
Supplementary Table 1: 

Gene Name Protein Accession Nucleotide Accesion First primer Forward First primer Backward
SYTL1 NP_116261  NM_032872 aagttgaagtgcccctggac gttggttctgaggggtagaag
CYBB NP_000388  NM_000397 aagcaggagtttcaagatgcg gaaaatgaaatgcactccccg
NCF1 NP_000256  NM_000265 ggttggtggttctgtcagatg agcttccgcttggtgctctc
CYBA NP_000092  NM_000101 cagatcgagtgggccatgtg tcacacgacctcgtcggtc
LOC401374 XP_376628  XM_376628 ggttggtggttctgtcagatg agcttccgcttggtgctctc
NOXO1 NP_751907  NM_172167 ataggccttttcaggcgcag acagagtccacgcaccctc
LOC283247 XP_208058  XM_208058 taccctcacaatgtgtccaac ctcgtcccatatgagttgttc
DUOX2 NP_054799  NM_014080 tgtgctggatacccaaagctg cagaagttctcatagtggtgc
RUFY1 NP_079434  NM_025158 acaagctgcagcaggagctg tgtggcagctgtcgcacac
DUOX1 NP_059130  NM_017434 ggtgacagatgtgccagatac ctcataatggtgggagaagtg
NOX5 NP_078781  NM_024505 ggatctttgcctctgagcatg atctgaagccgaacttctcac
NOX3 NP_056533  NM_015718 tggacgggccctttggaac tagaaatgaacacctctgggg
ARHGDIB NP_001166  NM_001175 aaaaagccccagagccacatg ctgtccactccttcttaatcg
NOX4 NP_058627  NM_016931 tcgagatttactactgcctcc gtcccatatgagttgttctgg
ARHGDIA NP_004300  NM_004309 gatgagcactcggtcaactac cagtccttccagtccttcttg
NOXA1 NP_006638  NM_006647 gtgctgggggagcaggtg tagggctgatctccctgctg
NOX1 NP_008983  NM_007052 caccaattcccaggattgaag gaacctttctaggatccagac
PRDX2 NP_859428  NM_181738 gtaacgcgcgcatcggaaag tcatccttaaagacttgggcg
PRDX2 NP_859427  NM_181737 gtaacgcgcgcatcggaaag tattccttgctgtcatccacg
PRDX1 NP_859048  NM_181697 atgctaaaattgggcaccctg ttgctcttttggacatcaggc
PRDX1 NP_859047  NM_181696 atgctaaaattgggcaccctg ttgctcttttggacatcaggc
PRDX5 NP_857635  NM_181652 tcagcgggctatatactcgtc gagctgtgagatgatattggg
PRDX3 AAH59169  BC059169 gcatgcaccctattttaaggg agtactctttggaagcagctg
PRDX4 AAH03609  BC003609 ctgcacctaagcaaagcgaag atacttcagctttccagctgg
TXN2 NP_036605  NM_012473 atggctcagcgacttcttctg tcagccaatcagcttcttcag
TXNRD2 NP_006431  NM_006440 atttggagaaggctggggtag ttggagatgcgcagcttgac
TXNRD2 NP_665691  NM_145748 atttggagaaggctggggtag ttggagatgcgcagcttgac
TXN NP_003320  NM_003329 atggtgaagcagatcgagagc atggtggcttcaagcttttcc
TXNRD1 NP_877393  NM_182729 ttagaaaccgtaggggtgaag agcgcttggtcacagacaatg
TXNL2 NP_006532  NM_006541 agaaattgactcatgctgccc ttctcctctcagtataggcag
TXNL1 NP_004777  NM_004786 tatcaaggagcagatgctgtg gtggctttctccttttttgcc
TXNDC9 NP_005774  NM_005783 aactggatcagatggatgagg tcctcggatagttttcttttcc
TXNDC NP_110382  NM_030755 aagtagatgtcacagagcagc tatctgtggccaatgatggac
TXNDC3 NP_057700  NM_016616 gacaatggcttgcaatactgg ttcctcaggatcctcaaagag
TXNDC2 NP_115619  NM_032243 aagaagggtgacatccccaag caagtttttccttaagggcgc
PTGES2 NP_945177  NM_198939 gctgtggcctggtgggtg aggatgggcacctttctgtag
TXNRD3 XP_051264  XM_051264 taggcttggagaagattggtg cagcagcctttctgagtgatg
