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ADLNRDFR FLATL A
ADLNRDFN FLaTL A
ADLNRDFN FLATL A
ADLNRDEN FLaTL A
ADLNRDFN FLATL A
ADLNRDFN FLaTL A
ADLNRDFQ FLATL A
ADLNRDFQAVMAGETS FLﬂTL A
AALNRDFQS FLATL A
AALNRDFQS FLaTL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
AALNRDFQS FLATL A
ADLNRDFQ FLATL A
AALNRDFQS FLATL A
—————————— FLXTL A
AALNRDFQS|E FLATL A
AALNRDFQSEMAG|STS FLATL A
AALNRDFQSEMAG[ETS FLATL A
AALNRDFQSEMAG|ETS FLATL A
AALNRDFQSEMAGIETS FLATL A
AALNRDFQSEMAG|STS FLATL A
AALNRDFQS/EMAGIETS FLATL A
AALNRDFQSEMAG|STS FLRTL A

Supplemental data




ZP_03075263.1
YP_002114879.1
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ZP_03165709.1
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YP_001501790.
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YP_001187407.1
YP_001422246.1
YP_001748360.1
YP_155660.1
NP_744032.1
YP_001269146.1
YP_236680.1
YP_001667695.1
YP_188854.1
YP_002275225.1
YP_804779.1
NP_470973.1
YP_607257.1
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NP_465120.1
NP_372242.1
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YP_ 001442294 _
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YP_500333.1
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YP_001487827.1
YP_417047.1
YP_041183.1

YP 176251.1
YP_002349929.1
YP_001376537.1
YP_784647.1

YP 557760.1
YP_275769.1
YP_001118914.1
YP_001782545.1
NP_882192.1
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YP_001894915.
YP_001647268.

NP_882465.1

YP_002448219.

NP_834359.1

YP_002369448.

YP_191278.
NP_886654 .
NP_847103.
YP_030799.
NP_981083.
YP_038702.
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YP_772921.1
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YP_795394 .1
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YP_001067073.

YP_368503.1
YP_109010.1
YP_993758.1

YP_001028775.
YP_002026852.
YP_001764423.

NP_970249.1

YP_001059788.
YP_001081316.
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YP_001309672.
YP_001576818.
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YP_002509654

YP_757341.1
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YP_244708.1
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YP_001261873.
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YP_001829224.
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YP_812434.1
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YP_001694316.
YP_001835526.
YP_002037500.

NP_345351.1
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XP_001385863.

NP_985662.1
YP_759928_1

YP_002123053.
YP_002131343.
XP_001683506.

NP_012854.1
XP_460154.1

XP_001801028.1

YP_001201197.
XP_001484046.

NP_274882.1

YP_001302571.
YP_002000650.
YP_001682978.
YP_002342048.

YP_207199.1
XP_844799.1

YP_001598496

YP_974447_1

XP_001465858.
YP_001280815.

NP_664843.1
NP_802083.1
YP_280574.1

YP_001128311.
YP_002286076 .

XP_390238.1

XP_001565241 .

YP 596891.1
YP_600772.1

YP_001351938.
XP_001910908.

XP_446236.
NP_607473.
YP_060405.
YP_602707.
NP_269471.
YP_282476.
YP_598792.
YP_099090.
NP_421082.
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YP_001034962.

YP_211509.1

XP_001940256.
YP_001450196.

XP_680937.1

XP_001265696.

XP_367405.1

YP_001033719.

YP_812051.1
NP_810723.1
YP_141537.1
NP_721920.1
YP_820528.1

XP_001246405.

YP_612063.1
YP 444835.1
NP_943356.1
YP 631535.1
NP_687842.1
YP 329573.1

XP_001692446.

NP_390842.2
YP 511991.1
XP_719233.1
NP_735295.1
YP_168601.1

YP_001169098.
XP_001216799.

YP_437091.1
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XP_001273080.
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YP 916587.1
XP_961529.1
YP 351544.1

XP_001588803.
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XP_001537789.
YP_ 001198994 .

NP_390842.1
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NP_623333.1

YP_001567589.

NP_228329.1

YP_001244004.
YP_001738457.

YP_591728.1

YP_001193798.
YP_001296902.
XP_001439866.
XP_001438779.
YP_001319456.
XP_001022412 .
YP_001306613.
YP_002335308.

NP_394308.1
YP_862969.1
YP_023758.1
NP_111339.1

YP_001380982.

YP_806472._1

YP_001987415.

NP_785802.1
YP_818384.1

YP_001621174.

NP_288269.1

YP_002403065.
YP_002397981.
YP_002412850.
YP_001880631.
YP_002391608.
YP_001730808.
ZP_03003290.1
YP_001743413.
YP_ 002407226
YP_002329476.
YP_002382399.
ZP_03445135.1

YP_688895.1
YP_669680.1
NP_416346.4
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ZP_02903917.1
ZP_03282954.1
YP_001452718.1
YP_001570142.1
NP_460803.1

YP_150310.1

YP_002141797.1
YP_002243298 .1
NP_456352.1

NP_804849.1

YP_001587603.1
ZP_02666379.2
ZP_02832604.2
YP_001177122.1
YP_002226291.1
NP_754135.1
ZP_02347214.
ZP_02574893.
ZP_02659310.
ZP_02663512.
ZP_02681881.
ZP_ 02696584 .
YP_002041101.1
YP_002045892.1
ZP_03075263.1
YP_002114879.1
YP_002146178.1
ZP_03165709.1
YP_002215294.1
ZP_03221812.
ZP_03342093.
ZP_03347154.
ZP_03352578.
ZP_03357060.
ZP_03371453.
ZP_03379701.
ZP_03383790.
ZP_03412299.
ZP_03217260.
YP_002237781.1
YP_001336004 .1
YP_001437512.1
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ZP_03403067.1
YP_001907453.1
YP_001006127.1
NP_669181.1
NP_993079.1
YP_070893.1

YP 651729.1

YP 647856.1
YP_001163103.1
ZP_01888376.1
YP_001400647.1
YP_001607069.1
ZP_02221459.
ZP_02227087.
ZP_02229339.
ZP_02237158.
ZP_02307206.
ZP_02314388.
ZP_02318544.
YP_001720525.
YP_001872871.
YP_002346706.
YP_001478346.
YP_454994.1
YP_001217052.
YP_ 002150764
YP_856816.1
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YP_269525.1
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YP_001366642.1
YP_001554990.1
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YP_869415.1
NP_797987.1
YP_001501790.1
YP_927460.1
YP_001474222.1
YP_963195.1
YP_001183724.1
YP_733804.1
YP_001050811.1
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SI\VAEN--RVQRVG]

SINAAEN--RIQRIG])
NV AEN--KVQRVY}
A\FSEN--K I LRVND
N\ AEG--KTQL 1D
AAQSN--TTQRIAD

TCSFTG--EVQRISD)
IALAN--QTQRVAD
AAFTN--QTQRVAD
AAFTN--QTQRVAD
AAQTN--QTQRVAD
AAQTN--QTQRVAD
AAKTN--TTQRVY}
\VATN--STQRVD

AAQTN--QTQRVAD
AAFTN--QTQRVAD

>r>>>>2>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>> >

- e e e e e e e e e = e Em En e Em E Em E Em Em S EE Em EE S EE En Em B Em Em B Em Em e




YP_750914.1

YP_002126297.

