A PF01939-PF03008 alignment
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B PF01930-PF10117 alignment
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C PF08378-PF09002 alignment
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D PF09903-PF10356 alignment

303738 3040 41 42 43 44 45 46 47 48 49 50 51 52 53 54 65 66 67 58 50 60 61 62 €3 64 6506 67 68 60 70 71 7273 7475 76 77 78 79 80 ¥ 92 83 94 65 85 67 63 69 00 01 02 03 @4

B
B
g |
]
S,
3

S =

s

. e | = | I g i =
o * ¥ + + + + = e i = T ¥ r
s A a5 T s e W m e s e i 17 1 20 2122 2a 2a 2 2 a7 a2 a0 51 a2 3 ea s w w2 pas st

598 07 G 99 100 101 102 103 104 105 106 107 108 108 10 111 {12113114]15 11617 118 118 120 121 122 123 124 125 126 127 128 120 130 131 132 133 134 136 136 137 138 130 140 141 142 143 144 145

= , ] | = - = ===

98 99 100 101 102 103 104 105 108 107 108 108 110 111112113 114 118 118 117 118

"122 123 124 126 128 127 128 129 130 131 132 133 134

g 120 121 "145 148 147 148

Supplementary Figure 2. Pairwise HMM logos (Schuster-Bockler and Bateman, 2005) of protein
families known (PF01930, PF01939, PF08378 and PF10356) or predicted (PF03008, PF09002, PF09903
and PF10117) to be members of the PD-(D/E)xK clan (CL0236) from Pfam 23.0 (Finn et al., 2008). (A)
PF01939 and PF03008; (B) PF01930 and PF10117; (C) PF08378 and PF09002; (D) PF09903 and
PF10356 (split in two parts for clarity). Notice functionally important acidic residues and conserved lysine
(Aravind et al., 2000).