PRDX5 NP_857634  NM_181651 tcagcgggctatatactcgtc gagctgtgagatgatattggg
GLRX2 NP_057150  NM_016066 tgaaccctcgagataagcaag acactgatgaactagtgggag
PRDX5 NP_036226  NM_012094 agcaagacggtgcagtgaag gagctgtgagatgatattggg
TXNL2 NP_006532  NM_006541 agaaattgactcatgctgccc ttctcctctcagtataggcag
GLRX NP_002055  NM_002064 ggctcaagagtttgtgaactg ttactgcagagctccaatctg
LOC392531 XP_373367  XM_373367 ttgttaatcaagtcgggacgg ttcatctaaaagggcggagtg
LOC389207 XP_371694  XM_371694 aggatagcttgctggtgttag accagcacagttcttacaacg
C14orf87 NP_057501  NM_016417 atgagcgggtccctcggc cacttggagtcttggtctttc
SH3BGRL3 NP_112576  NM_031286 cgaaatcaagtcccagcagag tcaagccagcttcaggaactc
GLRX2 NP_932066  NM_197962 ggctggtttggagcaggag acactgatgaactagtgggag
GPX6 NP_874360  NM_182701 agcctcaaaataggaaggtgg gaactgctttaggtactccag
GPX1 NP_000572  NM_000581 cagtcggtgtatgccttctc ttcgatgtcaggctcgatgtc
GPX1 NP_958799  NM_201397 cagtcggtgtatgccttctc acctgatgcccaaactggttg
LOC389839 XP_372197  XM_372197 cagtcggtgtatgccttctc taggcaacatcgttgcgacac
GPX7 NP_056511  NM_015696 tggctgctcctgtgggctg aagtcttctcgcttcagtagg
GPX3 NP_002075  NM_002084 actgccatggtggcataagtg ttacttcctcttgacccccag
GPX4 NP_002076  NM_002085 gcctttgccgcctactgaag ctagaaatagtggggcaggtc
GPX2 AAH67221  BC067221 atggctttcattgccaagtcc tatggcaactttaaggaggcg
GPX5 NP_001500  NM_001509 cccaagcaggagaagatgaag gaattgcttcaagtacgccag
GPX7 AAH32788  BC032788 tggctgctcctgtgggctg aagtcttctcgcttcagtagg
GPX5 NP_003987  NM_003996 tgactacacagttaagggtcg tcccctttctcaaaaagctgg
CAT NP_001743  NM_001752 gttgaacagatagccttcgac acagatttgccttctcccttg
LOXHD1 NP_653213  NM_144612 ccatggctgactacgttcaag aacaaggtccattgacaagcc
ALOX5AP NP_001620  NM_001629 actgtaggcaatgttgtcctg tagggaatgagaagtagaggg
ALOXE3 NP_067641  NM_021628 ggccattgagagctttgtctc ttagatggagacgctgttctc
ALOX15B NP_001132  NM_001141 atgcagatttggggtgcagtg ttagatggagacgctgttctc
ALOX5 NP_000689  NM_000698 gaggtggtagacatctactac atggccacactgttcggaatc
ALOX12B NP_001130  NM_001139 gtgtggaatgcactggagaag atgctgttctcaatcagcacc



ALOX12 NP_000688  NM_000697 tacggctctgggagatcattg tcagatggtgacactgttctc
PTGS2 NP_000954  NM_000963 cattcaccaggcaaattgctg ctacagttcagtcgaacgttc
PTGS1 NP_000953  NM_000962 tacagctacgagcagttcttg tcagagctctgtggatggtc
PTGS1 NP_542158  NM_080591 ttcggtgtccagttccaatac tcagagctctgtggatggtc
PRKCI NP_002731  NM_002740 tgtgtaaggaaggattacggc cagacacattcttctgcagac
PRKCQ NP_006248  NM_006257 gatggacatatcaagatcgcg ccggggttcatgaaggaaaag
PRKD3 NP_005804  NM_005813 agccagaaaatgtgctgcttg gccataatgaagtgctttggg
PRKCH NP_006246  NM_006255 accacgagggtcactgtaaac tggttgcaattctggagacac
PRKCD NP_997704  NM_212539 gggatggccacatcaagattg tcaatcttccaggaggtgctc
PRKCB1 NP_997700  NM_212535 atgctcgattctgagggacac ctgggttagtataagagaagcc