YP_130129.1

YP_001445537.

YP_661562.1

YP_001674584.
YP_002417027.

NP_934438.1
NP_761466.1

YP_001760510.
YP_002312133.

YP_562727.1
NP_693123.1

YP_001699747 .
YP_001343242.
YP_001141806.

YP_204661.1
YP 301135.1

YP_002156075.

NP_244074.1

YP_001559126.

YP_080250. 1
YP_253122.1
YP 261333.1

YP_001187407.
YP_001422246
YP_001748360.

YP_155660. 1
NP_744032.1

YP_001269146.

YP_236680.1

YP_001667695.

YP_188854.1

YP_002275225.

YP_804779.1
NP_470973.1
YP_607257.1

YP_001860169.

NP_465120.1
NP_372242.1
NP_374828.1

YP_001247140.

Supplemental data

Q
K
K
K
K
K
L
L
K
K
K
H
K
L
K
L
H
Q
K
L
Q
R
Q
Q
Q
Q
H
R
N
L
Q
K
L
H
H
H

U0 XN U IOAXAXXN OO OXNXANXAN X UX 000X X

THAAEN--KTQRVAR
TSASTR--TVQRIAD]
Y| SEN--KVQRVS[
AAQTN--SVQRVY[
AAETG--LSQCIH
N\VALN--STQRIG])
\ATN--TVQRIHB
AAQTY--TVQRVHM
AAQTY--TVQRVH
TSAAEK--KTMRVD]}
VEKN--ETQRIAD
NAAAQN-- 1 TLRVAD
\V/SEQ--QTQRVD
\WATK--ET IVVK
AAITL--QTQRIED
N\ AEG--KTQL 1D
A\FATK--TVQRID
\V/SEE--QTQLVD®
A\FATE--TVQRID
N\AKEE--QTVRVED
NWNEG--KTQIVK}
Y TNG-—-RVERVED
A\ AED--KTQLVK[
AAATL--QTQRVED
AAASL--QTQRVED
i‘YSNG——DVQRI‘D
AAAATR--QTQRVED
““ETQ——TCQRVED
AIAATR--QTQRVED
AMAATR-—QTORVED
ANAQSR--QTORVOY
ANAATR--QTQRVED
\/SSG--ETQRVK)
AAARR--STIVVP
A\FKEN--KVLRVE
AASDQ--KTY IVE
AAATR--TTQRVED
RIAQAL--ETQVVPY
SIASDQ--KTY IVEY
\VSER--RTQVVAD
\VSER--RTQVVAD
\VSER--RTQVVAD

>>>>>2>>>>>>>2>>>>>>>>>>>>>>>>>>>>>>>>>>>>> >
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Supplemental data

YP_001316940.1
YP_001442294 .1
YP_002314836.1
YP_001814701.1

\/SER--RTQVVAD
\VSER--RTQVVAD
AAAEK--RTVRVAD
AAQDQ--TTQLVMM

NP_646478.1 \VSER--RTQVVAD
YP_043764.1 \VSER--RTQVVAD
YP_186602.1 \VSER--RTQIVAD
YP_494359.1 \VSER--RTQIVAD
YP_500333.1 \VSER--RTQIVAD

YP_001332646.1
YP_001575592.1
ZP_02759966.1
YP_001487827 .1

AVSER--RTQIVAD)
AVSER--RTQIVAp,
AVSER--RTQIVAD)
AFATG--EVQRIAD)

A I

A I

A I

A I

A I

A i

A I

A I

A I

A I

A I

A I

A I
YP_417047.1 \VSER--RTQVVAD A I
YP_041183.1 \VSER--RTQVVAD A I
YP 176251.1 \/AEN--KTMR 1D3 A L
YP_002349929.1 SINAADQ--KTY IVEN A I
YP_001376537.1 AAETK--TTQLVAR A I
YP_784647.1 ”“SLR——QTQVVPD A I
YP 557760.1 AAQTR--QTQVVR A I
YP 275769.1 AAAQSR--QTQRVQM A L
YP_001118914.1 AAQTR--QTQVVR A ]
YP_001782545.1 ”‘ISSR——QIQRVDD A L
NP_882192.1 AIASQR--RTQVVP A g
YP_001894915.1 GAAQTR-—QTQVVRD A 1
YP_001647268.1 N“ETK——TTQLV‘D A I
NP_882465. 1 AASQR--RTQVVP A I
YP_002448219.1 g“ETK——TTQLV‘D A I
NP_834359.1 NAETK--TTQLVAD A i
YP_002369448.1 v“ETK——TTQLV‘D A I
YP_191278.1 n AQNR--ETLVVP}) A I
NP_886654. 1 AASQR--RTQVVP A I
NP_847103.1 g“ETK——TTQLV‘D A i
YP_030799.1 VA‘ETK——TTQLV‘D A I
NP_981083.1 v‘AETK——TTQLV‘D A I
YP_038702.1 VA‘ETK——TTQLV‘D A I
YP_002340711.1 VA‘ETK——TTQLV‘D A i
YP_085975.1 AAETK--ATQLVAD A I
YP_002453717.1 VA‘ETK——TTQLV‘D A I
YP_772921.1 AAQTR--ETQVVR A 1
YP_001843726.1 AAQTG--KTQLVK) A I
YP_942902.1 AFSTN--T 1QRVAD A I



Supplemental data

YP_121651.1 AAATR--TTQLVP,

YP_001633478.1 NASQR--QTQVVAN
YP_001392189.1 N1 SSR--QIQRVD)
YP 795394.1 NLATQ--TTQRIAN
YP_002284153.1 \VAEA--RSVLVP
YP_001255404.1 VAISSR——QIQRVND
YP_001385170.1 v 1SSR--Q1QRVN[Y
YP_001388639.1 N‘ISSR——QIQRVND
YP_001347703.1 AAARTR--QTQRVED
NP_103622.1 N\VQLG--TSML 1K}
YP_001807739.1 AAQTR--ETQVVR
YP_001580337.1 NAQTR--ETQVVRM
YP_002230176.1 NAQTR--ETQVVRM
NP_251512.1 ANARTR--LTQRVDM]
YP_459505. 1 ANASSG--ETOLVED
YP 790351.1 ANARTR--LTQRVD

