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Figure S1 Absence of interaction between C-MBD and BSA. SDS-PAGE of a representative
co-purification assay using streptactin resin. 40% of unbound protein (FT) and 40% of bound

protein (E) fractions were loaded in each lane.
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Figure S2 Interaction assay between C-MBD (20 pg) and Na'/K'-ATPase ATP-BD (49 ug).
SDS-PAGE of a representative co-purification assay between Na'/ K'-ATPase and either C-
MBD or Cu-loaded C-MBD. 40% of unbound protein (FT) and 40% of bound protein (E)

fractions were loaded in each lane.



