12 3 4 5 6 7 8 9 1011 12 13 14 15 16 17 18 19 20
/B85 0000 0500 0600 0508 00°de 0 be 05 b 53 $¥ 0c be B S SR
0098 00 00 00 90 0Tbe 0'be 00788 0c'be 00 be oc 88 od'be @ Yoast genomic DNA
5D 9D 2E 5

cd¥e oc'se Tbmoce ool cclbecoteccecdbecste |

“iomio“iooqéounun“4nuuun“u @ 3 probe
oo:;oo oC'ee 03 'ee coee oSee co’'be oomﬁo oC #e 0C 88 0T b8
00 @8 00 88 0088 00 98 05 88 0088 0C 88 0 be o 'ee 0 'be

10H 11 2l 41 51 6| 71 9l 10} 1J

00 68 00 08 00 08 00 00 0T 98 0" 98 OO 98 00'ee 098 00 ee

] i E.coli
88 58 o 'ee o ee 0 88 0 88 00 88 0588 0 @8 GO §6'00 8e

I O m m OO W >
UJOQS

9cm.

Figure S1



(=]
©
-

160

T N O © O < N
- - -

sauab jo JaquinN

o © 0O 0 O 9o ©
N © 0 ¥ M N -

sauab jo JaquinN

0

Q0 00 Q0 Qoo

-1

-1

2

6 5 4 3

Log2 (35

Log, (375"

ERP mRiBi mNon Ribosome-related

ERP mRiBi mNon Ribosome-related

{n'v) |eubis uo uny

n o 1w o n ol
N O M oH 020

2]

=]

=]

| &

-

=]

=]

r o

=]

=]

rm

=]

=]

~

|
(= =R~~~ I~ I~ N~ =~
DmeEaNODMm ™M
™ o= - L
(%00T = Xv¥W) |eubis Jo o,

{n'v) |jeubis uo uny

0 % o N Qe
m N =2 A v o'
b t t Ly
=]

Q

L @

-

=]

=]

@

[=]

=]

gl

=]

o

Nl

o000 00O0
-
'

150
130
110

9

7

5

3

1

(%00T= X¥W) |eubis Jo op

—+&— ChIP

p from +1

—&—Run On

bp from +1

—&— ChIP

—#%— Run On

YDR134C

TDH3

PHO88

(syun Aseajiqie) anjea
ajnjosqe |eubis uo uny

o o o o o
w < ™ o~ - o

==30

400

200

T T T T
o © ©O © O
u N~

(%00T = XYW)
|leubis jo o

150 4
130 4

(syun Aseajiqe ) anjea
ajnjosqe |eubis uo uny

n
-] ~™
- al

+ 22.5

1-as

13p0

800

300

— —
o ©o o © © ©
SRR N I I

(%007 = XYW)
|leubis o of

150 1
130

(syuun Aseniqie) anjea
aynjosqe jeubis uo uny

- - (=)} 0 ™ o

“183ho
.30 J

=3

300

T T
o o
M -

50 4

T
o O
(=]

150 4
130 4
110 4

(%001 = XYW)
|leubis jo of

-1Qzp0
-30 J

bp from +1

bp from +1

bp from +1

- -¢ - ChIP

—&— Run On

- - - ChIP —&— Run On - - - ChIP

—&— Run On

Figure S2



Figure S3

10

1]

Logz (3'/5')
(=]
a

10
Real

VARIANCE 3.07

F SNEDECOR P VALUE

T T T T
Random Random Random Random Random
1 2 3 4 5

7.63 8.77 7.76 7.93 8.60

3.87-10"* 3.85-10"® 1.17-10"* 2.95-10"° 1.41-10"""



Log: (315"

Log: (315"

R = 0.0624

-500

55

30 45
® “ o - o
- ** =
on®
%G+C
8 =
- 6
4
*
° . |
. L S 0: .A..' .. B > T 1
e L4
-400 -300 -200 * -108‘ ‘2 D 100 200
= ® R = 0.0045
L
L |
B
-8