PRKCD NP_006245  NM_006254 gggatggccacatcaagattg tcaatcttccaggaggtgctc
PRKCB1 NP_002729  NM_002738 gattctgagggacacatcaag atccttcgaattctgattggtc
PRKCABP NP_036539  NM_012407 atcgagaagttcggcattcgg tcaggagtcacaccagcttc
PRKCE NP_005391  NM_005400 cttctggatgcagaaggtcac ggcatcaggtcttcaccaaag
PRKCA NP_002728  NM_002737 attgctgactttgggatgtgc tactgcactctgtaagatggg
PRKCDBP NP_659477  NM_145040 acaccaccagcaacaccttg tcaggctacactctccatttg
PRKCG NP_002730  NM_002739 ttggcatgtgtaaggagaacg tacatgacgggcacaggcac
PRKCZ NP_002735  NM_002744 actacggcatgtgcaaggaag cctcggtggacagcaataatg
RACGAP1 NP_037409  NM_013277 tgacctttcgccttaacagag tcacttgagcattggagaagc
RAC2 NP_002863  NM_002872 atgcaggccatcaagtgtgtg ctagaggaggctgcaggcg
ARHGEF7 NP_003890  NM_003899 agcctccgaaaacacccaag atagattggtctcatcccagg
ARHGAP30 NP_859071  NM_181720 gtctatgcccctgttctcttg tcacagtccttcacctttccc
RAP1GDS1 NP_066982  NM_021159 tctgaaatgcctcctgttcag cagctttccacagtaagtctc
CDC42 NP_426359  NM_044472 ttaagtgtgttgttgtgggcg acagcacttccttttgggttg
KRAS NP_203524  NM_033360 aacttgtggtagttggagctg attttcacacagccaggagtc
KRAS NP_004976  NM_004985 aacttgtggtagttggagctg ttacacactttgtctttgacttc
HRAS NP_005334  NM_005343 tgacggaatataagctggtgg agcacacacttgcagctcatg
PRDX6 NP_004896  NM_004905 cgactttctgggagactcatg ggtgtgtagcggaggtatttc
COVA1 NP_006366.  NM_006375 aggaagaaaatgacagcctcc ttaggtcagcttcaagccctc
TXNL4 XP_371120  XM_371120 tgtcgtacatgctcccgcac tagcggtacttggtggagtag
FLJ10094 NP_060463  NM_017993 atgaggtggagctgctgaaac ccttcaaaggcacacaacttc

All Nested Primers Start with the following sequence: gcgtaatacgactcactatagg

Gene Name Protein Accession Nucleotide Acc Nested primer Forward Nested primer Backward
gcgtaatacgactcactatagg+ gcgtaatacgactcactatagg+

SYTL1 NP_116261  NM_032872 acgtgggactggggctc ccatccacccattcgcac
CYBB NP_000388  NM_000397 aagatagcggttgatgggc gactcagagttggagatgc
NCF1 NP_000256  NM_000265 aaagcaaagcgaggctgg ctgcagcggttcaggatg
CYBA NP_000092  NM_000101 tccggcctgatcctcatc accgggatggggttgac
LOC401374 XP_376628  XM_376628 aaagcaaagcgaggctgg ctgcagcggttcaggatg
NOXO1 NP_751907  NM_172167 aggagagcctggacgtg tccagggccctgcgtg
LOC283247 XP_208058  XM_208058 accaaagcaacatttgggg gatagtgaattgggtccac
DUOX2 NP_054799  NM_014080 accttgatggaccgtttgg ctgttgacgagctgacag
RUFY1 NP_079434  NM_025158 ctgcagctgcagctctc ttggggtaggagggcag
DUOX1 NP_059130  NM_017434 agctgtaccttgatggacc tgcctgttgatgagctgac
NOX5 NP_078781  NM_024505 accccctttgcttccattc tggcccttcagcaccttg
NOX3 NP_056533  NM_015718 tcactacccagtgtgtgtg gctgatgaatacaagtggc
ARHGDIB NP_001166  NM_001175 gaggaggatgacgatgatg tgaggtggtcttgcttgtc
NOX4 NP_058627  NM_016931 agactccgaaattctgccc tggatagtgaattgggtcc
ARHGDIA NP_004300  NM_004309 gaagagcatccaggagatc atggtgagattccactccc