YP_002439846.1
YP_001970489.1

AARTR--LTQRVD
AASQR--VTQRVED

A
a

YP_617023.1 - AARLR--ATQRVED
YP_620554.1 - AAQTR--ETQVVR®
YP_834795.1 - AAQTR--ETQVVR
YP_148653.1 - AAAKR--RTVVVP
YP_442277.1 - NAQTR--GTQVVHM
YP 334263.1 - AAQTR--GTQVVH®
YP_001067073.1 AAQTR--GTQVVH
YP_368503.1 - AAQTR--ETQVVR
YP_109010.1 - AAQTR--GTQVVH
YP 993758.1 - AAQTR--GTQVVH®
YP_001028775.1 - NAQTR--GTQVVHM
YP_002026852.1 - AJASQR--VTQRVD

YP_001764423.1
NP_970249.1

YP_001059788.1
YP_001081316.1
YP_001875000. 1

AAQTR--ETQVVRM
NAKTL--QTQLVAN
NAQTR--GTQVVHM

XXXXFXFXXXK?XXFXXXI_XX;UX

YP 278248.1 YAREQ--KT 1VVD)
YP_001309672.1 AALEK--ETLLVK}
YP_001576818.1 NAQTE--KTQIVPN
YP_193206.1 AAKTQ--1TQIVPN
YP_199405.1 NASTR--QSQRIAB
YP_001915608.1 ASTR--QSQRIAD)

e T I — R N N — e el <k

>>>>2>2>2>2>2>2PH>>>>2>2>2>2>2>2>2>2>2>2>2>2>>2>2>2>2>2> >N > >> > >

YP_002509654 .1 RDR--KTYLVP])



Supplemental data

YP_757341.
YP_810624.
YP_244708.
NP_635978.
XP_505859.
NP_964546.
YP_001261873.1
YP 814311.1
NP_298520.1
YP_001775202.
YP_ 001829224
NP_778732.1
NP_246070.1
XP_645637.1
XP_456263.1
YP_001300883.1
YP_812434.1
NP_814796.1
NP_358362.1

YP 816246.1
YP_001694316.1
YP_001835526.1
YP_002037500. 1
NP_345351.1
XP_001385863.2
NP_985662. 1
YP_759928.1
YP_002123053.1
YP_002131343.1
XP_001683506.1
NP_012854.1
XP_460154.1
XP_001801028.1
YP_001201197.
XP_001484046.
NP_274882.1
YP_001302571.
YP_002000650.
YP_001682978.
YP_ 002342048
YP_207199.1
XP_844799.1 QQA--KTLVVS])

AMAATG--ETQLVER,

RPRRRRR

[

KIALEK--KTQIVAN
ESAEKQ--ATLIVDN
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YP_001598496

YP_974447_1

XP_001465858.
YP_001280815.

NP_664843.1
NP_802083.1
YP_280574.1

YP_001128311.
YP_002286076 .

XP_390238.1

XP_001565241.

YP_596891.1
YP_600772_1

YP_001351938.
XP_001910908.

XP_446236.
NP_607473.
YP_060405 .
YP_602707.
NP_269471.
YP_282476.
YP_598792.
YP_099090.
NP_421082.

RPRRRRRRERR

YP_001034962.

YP_211509.1

XP_001940256.
YP_001450196.

XP_680937.1

XP_001265696.

XP_367405.1

YP_001033719.

YP_812051.1
NP_810723.1
YP 141537.1
NP_721920.1
YP_820528.1

XP_001246405.

YP_612063.1
YP_444835.1
NP_943356.1
YP 631535.1

[

[

[

(=

Supplemental data

LVDTRS
LVDTRS

IRQDQFPSKETAESTEAARVKE---T]
IRQDKFP-ALGSQNTPSNSTNN---L|

VT UVOTUVIUPTPPPIAIK<P>TPOIOAPIIAPPOTOXRNAANANANAXNOZPARARNIOTDXRXXXXXXXXNXXTUTIUTUVTDO

QBWAKG--GTVVVGH]
QBWAKG--GTVVVGH)
TVAESG--EPLVVQS

ESAQSR--RTI1INY
ESAQSR-—-RTI1 1IN
ESAQSR--RTI1INY
ESAQSR--RTI1 1IN

TVAESG--ESLVVSN
ESAQSR--RT 11 INJ
ESAQSR--RT 11 INJ
SEWQQA--AT IVVP)

1ASSQ--ETQLVPY
ESAQSR--RTI 1IN
ESAQSR--RT 11 INJ
ESAQSR--RT I 1IN
ESAQSR--RT 11 INJ

<> > T >R > >OEG > > >0 > >0 > T OEGEGEGEGER > > > [GEG) > > [OEGEGEGEG] > > > >




NP_687842.1
YP 329573.1

XP_001692446.

NP_390842.2
YP 511991.1
XP_719233.1
NP_735295.1
YP_168601.1

YP_001169098.
XP_001216799.

YP_437091.1

XP_001390389.
XP_001550500.
XP_001273080.
YP_001042044 .

YP 916587.1
XP_961529.1
YP 351544.1

[

(=

N N

XP_001588803.1

XP_762195.1

XP_001537789.
YP_ 001198994 .

NP_390842.1

YP_001469780.

NP_623333.1

YP_001567589.

NP_228329.1

YP_001244004.
YP_001738457 .

YP_591728._1

YP_001193798.
YP_001296902..
XP_001439866.
XP_001438779.
YP_001319456.
XP_001022412.
YP_001306613.
YP_002335308.

NP_394308.1
YP_862969.1
YP_023758.1
NP_111339.1

P

RPRRRRREPR

LLSPLLPSEIVSPKKRKHP
VRQDRFP-SLVSAGSNTKETPGTQ-

Supplemental data

ESAQTA--KTLI1VD]
ESAQTA--KTLIVD]

QMANLK--RTF 1VQD)
QMAMLK--DVF 1VQD)
SLAVLKN--DIVNEY])

SLEVTKR--M1 INEG®]
SLIAVLKN--EVVNEY/y)

S
S
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
§
A




Supplemental data

YP_001380982.1 YLMVLRG-—-—————— == ———— DVRESDARABRE TPHVREP--V[EQBLEEI SARTR--EVVLVD
YP_806472._1 LYNDKTG-=—====——————————— K-VASMHEQ--PEN TSYAQN--AVLRVPN

YP_001987415.1 LYNDKTG-=—=———— === ———— K-VASMHEQ--PEN TSYAQN--AVLRVPN
NP_785802.1 LFNEQTG--—=—=———————————- K-V/ASMHEIK - - AFETQ--TNQRV

