS) are bold face with 
the “NLS” overhead. Fully conserved residues are indicated by an asterisk (*) below, partially conserved 
and semi-conserved substitutions are represented by “:” and “.”, respectively. The GenBank accession 
numbers for the sequences used are: carp IFNγrel, AM261214; catfish IFNγrel, DQ124249; goldfish 
IFNγrel, GQ149696; zebrafish IFNγrel, AB194272; carp IFNγa, AM168523; carp IFNγb, AM168524; 
catfish IFNγa, DQ124250; catfish IFNγb, DQ124251; chicken IFNγ, X99774; goldfish IFNγ, EU909368; 
mouse IFNγ, ACR22511; xenopus IFNγ, ABU54059; zebrafish IFNγ, AB158361. 



 



 