NOXA1 NP_006638  NM_006647 ctggtgactgtcaccgtg ggctcctgacatccgag
NOX1 NP_008983  NM_007052 gccagtgaggatgttttcc atcggtgacagcatttgcg
PRDX2 NP_859428  NM_181738 ctgacttcaaggccacag tttcacgatggggaaacgc
PRDX2 NP_859427  NM_181737 ctgacttcaaggccacag gggcttaatcgtgtcactg
PRDX1 NP_859048  NM_181697 cccaacttcaaagccacag tgatggtatcactgccagg
PRDX1 NP_859047  NM_181696 cccaacttcaaagccacag tgatggtatcactgccagg
PRDX5 NP_857635  NM_181652 cggtcagtctgcggcag gccatctggttccacattc
PRDX3 AAH59169  BC059169 acagccgttgtcaatggag gacttggcttgatcgtagg
PRDX4 AAH03609  BC003609 tactgggaaggaacagctg tcactaccaggtttccagc
TXN2 NP_036605  NM_012473 ctctgtcatctccaggaag cctccaactgatcctcatc
TXNRD2 NP_006431  NM_006440 cgacactcagaagatcctg tacctcctcagagcatgtg
TXNRD2 NP_665691  NM_145748 cgacactcagaagatcctg tacctcctcagagcatgtg
TXN NP_003320  NM_003329 gactgcttttcaggaagcc ggctccagaaaattcaccc



TXNRD1 NP_877393  NM_182729 cctgtcacagatgaagaac atacctctgcacagacagg
TXNL2 NP_006532  NM_006541 ggaactcctcaagaaccac cacaatatccaatcctccc
TXNL1 NP_004777  NM_004786 agaaaatgaccctggaagc tttgttgcctggactggag
TXNDC9 NP_005774  NM_005783 gaaaagagactccaggcac ttggttctgaaatggtggc
TXNDC NP_110382  NM_030755 actgagtggacggtttatc gagagcgttgtcttatggc
TXNDC3 NP_057700  NM_016616 ctgggaccaagaactgttg cataggcgttagatgctcc
TXNDC2 NP_115619  NM_032243 agggtgacattcccaagtc caaagttcatccaccttttc
PTGES2 NP_945177  NM_198939 ccttggcctggaggctg ggagaacttgatctcagcc
TXNRD3 XP_051264  XM_051264 gagaagagtggaaaaatacc ccaaagtcgtgaacacctc
PRDX5 NP_857634  NM_181651 cggtcagtctgcggcag gccatctggttccacattc
GLRX2 NP_057150  NM_016066 ggatgtttacacgtgggtg gcctatgagtgtcagttgc
PRDX5 NP_036226  NM_012094 tccgcagtttcagcagag gccatctggttccacattc
TXNL2 NP_006532  NM_006541 ggaactcctcaagaaccac cacaatatccaatcctccc
GLRX NP_002055  NM_002064 caaaatccagcctgggaag tccccactctgttgcaaag
LOC392531 XP_373367  XM_373367 ttcagcaacgccatggtg tcagttcttccaccagacc
LOC389207 XP_371694  XM_371694 gccagtgagaagggttttg tgcaagccgtacacttcag
C14orf87 NP_057501  NM_016417 agctgcggcggctctg catctaaaagggcggagtg
SH3BGRL3 NP_112576  NM_031286 tgggaagcgcatccaatac ctgcagcgtgttttgttcc
GLRX2 NP_932066  NM_197962 gcaggctggcttgacag gcctatgagtgtcagttgc
GPX6 NP_874360  NM_182701 gcaacaaaggggtaacagg gtctgacttgactgtgctg
GPX1 NP_000572  NM_000581 gggagcctgtgagcctg aatggtctggaagcggcg
GPX1 NP_958799  NM_201397 gggagcctgtgagcctg aagccgagcaccaccag
LOC389839 XP_372197  XM_372197 gggagcctgtgagcctg agaccaggtgatgagcttg
GPX7 NP_056511  NM_015696 gcaggacttctacgacttc atgagcttcctcacgagc
GPX3 NP_002075  NM_002084 gcaccatttacgagtacgg cctcatgtaggacaggatg
GPX4 NP_002076  NM_002085 tgctctgtggggctctg cttctctatcaccagggg
GPX2 AAH67221  BC067221 ctatgacctcagtgccatc gttgatggttgggaaggtg
GPX5 NP_001500  NM_001509 ggattgccacaaagacgag gtctgtcttgactgagctg
