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Figure S5. Factors determining SPI1 switch.
(A) HilA expression at single-cell resolution when activation of the Pnjp promoter is
deterministic. In these simulations, we changed the equation for HilD in the model to:

dD

E =, (l—e_%)'FkDOlOz —5DD—aEDXE +dEED .

All other equations in the model are unchanged. (B) HilA expression at single-cell
resolution when the kinetic parameters are reduced by a factor of ten. In our
simulations, we accomplished this by reducing A by a factor of ten and rescaling time
by a factor of ten. (C-D) Comparison of HilC expression at single-cell resolution in wild
type (C) and AhilD mutant (D). Figures are given as two-dimension heat plots, where
the color intensity denotes the density of events. The results for each plot were obtained
from 1000 simulations. The expression values are normalized to one and plotted on a
log scale. The expression values are given in relative log units (R.L.U.). Mutants were
simulated by setting the activity of the respective gene to zero in the model. A detailed
description of the model is provided in the Materials and Methods.



