
Table S6: Comparison of expression levels from differential splice sites using RT qPCR and SLT

ID

Long 
slender/procyclics 

qPCR

ci min 
(95%) 
qPCR

ci max 
(95%) 
qPCR

Long 
slender/procyclics 

SLT Pearson
Tb927.1.790up 1.03 0.84 1.26 2.11 0.85
Tb927.1.790down 2.69 2.26 3.20 2.80
Tb11.02.2700up 1.37 0.93 2.02 1.00
Tb11.02.2700down 2.66 1.36 5.23 1.47
Tb927.6.4240up 1.29 0.94 1.78 1.00
Tb927.6.4240down 5.50 3.87 7.82 4.05

ci 95% confidence interval
up and down refers to the up- and downstream splice sites




