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Figure S7. SPI1 promoter activities are linear correlated to one another at varying
levels of induction and in different mutants.

(A) Correlation of Pnp (pSS052) promoter activity with Ppija (pSS055), Phic (pSS053),
and Pusa (pSS054) promoter activities. To induce SPI1 gene expression, cells were first



grown overnight in LB/no salt and then sub-cultured into fresh LB at varying
concentrations of NaCl to an OD of 0.05 and grown statically for 15 hours. Individual
experiments used to construct correlations are given in Panels B-E. (B-E) Comparison
of Phip (pSSOSZ, B), Phic (pSSOSS, C), Phia (p88055, D), and Prsa (p88054, E)
promoter activities at varying concentration of NaCl and in different mutant backgrounds
as determined using GFP transcriptional reporters. Fluorescence values were
normalized with the OD600 absorbance to account for cell density. Data is the average
of three independent experiments. Error-bars denote standard deviation.