YP_818384.1 I'YNDDAK--—— == K-VASMHEK --PES AFANK--ESTVVPN
YP_001621174.1 K-V3@NL M- -PEK TSYSKN--EVIVVKN

=
— ()
o
=
o

NP_288269.1
YP_002403065.
YP_002397981 .
YP_002412850.
YP_001880631 .
YP_002391608 .
YP_001730808.
ZP_03003290.1
YP_001743413.1
YP_002407226.1
YP_002329476.1
YP_002382399.1
ZP_03445135.1
YP_688895.1
YP_669680.1
NP_416346.4
ZP_02903917.1
ZP_03282954.1
YP_001452718.1
YP_001570142.1
NP_460803.1
YP_150310.1
YP_002141797.1
YP_002243298.1
NP_456352.1
NP_804849.1
YP_001587603.1
ZP_02666379.2
ZP_02832604.2
YP_001177122.1
YP_002226291.1
NP_754135.1
ZP_02347214.1

RPRRRRR
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ZP_02574893.1
ZP_02659310.1
ZP_02663512.1
ZP_02681881.1
ZP_02696584.1
YP_002041101.1
YP_002045892.1
ZP_03075263.1
YP_002114879.1
YP_002146178.1
ZP_03165709.1
YP_002215294 .1
ZP_03221812.
ZP_03342093.
ZP_03347154.
ZP_03352578.
ZP_03357060.
ZP_03371453.
ZP_03379701.
ZP_03383790.
ZP_03412299.
ZP_03217260.
YP_002237781.1
YP_001336004 .1
YP_001437512.1
ZP_03403067.1
YP_001907453.1
YP_001006127.1
NP_669181.1

NP_993079.1

YP_070893.1

YP_651729.1

YP_647856.1

YP_001163103.1
ZP_01888376.1
YP_001400647.1
YP_001607069. 1
ZP_02221459.
ZP_02227087.
ZP_02229339.
ZP_02237158.
ZP_02307206.

RPRRRPRRPRRRERRRR

PR PRRR

r—r—r—r—rrr—rr—rrr—r—rMrr—r—rrrM}’—rCFrCrCcCCFCCC-HC-H-HC -

Supplemental data

r—r—rr—rr—r—r—-r—r——-—-—~—-—-—~—-—-~--————

TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TEE
TAE
TAE
DAD
TEE
DDE|
DKD
DED
DED
DED
DED
DED
DED
DED
DED
DED
DED
DED
DED
DED
DED

EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EHG-
EQG-
EQG-
EQG-

BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
BRTLVAQLETVLA
[BRTLVAQLETVLG
BRTLVEQLEKLIA
BRTLVEHLEKLIA
BCTLVEQLEAVIA
EHG-{SRTLVAQLETVLA
EKG-BKALTDGLCAVLS
ELG-{81SVVAGLCEHLE
ELG-{81 SVVAGLCEHLE
ELG-{81SVVAGLCEHLE
ELG-®ISVVAGLCEHLE
ELG-{81SVVAGLCEHLE
ELG-{81 SVVAGLCEHLE
ELG-{81 SVVAGLCEHLE
ELG-®ISVVAGLCEHLE
ELG-{81SVVAGLCEHLE
ELG-{81 SVVAGLCEHLE
ELG-{81 SVVAGLCEHLE
ELG-{81 SVVAGLCEHLE
ELG-{81SVVAGLCEHLE
ELG-®ISVVAGLCEHLE
ELG-{81SVVAGLCEHLE



Supplemental data

ZP_02314388.1  LPITV-KG-———mmm oo ILPI I SVVAGLCEHLE
ZP_02318544.1  LPITV-KG-————————mmmmmom oo LB ISVVAGLCEHLE
YP_001720525.1  LPITV-KG-——m—m oo oo ILP1 ISVVAGLCEHLE
YP_001872871.1  LPITV-KG-——mmm oo oo LB I SVVAGLCEHLE
YP_002346706.1  LPITV-KG-—————m oo 1P ISVVAGLCEHLE
YP_001478346.1  LPLNV-GG———————————mm oo LB EAVVAGLCAQLE
YP_454994.1 = LPITL-DG-——mmmmmmm oo LB KAVADYLCRQLG
YP_001217052.1  IBFSI-NG=-——-———mm o mmmm oo LB TYLMSEVEKLLN
YP_002150764.1  LPLEV-NG-——————m oo LB KALCDVLCEHLK
YP_856816.1 IPLRR-GG-——————m—mmmmmm oo LB EETVQILESML-
YP_001093925.1  IPLRR-DG————————m——mmmmm oo LB ESCVKSLEKALF
YP_269525.1  VBVKI-AG-—————mmm oo oo LB SIVQAFEQNIT
NP_718189.1 IBVRA-DG-—————————mm oo mmmmmmmm o LB ELLVKSFEKCLF
YP_001366642.1  VBVCA-QG———————— = mmmmm e LB ELLVKSFENCLF
YP_001554990.1  VBVCA-QG————————m oo LB ELLVKSFENCLF
YP_737796.1  IBVRA-DG——————mmm oo LB ELLVKSFENCLF
YP_869415.1  IBVRA-DG———————m oo LB ELLVKSFENCLF
NP_797987.1 IBFSI-KG-——————mmmmm oo LB THFMSEVEKLLN
YP_001501790.1  VBLRQ-NG=——————m oo LB QQG-VETLVKSLEICLI
YP_927460.1  VBVRH-QG-——————mm oo oo LB QAG-[ETLVRTLEKALF
YP_001474222.1 I IMR=DH——————m oo LB QVG-MEKLVNSFEKALF
YP_963195.1  VBVRA-NG———————mm oo oo LB QKG-MELLVKSFENCLF
YP_001183724.1  VBVRA-NG————— === — oo LB QKG-MELLVKSFENCLF
YP_733804.1 = IBVRA-DG——————mmm oo oo LB QKG-MELLVKSFENCLF
YP_001050811.1  VBVCA-QG———————mm oo LB QKG-MELLVKSFENCLF
YP_750914.1  IBVRQ-GN-————— oo oo oo LB Q1G-MENMVKSFETCLF
YP_002126297.1  VBLVL-ND=—————m oo LB EKG-[BVE 1AQ1LMDSQK
YP_130129.1 IBLTV-KG-——mmm oo oo oo LB EDG-[BVSFVKELQKSL-
YP_001445537.1  IBFTI-NG=-——— === m o oo LB EEG-BTYFMAEVEKLLN
YP_661562.1  LPVYQ-KG-——mmm oo oo MBL MTG-[BQNLVNILQDAIA
YP_001674584.1  VBLRK-NG=——————mm oo LB QQG-VETLVKSLEFCLF
YP_002417027.1  IBFSI-DG-——————mm oo LB EDG-[ETFFMAEVEKLLN
NP_934438.1 IBFSI-NG-———————— oo oo LB EQG-[BTFFMAEVEKLLN
NP_761466.1 IBFSI-NG--———————m oo oo LB EQG-[BTFFMAEVEKLLN
YP_001760510.1  IVFD-NN—————— o oo oo LB QIG-[BENLVKSFESALF
YP_002312133.1  VBFRR-NG————————m—mmmmmm oo LB QQG-VETLVKSLENCLF
YP_562727.1  IBVRR=GN—————mm oo oo LB QLG-[MEKLVKSLESCLF
NP_693123.1 VBITI-NN-— oo oo oo LB QYF-MEKFVLHLTKHLQ
YP_001699747.1  IPLMK=QG———————————mm oo LB QAG-MEHFVQTLLLHI -
YP_001343242.1  IVVV-NG———————m oo oo FRM QAG-ESFVATFIEATD
YP_001141806.1  IVRR-GG—————————————mmmm oo LB RIG-[BEETVQILESML-
YP_204661.1  IFYR-NG-—————m oo oo LB EKG-[BVDFMKEAEKRL -



YP 301135.1

YP_002156075.