GPX7 AAH32788  BC032788 gcaggacttctacgacttc atgagcttcctcacgagc
GPX5 NP_003987  NM_003996 cttctcctagcctgctttg ctaggtacaaatcctcccc
CAT NP_001743  NM_001752 aacatgccacctggcattg agatccggactgcacaaag
LOXHD1 NP_653213  NM_144612 gggcccaattattccctac tggctggaaggaagagtg
ALOX5AP NP_001620  NM_001629 atcagcgtggtccagaatg ggtggagatcgtctttatg
ALOXE3 NP_067641  NM_021628 cgtgggctactattatccc aatgaggggagggtccag
ALOX15B NP_001132  NM_001141 tcatcggtatctactaccc agggtctaggtaggtgtag
ALOX5 NP_000689  NM_000698 accaggtggtggaggag tggcagctgcttcttcttg
ALOX12B NP_001130  NM_001139 tgtgacggagatcatcacc caggtagtagtaggggatg
ALOX12 NP_000688  NM_000697 gatcgtccacctcttctac catagggccagtcaagttg
PTGS2 NP_000954  NM_000963 gttgctggtggtaggaatg tatcatctagtccggagcg
PTGS1 NP_000953  NM_000962 caacacctccatgttggtg catcatcctgactggcatc
PTGS1 NP_542158  NM_080591 gccatggagttcaaccatc catcatcctgactggcatc
PRKCI NP_002731  NM_002740 caggagatacaaccagcac ccttcaaattcagactgatc
PRKCQ NP_006248  NM_006257 gttaggagatgccaagacg ctggtccatgctgttgatc
PRKD3 NP_005804  NM_005813 catcagcagagccatttcc gcatgtatttcccagcgag
PRKCH NP_006246  NM_006255 tggcagacttcggaatgtg agtttctaaactcatcctgg
PRKCD NP_997704  NM_212539 gaacatattcggggagagc ggggttcacaaaggagaag
PRKCB1 NP_997700  NM_212535 ggaaaacatctgggatggg ggtccaagttcatgatgaag
PRKCD NP_006245  NM_006254 gaacatattcggggagagc ggggttcacaaaggagaag
PRKCB1 NP_002729  NM_002738 ggaaaacatctgggatggg tcctgatgacttcctggtc
PRKCABP NP_036539  NM_012407 aaccatcaagccgatgctg agcagcccctcgtgtatc
PRKCE NP_005391  NM_005400 tgacttcgggatgtgcaag ttcctcctggttgatctgc
PRKCA NP_002728  NM_002737 catgatggatggagtcacg aactgggggttgacatacg
PRKCDBP NP_659477  NM_145040 tgagctcgcacgccaac gagcagagcttcttcggc
PRKCG NP_002730  NM_002739 acgacaacccgcaccttc atccgggtgcacgaagtc
PRKCZ NP_002735  NM_002744 cacaacgagcactttctgc agccttcgaactctgactg
RACGAP1 NP_037409  NM_013277 tggaagcagcagaaatcac agttgccttgtcgtcctag
RAC2 NP_002863  NM_002872 caagacctgccttctcatc gcttctgctgccgcgtg
ARHGEF7 NP_003890  NM_003899 ccctggagcctgagctg cttcaggactttcctcacc
ARHGAP30 NP_859071  NM_181720 atgcgtctagcttccactc gcatatgatctgcgctgag
RAP1GDS1 NP_066982  NM_021159 aatagatgcacaagaagctg ctgctgggcaacacttttg
CDC42 NP_426359  NM_044472 gtctcctgatatcctacac cagctaggatagcctcatc
KRAS NP_203524  NM_033360 taggcaagagtgccttgac ctgtattgtcggatctccc
KRAS NP_004976  NM_004985 taggcaagagtgccttgac ccatctttgctcatcttttc
HRAS NP_005334  NM_005343 aagagtgcgctgaccatc actctcatcaggagggttc
PRDX6 NP_004896  NM_004905 attctcttctcccaccctc agatgggagctctttggtg
COVA1 NP_006366.  NM_006375 gatgcctaccggaatgaag ccatctcttttccaggctg
TXNL4 XP_371120  XM_371120 tgcacaacggctggcag tccttgggggacaccac
FLJ10094 NP_060463  NM_017993 gaaaacctcaccaaggacc cttttttccagcgtggctc
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