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Figure 1S. Fo — Fc maps for VwvADC and CJCANSDC showing the PLP and ligand-binding sites.
A) ADC PLP density, B) ADC agmatine density, C)YCANSDC PLP density, D) CANSDC
norspermidine density E) CANSDC glycerol density. The difference maps for PLP were contoured
at 3.0 sigma and for the other ligands at +£2.0 sigma. The coordinates shown are the final structure
models. The maps are plotted before the ligands were built into the model. Positive density is
shown in green, negative density in red. PLP is shown in pink, amino acid side chains and bound
reaction products are shown in yellow, glycerol is shown in pink.
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Figure 2S. Structural alignment of the major specificity groups within the basic amino acid 3/a-barrel fold family enzymes.
X-ray structures are available for all 6 sequences. Alignment was performed as described in Materials and Methods.
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Figure 3. Sedimentation velocity analysis of 'vADC. A. Velocity sedimentation was performed
using a charcoal-filled dual sector centerpiece and scans are recorded at fixed intervals. An-50 Ti
rotor was used at speed of 45,000 RPM and scans are displayed at 4 minute intervals (progressing
from left to right on the plot). Three ¥'vADC concentration of 0.1, 0.4 and 0.8 OD were used in the
experiment. Data is only displayed for the 0.8 OD sample. B. Corresponding c(s) distribution.
Model of continuous c¢(s) distribution and fitting option of Marquardt Levenberg were applied in

the Sedfit analysis to determine the MW. The first 30 scans of Y'vADC were used in the calculation.
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Figure 4S. Ribbon diagram of the C;CANSDC structure aligned with 7bODC shown from the back-
side. The two C;CANSDC monomers are shown in teal and light blue respectively, while the two

ThODC monomers are in tan and grey. The C-terminal extension (C) that forms the novel dimer
interface in CJCANSDC is marked.