NP_244074.1

YP_001559126.

YP_080250.1
YP_253122.1
YP_261333.1

YP_001187407.
YP_001422246 .
YP_001748360.

YP_155660.1
NP_744032.1

YP_001269146.

YP_236680.1

YP_001667695.

YP_188854._1

YP_002275225 .

YP_804779.1
NP_470973.1
YP_607257.1

YP_001860169.

NP_465120.1
NP_372242.1
NP_374828.1

YP_001247140.
YP_001316940.
YP_ 001442294 .
YP_002314836.
YP_001814701.

NP_646478.1
YP_043764.1
YP_186602.1
YP_494359.1
YP 500333.1

YP_001332646.
YP_001575592.
ZP_02759966. 1
YP_001487827.

YP_417047.1
YP_041183.1
YP_176251.1

YP_002349929.

RRPRRR

1
1

1

1

Supplemental data

rr—rr—rrr—r~r—rr-rr—r~r—-~r—-—r——~—-—r———-———-~—-—-————@

AP I TSRETDVBKNG-EQIVARIEKQIS
PKFNRESE 1 BEKG-[BVDFMKEAEKRL -
SEEEQAL-[BESFVDVLSKNLK
Ev-lEQI 1 TLLVECCD
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FIGURE SlI: Sequence alignment of all putative fRMsr proteins.

The sequences of 358 putative fRMsrs were generated by PEDANT database (http://pedant.gsf.de/) and aligned with Bioedit software. The
numbering of amino acid residues is based on the E. coli fRMsr sequence. For reason of clarity, only the alignment between residues 19 and 170 is
represented. The residues conserved at least at 95 % are indicated in black on red boxes (such as Y66, C94, C118, E125, D141 and D143), those
conserved at least at 90% in red on blue boxes (such as F78, and C84), and finally, in yellow on green boxes (for example W62) those conserved
at 80%.
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The name of each sequence correspond to NCBI reference:

C84/C94/C118 signature (333 sequences, 93%) :