TSS relative to +1 (bp)

Figure S4

Log: (35

Log: (3'/5')

6! &
43 e . .
(% & %9 @ & o & ¢ -
2 2% ¢ o . * * =
LA 0ty Jon & X4 R . ¢ R=0.1239
0 -$ . h ot - P . T 1
' ®e.0 L 2 r
- %y l&m’ 'io".’?m 4 4 43& . 5 e 700 *s0 900
* ]
41¢ - " oem
™ L]
6. [
-8 -
Distance to telomer (kb)
10
o | =4 TEXEl X == ——
ITI
-10 T T
All 3'or5 CUTor 5 CUTorSUT 3'CUTorSUT No CUT or SUT
SUT P=0.587 P=0.189
P=0.648




®

Loga (35

b & b A oM 2 o o

6
L
a 8
‘ d
g2 3 R = 0.3136
= R — 5
= 2 R = 0.065
g o
0 y ‘
12000 14000 16000
2 21
4 1
-4 Fa
B
I 8
5 Length (bp)
10
E
]
f . - [
R = 0.182 3
: : . _ ' 2 o0 b= % ! [ox ]
100 g
& " " , R=o02002 J_ =
. ol | i -
o
-10
Expression level (nRNA/cell) Al 'm"o(z‘s") ";mg';” R Moy

Figure S4



P=1.56-10"

R=0.949

BY4741 SC

Figure S5

3
BY4741 YPD

D

. P=2.13-10% 5

O
(/2]
1 m T T
a3
3 =3 -2
/
/
/
/
3 -
P=2.39-10° 2

R=0.806

W303 YPD

BY4741 YPD

3
W303 YPD

E

W303 SC

3

3 -

P=1.00-10* o
R=0.902

BY4741 YPD+0.5NaCl

P=2.03-10" ,
R=0.774

BY4741 YPD

°« /A
/7 2 4
/7
3 4
BY4741 SC




A 3

P=1.53-10"

2]

/
P=5.9610" 5 ' + ”
R=0.681 *
/
R 1-’0 //
-
.9, T T T i8] 0' £
w3 2 A%
i *
/0
VAN -2
/
VRN
/ 34
ssd1-d (W303)
P=8.61-10"

P=3.17-10"*
R=0.647

2

dst1A

Figure S6

P=1.6810" |
R=0.754

*

k]
IR/

P=3.9710" .|
R=0.670

P=3.00-10°
R=0.833

P=3.70-10* 2.

R=0.544

<




3 3 3 3
/7 / Ve //
P=2.9710" | P P=6.0310" .| °* O P=1.5010" e P=6.47-10% p
R=0.601 ) . R=0.722 7 R=0.723 R=0.795
4 1.1 .. /0/ . *
< *
S W %14 . % '
1 2 3 3 2* : A 1 . * 1 2 3 3 3
04’ .1 . .
* 0/ **
// . 2
/
/7 3
SPT20
/ # , 3 ,
4 - - /7
P=7.22:10", ¢ 7 P=7.93-10° P=1.15-10 P=5.0210° . R
R=0.676 I / R=0.706 R=0.854 Ve
1‘30 //"
s - 3 3
8 3 2 % 7 1 * 2 3 3 2
g
/ i *
/ ' * *
/{ ¢ 2
/
/
/ 34
SET1
Q N R 5
/7
P=4.1710° | //
R=0.650 Ve .

: %

®

2 0 %
)

o

a

N g
IS YYESSEREEILEEIS
o h-] )
A A Figure S6
(7]

fes1A




_l BY4741 YPD
BY4741 SC

rpb9

rtf1

dst1

sptd

set1

BY4741 +0.5M NaCl

ccrd

rpb4

spt7

spt20

cdc73

fes1

fun12

med2

not5

bre1

ssd1

set1-AA

<
©

Log, (3'/5)

(.s1.£):601y

Figure S7





