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Supplementary figure 2. Disorder prediction in subunits of the murine WASH complex. 
Disorder probability was calculated using the IUPred server (http://iupred.enzim.hu/). 
Disorder probability is color-coded with hot colors representing the highest probability. 
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Supplementary figure 3. Alignment of VPEF orthologs. 
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
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Supplementary figure 4. Alignment of KIAA1033 orthologs.  
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
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Supplementary figure 5. Alignment of Strumpellin orthologs. 
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
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Supplementary figure 6. Alignment of WASH Orthologs. 
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
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Supplementary figure 7. Alignment of CapZ α Orthologs. 
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
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Supplementary figure 8. Alignment of CapZ β Orthologs. 
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
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Supplementary Figure 9. Alignment of Ccdc53 Orthologs. 
Sequences were aligned using MUSCLE (http://www.drive5.com/muscle/), and the alignment 
was rendered using ESPript (http://espript.ibcp.fr/ESPript/ESPript/). 
 
 