NP_288269.1: Escherichia coli 0157:H7 EDL933; YP_002403065.1: Escherichia coli 55989; YP_002397981.1 : Escherichia coli ED1a ;
YP_002412850.1: Escherichia coli UMNO026; YP_001880631.1: Shigella boydii CDC 3083-94; YP_002391608.1: Escherichia coli S88;
YP_001730808.1: Escherichia coli str. K12 substr. DH10B; ZP_03003290.1 : Escherichia coli 53638; YP_001743413.1: Escherichia coli SMS-3-
5; YP_002407226.1 : Escherichia coli 1AI39; YP_002329476.1: Escherichia coli O127:H6 str. E2348/69; YP_002382399.1: Escherichia
fergusonii ATCC 35469; ZP_03445135.1: Escherichia coli O157:H7 str. TW14588; YP_688895.1: Shigella flexneri 5 str. 8401; YP_669680.1:
Escherichia coli 536; NP_416346.4: Escherichia coli str.K-12 substr. MG1655; ZP_02903917.1: Escherichia albertii TW07627; ZP_03282954.1:
Enterobacter cancerogenus ATCC 35316; YP_001452718.1: Citrobacter koseri ATCC BAA-895; YP_001570142.1: Salmonella enterica subsp.
arizonae serovar 62:z4,z23; NP_460803.1: Salmonella typhimurium LT2; YP_150310.1: Salmonella enterica subsp. enterica serovar Paratyphi A
str. ATCC 9150; YP_002141797.1: Salmonella enterica subsp. enterica serovar Paratyphi A str. AKU_12601; YP_002243298.1: Salmonella
enterica subsp. enterica serovar Enteritidis str. P125109; NP_456352.1: Salmonella enterica subsp. enterica serovar Typhi str. CT18;
NP_804849.1: Salmonella enterica subsp. enterica serovar Typhi str. Ty2; YP_001587603.1: Salmonella enterica subsp. enterica serovar
Paratyphi B str. SPB7; ZP_02666379.2: Salmonella enterica subsp. enterica serovar Heidelberg str. SL486; ZP_02832604.2: Salmonella enterica
subsp. enterica serovar Weltevreden str. HI_NO05-537; YP_001177122.1: Enterobacter sp. 638; YP_002226291.1: Salmonella enterica subsp.
enterica serovar Gallinarum str. 287/91; YP_216830.1: Salmonella enterica subsp. enterica serovar Choleraesuis str. SC-B67; NP_754135.1.:
Escherichia coli CFT073; ZP_02347214.1: Salmonella enterica subsp. enterica serovar Saintpaul str. SARA29; ZP_02574893.1: Salmonella
enterica subsp. enterica serovar 4,- str. CVM23701; ZP_02659310.1: Salmonella enterica subsp. enterica serovar Kentucky str. CDC 191,
ZP_02663512.1: Salmonella enterica subsp. enterica serovar Schwarzengrund str. SL480; ZP_02681881.1: Salmonella enterica subsp. enterica
serovar Hadar str. RI_05P066; ZP_02696584.1: Salmonella enterica subsp. enterica serovar Newport str. SL317; YP_002041101.1: Salmonella
enterica subsp. enterica serovar Newport str. SL254; YP_002045892.1: Salmonella enterica subsp. enterica serovar Heidelberg str. SL476;
ZP_03075263.1: Salmonella enterica subsp. enterica serovar Kentucky str. CVM29188; YP_002114879.1: Salmonella enterica subsp. enterica
serovar Schwarzengrund str. CVM19633; YP_002146178.1: Salmonella enterica subsp. enterica serovar Agona str. SL483; ZP_03165709.1:
Salmonella enterica subsp. enterica serovar Saintpaul str. SARA23; YP_002215294.1: Salmonella enterica subsp. enterica serovar Dublin str.
CT_02021853; ZP_03221812.1: Salmonella enterica subsp. enterica serovar Javiana str. GA_MMO04042433; ZP_03342093.1: Salmonella
enterica subsp. enterica serovar Typhi str. 404ty; ZP_03347154.1: Salmonella enterica subsp. enterica serovar Typhi str. EO0-7866;
ZP_03352578.1: Salmonella enterica subsp. enterica serovar Typhi str. E01-6750; ZP_03357060.1: Salmonella enterica subsp. enterica serovar
Typhi str. E02-1180; ZP_03371453.1: Salmonella enterica subsp. enterica serovar Typhi str. E98-2068; ZP_03379701.1: Salmonella enterica
subsp. enterica serovar Typhi str. J185; ZP_03383790.1: Salmonella enterica subsp. enterica serovar Typhi str. M223; ZP_03412299.1:
Salmonella enterica subsp. enterica serovar Typhi str. E98-3139; ZP_03217260.1: Salmonella enterica subsp. enterica serovar Virchow str.
SL491; YP_002237781.1: Klebsiella pneumoniae 342; YP_001336004.1: Klebsiella pneumoniae subsp. pneumoniae MGH 78578;
YP_001437512.1: Enterobacter sakazakii ATCC BAA-894; ZP_03403067.1: Salmonella enterica subsp. enterica serovar Typhi str. AG3;
YP_001907453.1: Erwinia tasmaniensis Et1/99; YP_001006127.1: Yersinia enterocolitica subsp. enterocolitica 8081; NP_669181.1: Yersinia
pestis KIM; NP_993079.1: Yersinia pestis biovar Microtus str. 91001; YP_070893.1: Yersinia pseudotuberculosis IP 32953; YP_651729.1:
Yersinia pestis Antiqua; YP_647856.1: Yersinia pestis Nepal516; YP_001163103.1: Yersinia pestis Pestoides F; ZP_01888376.1: Yersinia pestis
CAB88-4125; YP_001400647.1: Yersinia pseudotuberculosis IP 31758; YP_001607069.1: Yersinia pestis Angola; ZP_02221459.1: Yersinia pestis
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biovar Orientalis str. F1991016; ZP_02227087.1: Yersinia pestis biovar Orientalis str. IP275; ZP_02229339.1: Yersinia pestis biovar Antiqua str.
E1979001; ZP_02237158.1: Yersinia pestis biovar Antiqua str. B42003004; ZP_02307206.1: Yersinia pestis biovar Antiqua str. UG05-0454;
ZP_02314388.1: Yersinia pestis biovar Orientalis str. MG05-1020; ZP_02318544.1: Yersinia pestis biovar Mediaevalis str. K1973002,;
YP_001720525.1: Yersinia pseudotuberculosis YPIII; YP_001872871.1: Yersinia pseudotuberculosis PB1/+; YP_002346706.1: Yersinia pestis
C092; YP_001478346.1: Serratia proteamaculans 568; YP_454994.1: Sodalis glossinidius str. 'morsitans’; YP_001217052.1: Vibrio cholerae
0395; YP_002150764.1: Proteus mirabilis HI14320; YP_856816.1: Aeromonas hydrophila subsp. hydrophila ATCC 7966; YP_001093925.1:
Shewanella loihica PV-4; YP_269525.1: Colwellia psychrerythraea 34H; NP_718189.1: Shewanella oneidensis MR-1; YP_001366642.1:
Shewanella baltica OS185; YP_001554990.1: Shewanella baltica OS195; YP_737796.1: Shewanella sp. MR-7; YP_869415.1: Shewanella sp.
ANA-3; NP_797987.1: Vibrio parahaemolyticus RIMD 2210633; YP_001501790.1: Shewanella pealeana ATCC 700345; YP_927460.1.:
Shewanella amazonensis SB2B; YP_001474222.1: Shewanella sediminis HAW-EB3; YP_963195.1: Shewanella sp. W3-18-1; YP_001183724.1.:
Shewanella putrefaciens CN-32; YP_733804.1: Shewanella sp. MR-4; YP_001050811.1: Shewanella baltica OS155; YP_750914.1: Shewanella
frigidimarina NCIMB 400; YP_002126297.1: Alteromonas macleodii 'Deep ecotype'; YP_130129.1: Photobacterium profundum SS9;
YP_001445537.1: Vibrio harveyi ATCC BAA-1116; YP_661562.1: Pseudoalteromonas atlantica T6c; YP_001674584.1: Shewanella halifaxensis
HAW-EB4; YP_002417027.1: Vibrio splendidus LGP32; NP_934438.1: Vibrio vulnificus YJO016; NP_761466.1: Vibrio vulnificus CMCP6;
YP_001760510.1: Shewanella woodyi ATCC 51908; YP_002312133.1: Shewanella piezotolerans WP3; YP_562727.1: Shewanella denitrificans
0S217; NP_693123.1: Oceanobacillus iheyensis HTE831; YP_001699747.1: Lysinibacillus sphaericus C3-41; YP_001343242.1: Marinomonas
sp. MWYL1; YP_001141806.1: Aeromonas salmonicida subsp. salmonicida A449; YP_204661.1: Vibrio fischeri ES114; YP_301135.1:
Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305; YP_002156075.1: Vibrio fischeri MJ11; NP_244074.1: Bacillus halodurans C-
125; YP_001559126.1: Clostridium phytofermentans 1SDg; YP_080250.1: Bacillus licheniformis ATCC 14580; YP_253122.1: Staphylococcus
haemolyticus JCSC1435; YP_261333.1: Pseudomonas fluorescens Pf-5; YP_001187407.1: Pseudomonas mendocina ymp; YP_001422246.1:
Bacillus amyloliquefaciens FZB42; YP_001748360.1: Pseudomonas putida W619; YP_155660.1: Idiomarina loihiensis L2TR; NP_744032.1:
Pseudomonas putida KT2440; YP_001269146.1: Pseudomonas putida F1; YP_236680.1: Pseudomonas syringae pv. syringae B728a;
YP_001667695.1: Pseudomonas putida GB-1; YP_188854.1: Staphylococcus epidermidis RP62A; YP_002275225.1: Gluconacetobacter
diazotrophicus PAI 5; YP_804779.1: Pediococcus pentosaceus ATCC 25745; NP_470973.1: Listeria innocua Clip11262; YP_607257.1:
Pseudomonas entomophila L48; YP_001860169.1: Burkholderia phymatum STM815; NP_465120.1: Listeria monocytogenes EGD-¢;
NP_372242.1: Staphylococcus aureus subsp. aureus Mu50; NP_374828.1: Staphylococcus aureus subsp. aureus N315; YP_001247140.1:
Staphylococcus aureus subsp. aureus JH9; YP_001316940.1: Staphylococcus aureus subsp. aureus JH1; YP_001442294.1: Staphylococcus aureus
subsp. aureus Mu3; YP_002314836.1: Anoxybacillus flavithermus WKZ1; YP_001814701.1: Exiguobacterium sibiricum 255-15; NP_646478.1:
Staphylococcus aureus subsp. aureus MW?2; YP_043764.1: Staphylococcus aureus subsp. aureus MSSA476; YP_186602.1: Staphylococcus
aureus subsp. aureus COL; YP_494359.1: Staphylococcus aureus subsp. aureus USA300; YP_500333.1: Staphylococcus aureus subsp. aureus
NCTC 8325; YP_001332646.1: Staphylococcus aureus subsp. aureus str. Newman; YP_001575592.1 : Staphylococcus aureus subsp. aureus
USA300_TCH1516; ZP_02759966.1: Staphylococcus aureus subsp. aureus USA300_TCH1516; YP_001487827.1: Bacillus pumilus SAFR-032;
YP_417047.1: Staphylococcus aureus RF122; YP_041183.1: Staphylococcus aureus subsp. aureus MRSA252; YP_176251.1: Bacillus clausii
KSM-K16; YP_002349929.1: Listeria monocytogenes HCC23; YP_001376537.1: Bacillus cereus subsp. cytotoxis NVH 391-98; YP_784647.1.:
Bordetella avium 197N; YP_557760.1: Burkholderia xenovorans LB400; YP_275769.1: Pseudomonas syringae pv. phaseolicola 1448A;
YP_001118914.1: Burkholderia vietnamiensis G4; YP_001782545.1: Clostridium botulinum B1 str. Okra; NP_882192.1: Bordetella pertussis
Tohama I; YP_001894915.1: Burkholderia phytofirmans PsIN; YP_001647268.1: Bacillus weihenstephanensis KBAB4; NP_882465.1:
Bordetella parapertussis 12822; YP_002448219.1: Bacillus cereus G9842; NP_834359.1: Bacillus cereus ATCC 14579; YP_002369448.1:
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Bacillus cereus B4264; YP_191278.1: Gluconobacter oxydans 621H; NP_886654.1: Bordetella bronchiseptica RB50; NP_847103.1: Bacillus
anthracis str. Ames; YP_030799.1: Bacillus anthracis str. Sterne; NP_981083.1: Bacillus cereus ATCC 10987; YP_038702.1: Bacillus
thuringiensis serovar konkukian str. 97-27; YP_002340711.1: Bacillus cereus AH187; YP_085975.1: Bacillus cereus E33L; YP_002453717.1:
Bacillus cereus AH820; YP_772921.1: Burkholderia ambifaria AMMD; YP_001843726.1: Lactobacillus fermentum IFO 3956; YP_942902.1:
Psychromonas ingrahamii 37; YP_121651.1: Nocardia farcinica IFM 10152; YP_001633478.1: Bordetella petrii DSM 12804; YP_001392189.1:
Clostridium botulinum F str. Langeland; YP_795394.1: Lactobacillus brevis ATCC 367; YP_002284153.1: Rhizobium leguminosarum bv. trifolii
WSM2304; YP_001255404.1: Clostridium botulinum A str. ATCC 3502; YP_001385170.1: Clostridium botulinum A str. ATCC 19397;
YP_001388639.1: Clostridium botulinum A str. Hall; YP_001347703.1: Pseudomonas aeruginosa PA7; NP_103622.1: Mesorhizobium loti
MAFF303099; YP_001807739.1: Burkholderia ambifaria MC40-6; YP_001580337.1: Burkholderia multivorans ATCC 17616; YP_002230176.1:
Burkholderia cenocepacia J2315; NP_251512.1: Pseudomonas aeruginosa PAOL; YP_459505.1: Erythrobacter litoralis HTCC2594;
YP_790351.1: Pseudomonas aeruginosa UCBPP-PA14; YP_002439846.1: Pseudomonas aeruginosa LESB58; YP_001970489.1:
Stenotrophomonas maltophilia K279a; YP_617023.1: Sphingopyxis alaskensis RB2256; YP_620554.1: Burkholderia cenocepacia AU 1054;
YP_834795.1: Burkholderia cenocepacia HI2424; YP_148653.1: Geobacillus kaustophilus HTA426; YP_442277.1: Burkholderia thailandensis
E264; YP_334263.1: Burkholderia pseudomallei 1710b; YP_001067073.1: Burkholderia pseudomallei 1106a; YP_368503.1: Burkholderia sp.
383; YP_109010.1: Burkholderia pseudomallei K96243; YP_993758.1: Burkholderia mallei SAVP1; YP_001028775.1: Burkholderia mallei
NCTC 10229; YP_002026852.1: Stenotrophomonas maltophilia R551-3; YP_001764423.1: Burkholderia cenocepacia MCO0-3; NP_970249.1:
Bdellovibrio bacteriovorus HD100; YP_001059788.1: Burkholderia pseudomallei 668; YP_001081316.1: Burkholderia mallei NCTC 10247,
YP_001875000.1: Elusimicrobium minutum Peil91; YP_278248.1: Mycoplasma synoviae 53; YP_001309672.1: Clostridium beijerinckii
NCIMB 8052; YP_001576818.1: Lactobacillus helveticus DPC 4571; YP_193206.1; Lactobacillus acidophilus NCFM; YP_199405.1:
Xanthomonas oryzae pv. oryzae KACC10331; YP_001915608.1: Xanthomonas oryzae pv. oryzae PX0O99A; YP_002509654.1: Halothermothrix
orenii H 168; YP_757341.1: Maricaulis maris MCS10; YP_810624.1: Oenococcus oeni PSU-1; YP_244708.1: Xanthomonas campestris pv.
campestris str. 8004; NP_635978.1: Xanthomonas campestris pv. campestris str. ATCC 33913; XP_505859.1: Yarrowia lipolytica; NP_964546.1:
Lactobacillus johnsonii NCC 533; YP_001261873.1: Sphingomonas wittichii RW1; YP_814311.1: Lactobacillus gasseri ATCC 33323;
NP_298520.1: Xylella fastidiosa 9a5c; YP_001775202.1: Xylella fastidiosa M12; YP_001829224.1: Xylella fastidiosa M23; NP_778732.1:
Xylella fastidiosa Temeculal; NP_246070.1: Pasteurella multocida subsp. multocida str. Pm70; YP_001997158.1: Chloroherpeton thalassium
ATCC 35110; XP_645637.1: Dictyostelium discoideum AX4; XP_456263.1: Kluyveromyces lactis; YP_001300883.1: Bacteroides vulgatus
ATCC 8482; YP_812434.1: Lactobacillus delbrueckii subsp. bulgaricus ATCC BAA-365; NP_814796.1: Enterococcus faecalis VV583;
NP_358362.1: Streptococcus pneumoniae R6; YP_816246.1: Streptococcus pneumoniae D39; YP_001694316.1: Streptococcus pneumoniae
Hungary19A-6; YP_001835526.1: Streptococcus pneumoniae CGSP14; YP_002037500.1: Streptococcus pneumoniae G54; NP_345351.1:
Streptococcus pneumoniae TIGR4; XP_001385863.2: Pichia stipitis CBS 6054; NP_985662.1: Ashbya gossypii ATCC 10895; YP_759928.1.:
Hyphomonas neptunium ATCC 15444; YP_002123053.1: Streptococcus equi subsp. zooepidemicus MGCS10565; YP_002131343.1:
Phenylobacterium zucineum HLK1; XP_001683506.1: Leishmania major strain Friedlin; NP_012854.1: Saccharomyces cerevisiae;
XP_460154.1: Debaryomyces hansenii CBS767; XP_001801028.1: Phaeosphaeria nodorum SN15; YP_001201197.1: Streptococcus suis
98HAH33; XP_001484046.1: Pichia guilliermondii ATCC 6260; NP_274882.1: Neisseria meningitidis MC58; YP_001302571.1: Parabacteroides
distasonis ATCC 8503; YP_002000650.1: Neisseria gonorrhoeae NCCP11945; YP_001682978.1: Caulobacter sp. K31; YP_002342048.1:
Neisseria meningitidis Z2491; YP_207199.1: Neisseria gonorrhoeae FA 1090; XP_844799.1: Trypanosoma brucei TREU927; YP_001598496.1:
Neisseria meningitidis 053442; YP_974447.1: Neisseria meningitidis FAM18; XP_001465858.1: Leishmania infantum JPCMD5;
YP_001280815.1: Psychrobacter sp. PRwf-1; NP_664843.1: Streptococcus pyogenes MGAS315; NP_802083.1: Streptococcus pyogenes SSI-1;
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YP_280574.1: Streptococcus pyogenes MGAS6180; YP_001128311.1: Streptococcus pyogenes str. Manfredo; YP_002286076.1: Streptococcus
pyogenes NZ131; XP_390238.1: Gibberella zeae PH-1; XP_001565241.1: Leishmania braziliensis MHOM/BR/75/M2904; YP_596891.1:
Streptococcus pyogenes MGAS9429; YP_600772.1: Streptococcus pyogenes MGAS2096; YP_001351938.1: Janthinobacterium sp. Marseille;
XP_001910908.1: Podospora anserina DSM 980; XP_446236.1: Candida glabrata CBS 138; NP_607473.1: Streptococcus pyogenes MGAS8232;
YP_060405.1: Streptococcus pyogenes MGAS10394; YP_602707.1: Streptococcus pyogenes MGAS10750; NP_269471.1: Streptococcus
pyogenes M1 GAS; YP_282476.1: Streptococcus pyogenes MGAS5005; YP_598792.1: Streptococcus pyogenes MGAS10270; YP_099090.1:
Bacteroides fragilis YCH46; NP_421082.1: Caulobacter crescentus CB15; YP_001034962.1: Streptococcus sanguinis SK36; YP_211509.1 :
Bacteroides fragilis NCTC 9343; XP_001940256.1: Pyrenophora tritici-repentis Pt-1C-BFP; YP_001450196.1: Streptococcus gordonii str.
Challis substr. CH1; XP_680937.1: Aspergillus nidulans FGSC A4; XP_001265696.1: Neosartorya fischeri NRRL 181; XP_367405.1.:
Magnaporthe grisea 70-15; YP_001033719.1: Lactococcus lactis subsp. cremoris MG1363; YP_812051.1: Lactococcus lactis subsp. cremoris
SK11; NP_810723.1: Bacteroides thetaiotaomicron VPI-5482; YP_141537.1: Streptococcus thermophilus CNRZ1066; NP_721920.1:
Streptococcus mutans UA159; YP_820528.1: Streptococcus thermophilus LMD-9; XP_001246405.1: Coccidioides immitis RS; YP_612063.1:
Silicibacter sp. TM1040; YP_001727726.1: Leuconostoc citreum KM20;YP_444835.1: Salinibacter ruber DSM 13855; NP_943356.1: Klebsiella
pneumoniae; YP_631535.1: Myxococcus xanthus DK 1622; YP_809822.1: Oenococcus oeni PSU-1; NP_687842.1: Streptococcus agalactiae
2603V/R; YP_329573.1: Streptococcus agalactiae A909; XP_001692446.1: Chlamydomonas reinhardtii; YP_511991.1: Jannaschia sp. CCS1;
XP_719233.1: Candida albicans SC5314; NP_735295.1: Streptococcus agalactiae NEM316; YP_168601.1: Silicibacter pomeroyi DSS-3;
YP_001169098.1: Rhodobacter sphaeroides ATCC 17025; XP_001216799.1: Aspergillus terreus NIH2624; YP_437091.1: Hahella chejuensis
KCTC 2396; XP_001390389.1: Aspergillus niger CBS 513.88;XP_001550500.1: Botryotinia fuckeliana B05.10; XP_001273080.1: Aspergillus
clavatus NRRL 1; YP_001042044.1: Rhodobacter sphaeroides ATCC 17029; YP_916587.1: Paracoccus denitrificans PD1222; XP_961529.1:
Neurospora crassa OR74A; YP_351544.1: Rhodobacter sphaeroides 2.4.1; XP_001588803.1: Sclerotinia sclerotiorum 1980; XP_762195.1:
Ustilago maydis 521; XP_001537789.1: Ajellomyces capsulatus NAm1; YP_001198994.1: Streptococcus suis 05ZYH33; NP_390842.1: Bacillus
subtilis subsp. subtilis str. 168.

C94/C118 signature (20 sequences, 5.6%):

NP_288269.1: Escherichia coli 0157:H7 EDL933; YP_001469780.1: Thermotoga lettingae TMO; NP_623333.1: Thermoanaerobacter
tengcongensis MB4; YP_001567589.1: Petrotoga mobilis SJ95; NP_228329.1: Thermotoga maritima MSB8; YP_001244004.1: Thermotoga
petrophila RKU-1; YP_001738457.1: Thermotoga sp. RQ2; YP_591728.1: Acidobacteria bacterium Ellin345; YP_001193798.1:
Flavobacterium johnsoniae UW101; YP_001296902.1: Flavobacterium psychrophilum JIP02/86; XP_001439866.1: Paramecium tetraurelia
strain d4-2; XP_001438779.1: Paramecium tetraurelia strain d4-2; YP_001319456.1: Alkaliphilus metalliredigens QYMF; XP_001022412.1:
Tetrahymena thermophila SB210; YP_001306613.1: Thermosipho melanesiensis B1429; YP_002335308.1: Thermosipho africanus TCF52B;
NP_394308.1: Thermoplasma acidophilum DSM 1728; YP_862969.1: Gramella forsetii KT0803; YP_023758.1: Picrophilus torridus DSM 9790;
NP_111339.1: Thermoplasma volcanium GSS1; YP_001380982.1: Anaeromyxobacter sp. Fw109-5.

C84/C118 signature (5 sequences, 1.4%):
YP_806472.1: Lactobacillus casei ATCC 334; YP_001987415.1: Lactobacillus casei BL23; NP_785802.1: Lactobacillus plantarum
WCFS1;YP_818384.1: Leuconostoc mesenteroides subsp. mesenteroides ATCC 8293; YP_001621174.1: Acholeplasma laidlawii PG-8A





